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A Ampere 
Abb. Abbildung 
APS Ammoniumpersulfat 
BHLH basic helix-loop-helix 
Bp Basenpaar(e) 
BSA Rinderserumalbumin 
bzw. beziehungsweise 
Cam Chloramphenicol 
CD Circular dichroism 
CHAPS 3-[(3-Cholamidopropyl)-dimethylammonio]-1-propane sulfonate 
C-HEGA-8 Cyclohexylethanoyl-N-hydroxyethylglucamide 
C-HEGA-9 Cyclohexylpropanoyl-N-hydroxyethylglucamide 
CIP Calf Intestinal Alkalin Phosphatase (Alkalische Phosphatase aus 

Kälberdarm 
CMC Kritische micellare Konzentration 
Ct Carboxiterminal eines Proteins (C-Terminus)  
CYMAL-1 Cyclohexyl-methyl-ß-D-maltoside 
CYMAL-2 Cyclohexyl-ethyl-ß-D-maltoside 
DMSO Dimethylsulfoxid 
DNTP Desoxinukleotidtriphosphat 
DR Dunkelrot (red) 
DTNB 5,5'-Dithiobis(2-nitrobenzoic acid), Ellmans Reagenz 
DTT Dithiothreitol 
E.coli Escherichia coli L. 
EDTA Ethylendiamintetraessigsäure, Dinatriumsalz 
ESI Electrospray Ionization 
EtOH Ethanol 
ε280 Extinktionskoeffizient bei 280 nm 
FRET Fluorescence resonance energy transfer 
g Erdbeschleunigung 
GAF GMPc-spezifische Phosphodiesterase; Adenylatcyklase; 

formatelyase Transkriptionsaktivator FhlA 
GFC Gelfiltrationschromatographie 
Gor glutathione reductase gen 
h Stunde(n) 
HisK, H Histidinkinase Domäne 
HMW High Molecular Weight 
H2O Milli-Q-Wasser 
HPLC High Pressure Liquid Chromatography 
HR Hellrot (farred) 
Imi Imidazol 
IPTG Isopropyl ß-D-thiogalactosid 
JAA Jodacetamid 
kb Kilobase(n) 
kDa Kilodalton 
l Liter 
LMP Low Melting Point 
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LMW Low Molecular Weight 
µ Mikro 
m Milli 
M Molar 
MALDI-TOF Matrix-assisted Laser Desorption Ionization-Time of Flight 
MES 3-(N-morpholino)propane sulfonic acid 
mg Milligramm 
min Minute 
mm Millimeter 
Ni-NTA Nickel-Nitrilotriacetic acid 
NGE Native Gel Elektrophorese 
nm Nanometer 
Nt Aminoterminal eines Proteins (N-Terminus) 
NTCH Natriumcholat 
O.D. Optische Dichte 
ORF Open reading frame 
PAGE Polyacrylamidgelelektrophorese 
PAS Per-Arnt-Sim-Domäne 
PCB Phycocyanobilin 
PCR Polymerase chain Reaction 
PEB Phycoerythrobilin 
PHY Phytochrom Domäne 
PMSF Phenylmethylsulfonil Fluorid 
PNK Polynukleotide Kinase 
PSM Prestained Marker 
PVDF Poly(vinylidene difluoride) 
rpm rounds per minute 
RT Raumtemperatur 
s. siehe 
SAR Specific absorbance ratio 
SDM Site Directed Mutagenesis 
SDS Natriumdodecylsulphat 
SLB Sample Loading Buffer: Proben-Auftragspuffer für 

Gelelektrophorese 
Tan Annealing-Temperatur 
TEMED N,N,N’,N’-Tetramethylendiamin 
Tris Tris(hydroxymethyl)aminomethan 
TrxB thioredoxin reductase gen 
U Unit ; Enzym… 
ü.N. über Nacht 
UV Ultraviolet 
V Volt 
v/v/v Volume per volume 
w/v weight per volume 
w/w weight per weight 
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