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11.1 Haushaltsgene

Tabelle 11.1: Auflistung der Gene, die durch ESTs reprasentiert werden (Bezeichnung und UniGene Accession Nummer).
Diese ESTs wurden zur Normalisierung der Mikroarray-Experimente verwendet. Die Daten sind Uber einen interaktiven Zugriff
im Internet unter http://sandra-prietz.bei.t-online.de verfiigbar.

Bezeichnung des Gens UniGene-Nr.
40S RIBOSOMAL PROTEIN SA 331160
40S RIBOSOMAL PROTEIN SA 349657
40S RIBOSOMAL PROTEIN SA 354986
40S RIBOSOMAL PROTEIN SA 532167
40S RIBOSOMAL PROTEIN SA 532448
Actin, beta, cytoplasmic : Actb 348425
Actin, beta, cytoplasmic : Actb 350516
Actin, beta, cytoplasmic : Actb 457596
Actin, beta, cytoplasmic : Actb 457881
Actin, beta, cytoplasmic : Actb 466000
Actin, beta, cytoplasmic : Actb 525163
Actin, beta, cytoplasmic : Actb 537291
chromatin assembly factor | p60 chain 373854
chromatin assembly factor | p60 chain 440420
chromatin assembly factor | p60 chain 476409
chromatin assembly factor | p60 chain 719225
Cytochrome C oxidase, subunit 1V : Cox4 348847
Cytochrome C oxidase, subunit 1V : Cox4 403737
Cytochrome C oxidase, subunit IV : Cox4 312882
Cytochrome C oxidase, subunit IV : Cox4 316196
Cytochrome C oxidase, subunit IV : Cox4 532277
ESTs, Highly similar to 33 KD HOUSEKEEPING PROTEIN 465967
ESTs, Highly similar to 33 KD HOUSEKEEPING PROTEIN 585809
ESTs, Highly similar to 33 KD HOUSEKEEPING PROTEIN 1495624
ESTs, Highly similar to 33 KD HOUSEKEEPING PROTEIN 1498733
ESTs, Weakly similar to UBIQUITIN-CONJUGATING ENZYME E2-16 KD 313579
Glucose-6-phosphate dehydrogenase X linked 312945
Glucose-6-phosphate dehydrogenase X-linked 963477
Glucose-6-phosphate dehydrogenase X-linked 1053400
Glyceraldehyde-3-phosphate dehydrogenase : GAPDH 316889
Glyceraldehyde-3-phosphate dehydrogenase : GAPDH 331364
Glyceraldehyde-3-phosphate dehydrogenase : GAPDH 331434
Glyceraldehyde-3-phosphate dehydrogenase : GAPDH 336513
Glyceraldehyde-3-phosphate dehydrogenase : GAPDH 521076
Glyceraldehyde-3-phosphate dehydrogenase : GAPDH 538210
HEAT SHOCK FACTOR PROTEIN 1 555270

HEAT SHOCK FACTOR PROTEIN 1 567829
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Bezeichnung des Gens UniGene-Nr.
HEAT SHOCK FACTOR PROTEIN 1 567829
HEAT SHOCK FACTOR PROTEIN 1 1065841
Heat shock protein 25 kDa : Hsp25 317072
Heat shock protein 25 kDa : Hsp25 335828
Heat shock protein 25 kDa : Hsp25 337877
Heat shock protein 25 kDa : Hsp25 349508
Heat shock protein 25 kDa : Hsp25 351339
Heat shock protein, 74 kDa : Hsp74 572543
Heat shock protein, 84 kDa 1 : Hsp84-1 615299
Heat shock protein, 84 kDa 1 : Hsp84-1 353350
Heat shock protein, 84 kDa 1 : Hsp84-1 468258
Heat shock protein, 84 kDa 1 : Hsp84-1 468916
Hypoxanthine guanine phosphoribosyl transferase : Hprt 637243
Hypoxanthine guanine phosphoribosyl transferase : Hprt 718044
Hypoxanthine guanine phosphoribosyl transferase : Hprt 978060
Keratin complex 1, acidic, gene 19 1052976
Keratin complex 1, acidic, gene 19 1053132
M.musculus mRNA for splicing factor U2AF (65 kD) 385661
M.musculus mRNA for splicing factor U2AF (65 kD) 402394
M.musculus mRNA for splicing factor U2AF (65 kD) 418567
M.musculus mRNA for splicing factor U2AF (65 kD) 436912
M.musculus mRNA for splicing factor U2AF (65 kD) 480285
Mouse endo B cytokeratin mRNA, complete cds 463726
Mouse endo B cytokeratin mRNA, complete cds 482255
Mouse endo B cytokeratin mRNA, complete cds 978131
Mouse keratin (epidermal) type | mRNA, clone pkScc-52, 3' end 350502
Mouse keratin (epidermal) type | mRNA, clone pkScc-52, 3' end 475526
Mouse keratin (epidermal) type | mRNA, clone pkScc-52, 3' end 476120
Mus musculus (clone mcori-1ck9) S29 ribosomal protein mMRNA 420530
Mus musculus (clone mcori-1ck9) S29 ribosomal protein mRNA, 465138
Mus musculus (clone mcori-1ck9) S29 ribosomal protein mRNA, 991359
Mus musculus chaperonin 10 mRNA, complete cds 314223
Mus musculus chaperonin 10 mRNA, complete cds 333965
Mus musculus chaperonin 10 mRNA, complete cds 336017
Mus musculus chaperonin 10 mRNA, complete cds 336518
Mus musculus chaperonin 10 mRNA, complete cds 464077
Mus musculus elF-1A (elF-1A) mRNA, complete cds 351631
Mus musculus elF-1A (elF-1A) mRNA, complete cds 479742
Mus musculus elongation factor 1-beta homolog mRNA, complete cds 459059
Mus musculus elongation factor 1-beta homolog mRNA, complete cds 468861
Mus musculus elongation factor 1-beta homolog mMRNA, complete cds 524550
Mus musculus elongation factor 1-beta homolog mRNA, complete cds 573041
Mus musculus mRNA for mitochondrial ribosomal protein $12 334715
Mus musculus mRNA for mitochondrial ribosomal protein S12 367015
Mus musculus mRNA for mitochondrial ribosomal protein S12 368109
Mus musculus mRNA for mitochondrial ribosomal protein $12 387799
Mus musculus mRNA for mitochondrial ribosomal protein S$12 438290
Mus musculus non-muscle myosin light chain 3 (MLC3nm) mRNA 348470
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Bezeichnung des Gens UniGene-Nr.
Mus musculus non-muscle myosin light chain 3 (MLC3nm) mRNA 355690
Mus musculus non-muscle myosin light chain 3 (MLC3nm) mRNA 419498
Mus musculus non-muscle myosin light chain 3 (MLC3nm) mRNA 472502

Mus musculus putative RNA helicase and RNA dependent ATPase (MDEAH9) mRNA 622462
Mus musculus putative RNA helicase and RNA dependent ATPase (MDEAH9) mRNA 722252

Mus musculus U1 snRNP-specific protein C mRNA, complete cds 333084
Mus musculus U1 snRNP-specific protein C mRNA, complete cds 330165
Mus musculus U1 snRNP-specific protein C mRNA, complete cds 373870
Mus musculus U1 snRNP-specific protein C mRNA, complete cds 374142
Mus musculus U1 snRNP-specific protein C mRNA, complete cds 402462
Topoisomerase (DNA) | : Top1 623085
Topoisomerase (DNA) | : Top1 635321
Topoisomerase (DNA) | : Top1 720790
Transcription factor E2a : Tcfe2a 476685
Transcription factor E2a : Tcfe2a 583333
UBIQUITIN-CONJUGATING ENZYME E2-16 KD 537190
UBIQUITIN-CONJUGATING ENZYME E2-16 KD 555114
UBIQUITIN-CONJUGATING ENZYME E2-16 KD 567686
UBIQUITIN-CONJUGATING ENZYME E2-16 KD 578398
Ubiquitin-conjugating enzyme E2B (RAD6 homology) : Ube2b 375162
Ubiquitin-conjugating enzyme E2B (RAD6 homology) : Ube2b 465280
Ubiquitin-conjugating enzyme E2B (RAD6 homology) : Ube2b 532848
Ubiquitin-conjugating enzyme E2B (RAD6 homology) : Ube2b 577107
UBIQUITIN-LIKE PROTEIN GDX 316820
UBIQUITIN-LIKE PROTEIN GDX 406157
UBIQUITIN-LIKE PROTEIN GDX 475967
11.2 Retina-spezifische und Apoptose-relevante Gene

Um die auf den Mikroarray enthaltenen Gene zu erginzen wurden ESTs aus dem Ressourcen
Zentrum des Deutschen Human Genom Projektes bestellt. Diese ESTs représentierten 1167
Retina-spezifische Gene und Gene, die in apoptotischen Prozessen involviert sein konnen.

Eine vollstindige Auflistung ist unter http://sandra-prietz.bei.t-online.de gegeben.
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11.3

detektierter Elemente

Tabelle 11.2: Zusammensetzung der Pools und Anzahl der detektierten Elemente

Pools fur das Redundanz-Screening und Anzahl

Expression in 2 Jahre Pool enthaltene Genfragmente Anzahl Anzahl
alten ND-Knockout vgl. (einige Beispiele) eingesetzter detektierter
mit Wildtyp Mausen Rsal-Fragmente Elemente
I Cytochrom C Oxidase, 9 150
nicht differenziell NADH Dehydrogenase,
ATPase Untereinheit 6
VI Adenin Nukleotid 12 10
Translokase 1, Aldehyd
Dehydrogenase
IX 12 26
X 14 17
Xl Alpha-Tropomyosin slow 8 12
mRNS
XIX 13 19
XXIl 13 23
Il Recoverin, 7 46
differenziell exprimiert cGMP-gesteuerter
Kationen Kanal,
Tansduzin
[ Guanylat-Zyklase 6 3
Aktivator 1A, Bcl-2
bindendes Protein
\ RNA Helikase, 8 5
Tetraspan
\% Uridin Kinase, 13 2
Tim22 Praprotein
Translokase
Vi Metalloproteinase-3 10 17
Gewebe Inhibitor,
Ribosomales Protein L41,
Protoglycan |l
XI 7 13
Xl Peripherin, 8 23
Phosphodiesterase
Untereinheit 6g
XV Vanin-1, ARL6 11 29
XV Spannungs-abhangiger 9 26
Anionen Kanal 3,
Arrestin Promotor Region
XVI 11 18
XVII Humanes LGN-Protein 14 38
XVIII -—-- 10 22
XX Prominin 6 39
XXI 11 24
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11.4 Hybridisierung vollstandiger cDNS und Anzahl
detektierter Elemente

Tabelle 11.3: Komplette cDNS, die fiir das Redundanz-Screening eingesetzt wurden und Anzahl dadurch detektierter Elemente

komplette cDNS Amplifizierbare Rsal- detektierte Elemente
Fragmente
Klon 90 2 23
Phosduzin (Pdc) 3 34
Fas Apoptose-inhibierendes Molekdl (Faim) 4 22
Blaues Zapfen Pigment (Bcp) 3 83
Norrie Disease (ND) 4 0
Ubiquitin-konjugierendes Enzym (Ube) 3 12
Phosphodiesterase (Pde) 8 116
Retinal S-Antigen (Sag) 2 39
X-chromosomale Retinoschisis (XIrs) 11 21
Synaphin-Homolog (Syna) 5 41
Myelin (Myl) 6 6
11.5 Klone, die bestatigt differenziell exprimierte Gene

reprasentieren

Klone, die durch die unabhidngige Methode der Virtuellen Northern Blots in ihrer
differenziellen Expression bestétigt worden sind, wurden entsprechend ihrer Zugehorigkeit zu

einem bestimmten Gen gruppiert und sind unter der folgenden Internet-Adresse

zusammengefal3t: http://www.molgen.mpg.de/~norrie/iovs/welcome.html.


http://www.molgen.mpg.de/~norrie/iovs/welcome.html
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11.6 Expressionsmuster der RNS-Targets im Zeitverlauf

Vollstindige Auflistung der Genexpressions-Daten im zeitlichen Verlauf basierend auf der
Hybridisierung von RNS-Targets. Dargestellt sind die geclusterten Elemente mit den

entsprechenden Zahlenwerten, den zugehorigen Gen-Namen und Accession-Nummern.

Die folgenden Farbcodes wurden in der Darstellung verwendet:

FunktionsFarbcode
Anaerobe Glykolyse
Apoptose-Inhibitor

Kalzium Bindung
Mitochondrien Biogenese

Meuropeptid
Fhototransdulktion
Regulation der Gen-Trankskription

RMNA-Prozessierung
Signal-Transduktion

Transmembran-
Signalprotein und
Zelladhasion
fell-Adhision

Iytoskelett, Strulkdur Protein

Wert o 02 ©03 ©04 05 0OF

binir kgarithmiert -3,322 -2,322 -1.737 -1,322 -1,000 -0,737 -0,515 -0,322 -0,152 0,000

0,7

0,8

0,9

1

2 3 10
1,000 2,322 3,322
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o.S 1.0 = = 1= 1= =<2

03402
L M55 171

0.1 0,11

-1,03 Bi730300

1,20 AFD39863
-1,12 L9717

0,10 041

Fecession-N Gen-Name

Keratin complex 1
thadopsin (rod apsin)
thedopsin (rod apsin)
thodopsin (rod opsin)
thodopsin (rod opsin)
rhodopsin (r
thodopsin (rod op
Nmye downstream requlated 3

Nmiye downstream requlated 3

ATPase, H+transporting

no homologies

adult retina ¢ ONA, RIKEN clone:A830033N)7
clone=IMAGE:4626857

heterogenous nuclear ribonucleoprot

protein
cDNAclone IMAGE:3921915

RIKEN ¢ONA clone 5730432n18 (WG C19266)
RIKEN ¢ ONA 1500004014

opsini (blue cone pigment)

rod photoreceptor 1 (phosducin)

rod photoreceptor 1 (phosducin)

opsint (blue cone pigment)

calcium-activated channel

clone MGC:19056 (IMAGE:4191503)
cONAclone IMAGE: 1970334

RIKEN clone:1810008K20

alpha glucosidase 2, alpha neutral s unit
quanine nucleotide-binding protein

guanine nuclectide-binding protein
cONAclone MGC:27617, IMAGE:4504406
cyclic nuclectide gated channel, oGt

¢ONA RIKEN clone a930033n07 (MG C:27665)
recoverin

RIKEN ¢ONA clone:2610044015

Home sapiens tetraspan TWMASF (TSPAN-1) mRNA
RNADbinding protein 2

Retinoschisin

Bel2-associated athanogene 3
ADP-ribosylation-like &

cONAclone IMAGE:4241499

dynactin

cONAclone MGC:B557 IMAGE: 2811008
2inc finger protein 101

lactate dehydrogenase 1, Achain
CD151 antigen

phosphodiesterase 68
phosphodiesterase 68

calcium binding protein §
clone=IMAGE:4626857
phosphodiesterase 6B
phosphodiesterase 68

for MAIL

no homologies

NIANMouse 15K cDNA Clone H3088B11

guanine nuclestide-binding protein

cONAclone Ul-W-BHI-amj-e-10-0-Ul

retinal S-antigen
Fas apoptatic inhibitery malecule

L36860P430¢ guanyiate cyclase activator 1A

RIKEN clone 201001224

rod photor ptor 1(phosducin)
RFaride-rel tide
RFarmid
cONAclone IMAGE:5400210
enythrocyte protein band 4.1
ADP-ribosyiation-like &

ke 6

B-cell receptor associated protein alpha-tropomyosin
Soares_thymus_2hbhTeDNA clone IMAGE:575554
cONAclone IMAGE:5368562(similar to Homo sapiens
rod phetoreceptor 1 (phosducin)

rod photoreceptor 1 (phosducin)

rod photoreceptor 1 (phosducin)

Calumenin

RIKEN clone:1700011J18

RIKEN cONA clone:2610044015

cONAclone IMAGE:5357730

retinal S-antigen

cDNAclone MGC:27617, IMAGE:4504406

‘secretory camier membrane protein 1
Soares_thyrmus_2hoMT cONAclone IMAGE:3374876
Promi
cyelic nuc
a930033n07rik protein

Soares_NWGBC_B-cell cONAclone IMAGE:3 166673
Soares_NWGBC_B-cell cONAclone IMAGE:3 166673
cONAclone IMAGE:4507129

G protein-binding protein

phosphodiesterase 68

rod phetoreceptor 1 (phosducin)

rod phetoreceptor 1 (phosducin)

¢DNAclone IMAGE:5365096

cONAclone IMAGE:5365096

cONAclone IMAGE:5365096

clone MGC:7051, IMAGE:3156478

riken cdna 2900019¢14 gene

©ONA clone=2830010102

RIKEN ¢DNA clone:2610507A21

G10101M1

s musculus RN;seF protein p30 (Rpp30)
cONAclone IMAGE: 2064474

RNAbinding protein 2
cDNAclone IMAGE:3602931
on-like &

ADP-rib e
ADP-rib ke 6

Homo sapiens CGI-93 protein mRNA
Nethyimaleimide sensitive fusion protein
apsint (blue cone pigment)
phosphodiesterase 68

phosphodie:
rod photorecepto
rod photoreceptor 1 (pl
no sequence homology

Mus musculus retinaldehyde dehydrogenase 3 mRNS
cONAclone IMAGE:3405654

RIKEN clone :5730408K05

Prominin

no seq homologies

RIKEN ¢ ONA 2610034016 gene

clone=IMAG E:4526857

clone MGC:27764 (IMAGE:2655873)

Hormo sapiens Leman coiled-coil protein (LCCP) mRN
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11.7
Zeitverlauf

Expressionsmuster der SMART-Targets im

Vollstindige Auflistung der Genexpressions-Daten im zeitlichen Verlauf basierend auf der

Hybridisierung von SMART-Targets. Dargestellt sind die geclusterten Elemente mit den

entsprechenden Zahlenwerten, den zugehorigen Gen-Namen und Accession-Nummern.

Die folgenden Farbcodes wurden in der Darstellung verwendet:

Fnaerobe Glylolyse
Spoptose- Inhibitor

Hypothetisches Protein

kalzium Bindung

hftochondrien Biogenese
hftochondrien Protein Import
Meuropeptid

Phototran=doktion

Protein- Fabhung

Fegulation der Gen-Transkription
Rk Binde Protein
Signal-Tran=duktion

Transkriptionsfaktor

Tran=membran- Signalprotein und
Zelladhdsion
Tran=port- Protein

Zell- Adhdsion
Zell-Zykilus, mitotischer Progress
Sptoskelett, Aktin-Bindung

wert 0,1 0,2 0,3 0.4 o5 0,6 0.7 0.8 0.8 1
Sytaskelett, Organisation und bindr kgarithmiert -3.322 -2,322 -1.737 -1.322 -1,000 -0,737 -0,515 -0.322 -0.152 0.000
Biogenase
Sptoskelett, Strobtur Protein
05Monste | 1honat | 3Monate | 6Monate 12 Monate 12 Monate 24 Monate

ANDE1257
AF184893
-1,17 AF130367

0,10 0,01 0,10
-1.21 M24036

-1,13 AF031203

-1,62 AHDD2075
-1,26 BE289339

2 =)
1.000 2,322

10
3,322

Accession-Nr. Gen-Name

e¢DNA clone Ul-h-BH1-amje-10-0-U1

ib | protein 527 (metall timulin 1)

Fas apoptotic inhibitory molecule

eyclic nucleotide gated channel, GMP-gated
adult retina cUNA, RIKEN
clone:A930026L17
phesphodies: ey,
beta polypeptid
phosphodiesterase bH,
beta polypeptide
phosphodiesterase bH,
beta polypeptid
phosphodiesterase bH,
beta polypeptide
phosphodiesterase b,
beta polypeptide
phosphodiesterase tH,
beta polypeptide

adult male small intestine cUNA, RIKEN
clone 2010012¢24
phesphodies; ey,
beta polypeptide

cGMP, rod receptor,

cGMP, rod receptor,

cGMP, rod rece

cGMF, rod receptor,

CGMP, rod receptor,

cGMF, rod receptor,

o

GME, rod receptor,

SDNA (chimai)
BelR-associated athanogene 3
CD151 antigen

RIKEN clone :5730408K05

eDNA clone Ul-htBH1-and-g-09-0-Ul
phosphodiesterase B, cGMF, rod receptor,
e

e-bInding proten ,
cone transducin)

alpha

retinal S-antigen (incl. promoter region)
ADP-ribosylation-like &
ADP-ribosylation-lke 6
phosphosenne/threonineityrosine
interaction protein

cDNAS' end clone=IMAGE 4526857
enhrocyte protein band 4.1

ernythrocyte protein band 4.1

myocyte enhancer tactor 2¢ (transcrption
factor)

thodopsin (rod opsin)

opsini (cone pigments), blue cone pigment
RIKEN ¢DNA 0610009B22 gene

CUNA clone IMAGE: 3454454
(similar to Homo sapiens LGN protein)
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u19717
19717

BCO0208E
BCO11293
BbB09280
U53514
59 BF158874
Y00746
<166 X50133
-1.45 BCO11135
<168 X50133
-1,22 U38504

117
-161
-1.03
-1.08
-1.60 1,00 -1,08 -1.33
-1,00

0,38 0,37 0.4 0,43 -0,44 0,34 0,89 -1,13 BE570285
0.15 -122 86404024
-148 AFO30663
4 AFO30863
BG083511
4109 AKD12058
171 X78683
Bi732148
8 -136 -1.13 AA125328
1,04 <128 -124 -125 -1,04 AKD15706
1,04 -136 -125 8 BE284366
U16741

-099 -1,11 1,14 -134 BF787926

BCO12276
86293150

0,15

uo7881
AF220439
0 AFO77202
AFD31903
AFO31903
AFD31903

Zyclic nucleotide gated channél, cGhik-
gated

cyclic nucleotide gated channel, cGMH-
gated

no homologies

©DNA clone MGC:6557 IMAGE:2811008
RIKEN cUNA clone 9/3U43801%8
(MGC19266)

RIKEN clone:1200016J01

guanylate kinase 1

CUNA clone IMAGE:SYEZ13/

(similar to Homo sapiens LGN protein)
phosphodiesterase 6G, cGMP-specific, rod,
phosphodiesterase BH, cGMF, rod receptor,
beta polypeptide

clone MGC:19056 (IMAGE:4191503)
phosphodiesterase BH, cGMF, rod receptor,
beta polypeptide

guanine nucleotide-binding protein , alpha
transducing 1

peripherin 2 (retinal degeneration slow) RP7
alpha glucosidase 2, alpha neutral subunit
cDNA clone IMAGE: 2602931

cDNAS' end clone=IMAGE: 4626857
Prominin PROML1

Prominin PROML1

NIA Mouse 15K cDNA Clone H3088B11
RIKEN cDNA clone:2610507 A21

H-cell receptor associated protein alpha-
tropomyosin slow mRNA

cDNA clone IMAGE:5368562
Soares_thymus_ZNbMICUNA clone

IMAGE 575554

secretory carfier membrane protein 1

DNA

3496448

capping protein alpha 2

cDNA clone IMAGE: 4241409
phosphodiesterase 6G, ¢GMP-specific, rod,
phosphodiesterase Y, cGMF, rod receptor,
beta polypeptide

Soares_thymus_ZNbMI cUNA clone
IMAGE:3374976

clone MGC:7051, IMAGE:3156478

NMDA receptor-regulated gene 1
aduit male tests CUNA, RIKEN
clone:1700011J12
Soares_NMGHLU_H-cell cUNA clone
IMAGE:3166673

cDNA clone IMAGE:5365096

cDNA clone IMAGE:5357730

lactate dehydrogenase 1, A chain

Zinc finger protein 101

zinc finger protein 289

HSPCO16: hypothetical protein
ADP-ribosylation-lke &
ADP-ribosylation-lke 6
ADP-ribosylation-lke &
ADP-ribosylation-lke &
ADP-ribosylation-lke &

¢DNA clone IMAGE: 1970334

cyclic nucleotide gated channel, cGmMb-
gated

cyclic nucleotide gated channel, cGMH-
gated

cyclic nucleotide gated channel, cGMb-
gated

HULL
protein 1

E1H 1Y KL

cDNA clone FM22

rod photoreceptor 1 (phosducin)
tod photoreceptor 1 (phosducin)
rod photoreceptor 1 (phosducin)
tod photoreceptor 1 (phosducin)

¢DNA RIKEN clon

3EQ3
rod photereceptor 1 (phesducin)
tod photoreceptor 1 (phosducin)
RIKEN ¢DNA clone:2610044015

c¢DNA clone IMAGE

tad photoreceptor 1 (phosducin)
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0,01

0,05

AFO73992

98 Bc016099
BG404024
BCO11301
uoa3e3
-144 -1.17 AKD11776
-142 -1,10 BES25104
-1.21 -1 Bi372328
M24086
98 Q9d1y4
M55171
M55171
ug1829
AI7Q0671
BCO0208E
BFO11877
BB283877
ABD15206

-1,28 Bc16034
-1,01 BEG24417

b NM_026058
-1,04 BF143374
-1.35 AF151851
-1,10 AFO73780
-1.41 B735473
-1,14 BCO16535

L36860
4 NM_025901

1,56 M55171

opsini (cone pigments), blue cone pigment
AlFase, H+ ttansporting, ysosomal 1
vacuolar adenosine tiphosphatase subunit
cDNAS' end clone=IMAGE:4526857

cDNA clone IMAGE 5365096,

G protein-binding protein

N-myc downstream requlated 3

N-miye downstream regulated 3

N-miye downstream regulated 3

membrane protein, palmitoylated 4

muscleblind-like (Drosophila)
RFamide-related peptide
RFamide-related peptide
Soares_NMGHU_H-cell cUNA clone
IMAGE 3166673

calcium binding protein 5

caleium binding pr
W d

clo 101 M12

Mus musculus retinaldehyde
dehydrogenase 3 mRNA
enthrocyte protein band 4.1
Keratin complex 1, acidic, gene 13
RIKEN c¢DNA 2610034M16 gene

CUNA RIKEN clone adsuussEnu/
(MGC:27665)

cDNA clone IMAGE: 1279187

nuclear rib I tein U

no homologies

cDNA clone MGC:27617, IMAGE: 4604436
cDNAS' end clone=IMAGE:4526857
cDNA clone IMAGE:3981915

potassum large conductance calcum:
activated channel, subfamily M,

RIKEN cDNA clone:2610044015

©¢DNA 2 end clone=CO509F01

cDNA clone IMAGE:5400210

retinal S-antigen

a930033n07 rk protein

thodepsin (rod opsin)

thodopsin (rod opsin)

Calumenin

cDNA clone IMAGE:2064974

cDNA clone MGC:B557 IMAGE:2811008
cDNA clone IMAGE:3169749

cDNA clone=A230010102

protease, serine, 18

tod photoreceptor 1 (phosducin)

cDNA clone IMAGE:3667286

guanine nucleotide-binding protein , alpha
transducing 1

rod photoreceptor 1 (phosducin)

rod photoreceptor 1 (phosducin)

HIU11: uncharacterzed hypothalamus
protein HTD11

cDNA clone MGC:27617, IMAGE:4504436
Soares_thymus_ZNbMI cUNA clone
IMAGE:3374976

RNA binding

RIKEN clone:1810008K20

rken cdna 2800019¢14 gene

cDNA clone IMAGE:4020986

Homo sapiens CGI-93 protein mRNA
Retinoschisin

cDNA clone IMAGE:5365096

clone MGC:27764 (IMAGE:2655873)
guanylate cyclase activator 1A (retina)
RIKEN cDNA 1500004014

adult retina cUNA, KIKEN
clone:A930033N07

N-miyc downstream regqulated 3

thodopsin (rod opsin)
thodapsin (rod opsin)

no homologies
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AF124788
u49720
u48720

Bb279997

AF175062

BCO0BE27

AFD54838

L08075

M22012

XBE196

BE992345
u38495

CUNA clone IMAGE: 3445854
(similar to homo sapiens LGN protein)
CUNA clone IMAGE: 3440504
(similar to home sapiens LGN protein)

dynactin 6

opsin1 (cone pigments), blue cone pigment
opsind (cone pigments), blue cone pigment
krab zinc finger protein

adult retina cUNA KIKEN clone
1AQ30022603

no seq homologies

(LLLF) MENA (Munine homolog)

N-ethylmaleimide sensitive fusion protein
Homo sapiens tetraspan  IMKSH (15HAN-1)
mRNA

rod photoreceptor 1(phosducin)

no sequence homology

recoverin (guanylate cyclase activator)

cDNA clone, UIM-BZ1-beg-3-09-0-Ul
guanine nucleotide binding protein (G
protein), gamma1 subunit

alpha1(IV) chain of collagen type IV
mouse ankyrin-related protein Induced by
lipopolysaccharide(maify 1



