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XIV. Appendix G

Denaturing high-performance liquid chromatography conditions

The flow rate of the acetonitrile step gradient, generated by mixing Buffers A and B, was 0.9 ml/min. The percentage of Buffer A is given at

time points 0.0, 0.1, 2.1, 2.2, 2.3, 2.4 and 2.5 minutes (Table XIV-1). The percentage of Buffer B can be calculated as follows:

B (%, viv) =100% (v/v) — A (%, vIV)

Table XIV-1 | DHPLC conditions for hKIAA1202 mutation screening
1 T2 T3 T4

Amplicon (°C) A (%, v/v) (°C) A (%, v/v) (°C) A (%, v/v) (C) A (%, v/v)

Bon il 649 050500 667 siost0sio 675 sosso0se0 . NA L NA

Bon 2 623 470470 arg  O45  igo4s0400 062 si0siosio . NA L NA

Bonta 548 0500500 995 5050820 579 ssosaosso . NA L NA

Bon2 585 4e0'sg0 a0 00 480 4a0480 006 i904s0a00 . NANA

Bon2a 544 oo ugoas0 550 480480480 50 490 ds0.400 B3 200500500
Exon 3 60.8 47.0, 44.0, 34.0, 47.0, 62 1 48.0, 45.0, 35.0, 48.0, 63.4 49.0, 46.0, 36.0, 49.0, NA NA

47.0, 47.0,47.0 48.0, 48.0, 48.0 49.0, 49.0, 49.0
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Table XIV-1 | DHPLC conditions for hKIAA1202 mutation screening

Amplicon (TJC) A (%, VIV) (To"(’:) A (%, VIV) (T%) A (%, VIV) (T:::) A (%, VIV)
Bondt 604 40 ug0as0 S5 47047040 925 o asoaso . NA L NA
Bond2 627 40 us0as0 . 040 490 4s04a0 | NANA NA - NA
Bonds 610 40 us0as0 620 450400490 S0 agosiosio . NA L NA
Bond4 809 700 ero 67 asosso4a0 . NA L NA NA - NA
Bond5 605 420 us0as0 620 000500 50 aosiosio . NA L NA
Bond6 605 470 us0as0 615 ar04s04s0 | NA L NA NA NA
Bond7 623 40 us0as0 090 40400490 %7 s0so0s00 . NA L NA
Bon48 592 40 us0as0 004 40400490 V7 siosiasio . NA - NA
Bond9 603 7070 e7o 617 4o sso4s0 925 oo sonsoo . NA L NA
Bon410 575 420 us0as0 005 arostosto 514 a0 ssaseo o NANA
Bondtl 59 40 us0as0 990 40400490 P9 o0 so0soo . NA L NA
Exon4/12 575 48.0, 45.0, 35.0, 48.0, 58.3 49.0, 46.0, 36.0, 49.0, 59.5 50.0, 47.0, 37.0, 50.0, NA NA

48.0, 48.0, 48.0 ' 49.0, 49.0, 49.0 ' 50.0, 50.0, 50.0
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Table XIV-1 | DHPLC conditions for hKIAA1202 mutation screening

Amplicon (TJC) A (%, VIV) (To"(’:) A (%, VIV) (T%) A (%, VIV) (T:::) A (%, VIV)
Bon413 S0 40 g0 as0 610 a0 s050 94 g0 ssosso . NA L NA

BonS S0 4ougnaso 0% agostosto . 925 a0 senseo . NANA

Bon6ifa S87 500500500 995 soostosto 510 0 ssosso . NA L NA

Bon6/1b 593 40 ug0as0 625 sp0'si0se0 %5 0 senseo . NANA

BON6S 57 40 us0as0 0% 470 4704ro 13 g0 soaso . NA NA

Bon7  $62 40 g0 as0 990 460490490 95 agoas0as0 . NANA

Bondifa S87 g0 050 9% s0ss0530 52 sa0ee0seo . NANA

Bongiib S350 0 997 sioss0ss0 519 si0ss0ss0 . 635 si0s70s70
BonB2 $82 40 ughas0 615 s3000530 927 se0sa0se0 . NANA

Bon9 S5 70070 005 4o sso4se 3 5052050 040 530550530
Bon92 S0 200 as0 0% siomosso . NA L NA NA - NA

Exon9/3 57.3 47.0, 44.0, 34.0, 47.0, 60.6 49.0, 46.0, 36.0, 49.0, 61.6 50.0, 47.0, 37.0, 50.0, NA NA

47.0,47.0,47.0 ' 49.0, 49.0, 49.0 ' 50.0, 50.0, 50.0
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Table XIV-1 | DHPLC conditions for hKIAA1202 mutation screening

Amplicon

Exon 9/4

Exon 9/5

Exon 9/6

Exon 9/7

T
(°C)

60.0

58.3

57.6

52.8

A (%, v/v)

46.0, 43.0, 33.0, 45.0,

45.0, 46.0, 46.0

47.0, 44.0, 34.0, 47.0,

47.0,47.0,47.0

52.0, 49.0, 39.0, 52.0,

52.0, 52.0, 52.0

46.0, 43.0, 33.0, 46.0,

46.0, 46.0, 46.0

T2
(°C)

61.5

59.9

59.6

53.4

A (%, v/v)

50.0, 47.0, 37.0, 47.0,

47.0, 50.0, 50.0

49.0, 46.0, 36.0, 48.0,

48.0, 49.0, 49.0

54.0, 51.0, 41.0, 54.0,

54.0, 54.0, 54.0

47.0, 44.0, 34.0, 47.0,

47.0,47.0, 47.0

T3
(°C)

62.3

60.3

61.8

58.9

A (%, v/v)

51.0, 48.0, 38.0, 48.0,

48.0, 51.0, 51.0

50.0, 47.0, 37.0, 49.0,

49.0, 50.0, 50.0

58.0, 55.0, 45.0, 58.0,

58.0, 58.0, 58.0

52.0, 49.0, 39.0, 52.0,

52.0, 52.0, 52.0

T4
(*C)

NA

NA

NA

60.3

A (%, v/v)

NA

NA

NA

53.0, 50.0, 40.0, 52.0,
52.0, 53.0, 53.0




