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SDS sodium dodecyl sulfate

SIRAS single isomorphous replacement including anomalous scattering
Tab. Tabelle

Tris Tris[hydroxymethyl]aminomethan

tRNA Transfer-RNA

Vu Matthews-Koeffizient

Symbole fiir Aminosiuren

Trp Tryptophan
Tyr Tyrosin

A Ala Alanin

C Cys Cystein

D Asp Aspartat
E Glu Glutamat
F Phe Phenylalanin
G Gly Glycin

H His Histidin

I Ile Isoleucin
K Lys Lysin

L Leu Leucin

M Met Methionin
N Asn Asparagin
P Pro Prolin

Q Gln Glutamin
R Arg Arginin

S Ser Serin

T Thr Threonin
\Y Val Valin

w

Y

Symbole fiir Nukleinsauren

A Adenin
C Cytosin
G Guanin
T Thymin
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