SUPPLEMENTS

Supplement 1. Genomic sequences of the Arabidopsis thaliana SNP loci analyzed in the
study (30nt from each side of the SNP position). Loci 1-138 form the 4. thaliana SNP
genotyping kit. Loci A-H were used during development of the LDR-TagMan kit in the
initial test experiments. Sequences of loci 1-138 and A-F were selected from the MASC-
SNP database (http://www.mpiz-koeln.mpg.de/masc/) and are polymorphic for accessions
Col-0 and C24. Loci “G” and “H” are polymorphic for accessions Columbia (Col-0) and
Landsberg erecta (Ler) [Cho et al., 1999].

Chromosome AT
Locus | position, AR Genomic sequence
Mbp
Chromosome |
1 0.85 MASCO3692 CCCCAAAGTTCGTAGATGAAAATGGTAACA C GAGGACTTAAAACAAGAAAGTTCCTCGCAA (Col-0)
) CCCCAAAGTTCGTAGATGAAAATGGTAACA A GAGGACTTAAAACAAGAAAGTTCCTCGCAA (C24)
2 2 04 MASCO6796 ATAGTTTGGTCTTTTATATATCACAGATTG T AGACAGGCATTACTCAAAGTGAAGCCATGT (Col-0)
) ATAGTTTGGTCTTTTATATATCACAGATTG C AGACAGGCATTACTCAAAGTGAAGCCATGT (C24)
3 2 69 MASCO2113 TTTTCGAAAATTACACCAGATTCACCAAAC G CGACGCGCCTCTTCCTTCTTGGTCTTCCTC (Col-0)
) TTTTCGAAAATTACACCAGATTCACCAAAC C CGACGCGCCTCTTCCTTCTTGGTCTTCCTC (C24)
4 4.10 MASCO7144 CAGAAGCAAGAGACAAAGTCATGGACGAAG G AGACACACATTTCATGTTGGTTTGTAGTAT (Col-0)
) NNNNNGCAAGAGACAAAGTCATNGACGAAG A AGACACACATTTCATGTTGGTTTGTAGTAT (C24)
5 5.40 MASC00817 AGTTGAGACCCTCTCTGGTGTCCTCGCCGG A TCTCTTGTATCCGGTGTTCAGGTAAAGTAT (Col-0)
) AGTTGAGACCCTCTCTGGTGTCCTCGCCGG C TCTCTTGTATCCGGTGTTCAGATCGCCATA (C24)
6 6.82 MASCO6752 ACCTGGTTCCACCGACGCTTACAGTTATCC T CTAAAGAGTTGCAAATACATATTCATGCTC (Col-0)
) ACCTGGTTCCACCGACGCTTACAGTTATCC A CTAAAGAGTTGCAAATACATATTCATGCTC (C24)
7 7 83 MASCO2593 TTTAGAAGGTAAAGACAAATGTGCTCTTGA T GGGAAACAAACCATCAAATCTGCTGAGTAA (Col-0)
) TTTAGAAGGTAAAGACAAATGTGCTCTTGA A GGGAAACAAACCATCAAATCTGCTGAGTAA (C24)
3 8 69 MASCO7163 AAGCCAAAGGTTAGGACAAAGGTAGCAACA A ATCAGTATTCAGAATTGGAGATGACATCGT (Col-0)
) AAGCCAAAGGGTAGNANAATGGTAGCAACA C ATCAGTATTCAGAANNNNAGATGACATCGT (C24)
9 9.84 MASCO6722 TATTTCAGAGTTGTGTAGTGTAGTTGCAAG T GGCGGTTGGATCTTTCACTATCTTGTTGGA (Col-0)
) TATTTCAGAGTTGTGTAGTGTAGTTGCAAG C GGCGGTTGGATCTTTCACTATCTTGTTGGA (C24)
10 10.70 MASCO02175 TCGAAGACCATTGAACTGAGGCAATGTAGT C ATCATAGTGCTAGCCATTTTCTTAGTTGAT (Col-0)
) TCGAAGACCATTGAACTGAGGCAATGTAGT T ATCATAGTGCTAGCCATTTTCTTAGTTGAT (C24)
1 11.901 MASC04228 TTAAAAATGGGATAACATTTTAGTGCATAA C AAAGTTTTAGACTTAAGGTTGAAAAAACGA (Col-0)
) TTAAAAATGGGATAACATTTTAGTGCATAA G AAAGTTTTAGACTTAAGGTTGAAAAAACGA (C24)
12 13.07 MASCO0364 GACGACTGATTCCGCGAATTTCGGAGCGAC G GTGAATGCGGTTCGAGACGTCGACGCAGTG (Col-0)
) GACGACTGATTCAGCGAATTTCGGAGCGAC A GTGAATGCGGTTCGAGACGTCGACGCAGTG (C24)
13 15.37 MASCO4127 GAGCATCTTACAGCAGCTCAAACTTCAAAT A TCGTAGTGCTGAGCATTAAGTACCTGCGAT (Col-0)
) GAGCATCTTACAGCAGCTCAAACTTCAAAT G TCGTAGTGCTGAGCATTAAGTACCTGCGAT (C24)
aa 16.35 MASCO6782 TTGAGAGATACCTTGTTCTTTGAGACCGAG G GCAGATCGGACGTTTTTGCCGGGAGGAATG (Col-0)
) AAACAATGGACCTTGTTCTTTGAGACCGAG A GCAGATCGGACGTTTTTGCCGGGAGGAATG (C24)
15 17.48 MASCO3340 CCAAATATGCTGACCTAAATATTTTCAGAC G GATCAAATGGGCCGCGTTGTAAACGACCTA (Col-0)
) CCAAATATGCTGACCTAAATATTTTCAGAC A GATCAAATGGGCCGCGTTGTAAACGACCTA (C24)
A 17.66 MASCO5011 GACAAACAAGAGAAGCGGAGAAAGTGAGAC G GTAAGGATCTCTCCGGTGTCGGCTTTTGTT (Col-0)
) GACAAACAAGAGAAGCGGAGAAAGTGANAC A GTAAGGATCTCTCCGGTGTCGGCTNNNNNN(C24)
16 18.21 MASCOGS66 TGGCCGGTCCTCTTCTGGCAAATCCGGCTT T TACAAGCGGTTTTGGCCGGCTTTTATCCTT (Col-0)
) TGGCCGGTCCTCTTCTGGCAAATCCGGCTT C TACAAGCGGTTTTGGCCGGCTTTTATCCTT (C24)
17 18.72 MASCO6707 CCTACCGCCAAGATATGCCGTAACTGAGTT T GCTATTTAACCAGCAACTGTATCTATGTCG (Col-0)
) CCTACCGCCAGGATATGCCGTAACTGAGTT C GCTATTTAACCAGCAACTGTATCTATGTCG (C24)
18 19.76 MASCO0330 TCCTCCCACCTCATCAAGCTTCGTCAGGAA T GTCCACTCGGATGTCACCGTATCGTAGGAG (Col-0)
) TCCTCCCACCTCATCAAGCTTCGTCAGGAA C GTCCACTCGGATGTCACCGTATCGTAGGAG (C24)
19 20.62 MASCO6991 GTTCAGCAAGAGACAAGTGTTCATCTCACC G GTCTCGTTAAAAGATCGGGAAGAGAGGAGG (Col-0)
) AGAGCGCAAGAGACAAGTGTGCATCTCACC C GNCTCGTTAAAAGATNNGGAAGAGAGGAGG (C24)
20 20.75 MASCO7052 GTCGTGATGTCACTTAACCATCATCAACCC T TCGAATTAGTTCCTAGAAACCTATTATATC (Col-0)
) GNCGTNGTGTCACTNNNNNNTCATCAACCC A TCGAATTAGTNNNNNNNNNNNTNNNNNNNN (C24)
21 21.03 MASCO4194 TGATTTCTAAGCCACTGTGAGTGCCCTTGA C TTGATTATATATTCGGATTGTGTTGTTTTC (Col-0)
) TGATTTCTAAGCCACTGTGAGTGCCCTTGA T TTGATTATATATTCGGATTGTGTTGTTTTC (C24)
22 23 17 MASCO2688 AGCAGAACGAAGAGAGTAACGAACGATGAC T GGTTTACTTTCAAATTCAGAGAAGAAGGAA (Col-0)
) AGCAGAACGAAGAGAGTAACGAACGATGAC C GGTTTACTTTCAAATTCAGAGAAGAAGGAA (C24)
23 23.83 MASCO0381 AATCTCTGCAACTGCCTCTTCGGTTTTCAG G ATTAAGGAATTGTATTGATCAGCTTGAGTG (Col-0)
) AATCTCTGCAACTGCCTCTTCGGTTTTCAG A ATTAAGGAATTGTATTGATCAGCTTGAGTG (C24)
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5 23.83 MASCO6750 CGAAAGATGGTGAGTTTTTGAGACACAACT A GGATATTTCTTAATGGTTTGTGCCACTAAT (Col-0)
) CGAAAGATGGTGAGTTTTTGAGACACAACT G GGATATTTCTTAATGGTTTGTTGCCACTAA (C24)
24 2431 MASCO6880 AGAGGCCTTTTCAGATTGTATTATTAGTAC C AATACCAAAGGTTTCAATAAAGGTCAAACA (Col-0)
) NNNNNNNNNNNNNNNNNNTATTATTAGTAC A AATACCAAAGGTTTCAATAAAGGTCAAACA (C24)
25 2541 MASCO6750 CGAAAGATGGTGAGTTTTTGAGACACAACT A GGATATTTCTTAATGGTTTGTGCCACTAAT (Col-0)
) CGAAAGATGGTGAGTTTTTGAGACACAACT G GGATATTTCTTAATGGTTTGTTGCCACTAA (C24)
26 26.79 MASCO0629 GTACCAAGCTCTCAAGATGTCTCTCGGTGT A TTCACCGCTTTCAGCATCGGTGTTGGGGTT (Col-0)
) GTACCAAGCTCTCAAGATGTCTCTCGGTGT C TTCACCGCTTTCAGCATCGGTGTTGGGGTT (C24)
27 28.02 MASCO7087 AGAGTCAATCCATGTTATTGTTCTTGGTTT C TCTGCTGCTGTCATTACAGACGTTGATATC (Col-0)
) NNANNCAATCCATGTTATTGTTCTTGGTTT T TCTGCTNNNGTCATTACAGACGTTGATATC (C24)
3 29.09 MASCO7132 ATCGGCTTGGGCTTACACGGTGGCGCAATT T AGCTGGCCGTTCCAGTGGAGTCAGCGGGTC (Col-0)
) ATCGGCTTGGGCTTACACGGTGGCGCAATT G AGCTGGCCGTTCCAGTGGAGTCAGCGGGTC (C24)
Chromosome 11
29 0.55 MASCO0780 ATCTCATCTCCAGCTTCCTCTTTCGATATC G TCTCGTCCTTGTTGTTGTTTCTGCTACCAC (Col-0)
) ATCTCATCTCCAGCTTCCTCTTTCGATATC A TCTCGTCCTTGTTGTTGTTTCTNNNNCCAC (C24)
30 1.40 MASCOB840 GCTCGTTGGCTTCACCGCGACATAAACACC C TGTGGGTTATTCACCTTGACGGTATACATC (Col-0)
) GCTTGTTGGCTTCACCGCGACATAAACACC A TGTGGGTTATTCACCTTGACGGTATACATC (C24)
i 1.83 MASCO5644 ATTGAAGACCCAACTGCTCGTTTAGCTAGT C TATCGGCACATCTATTTTGTTGGCGAGGTT (Col-0)
) GTTGAAGACCCAACTGCTCGTTTAGCTAGT G TATCGGCACATCTATTTTGTTGGTGAGATT (C24)
2> 2> 99 MASCOS961 TGTTTCCGCTTTCTTGTGTTGATGACAAAT G AGACAAAGCTTGAACCCTTGAGAGGTGCAA (Col-0)
) TGTTTCCGCTTTCTTGTGTTGATGACAAAT T AGACAAAGCTTGAACCCTTGAGAGGTGCAA (C24)
a3 3.53 MASCO5803 CCTAGCCATCTCTTCTACTCTCAAATCACT A ATAAGGTTCAAATTACCCTAGAACTACTCT (Col-0)
) CCTAGCCATCTCTTCTACTCTCAAATCACT G ATAAGGTCCAAATTACCCTAGAACTACTCT (C24)
34 4.26 MASC00334 GGTAAGGAGAAGCTGAAGAGCAACAGGGAC A TAAAGATTGAGGTCAAGAGCTTTGAGCTTG (Col-0)
) AGTAAGGAGAAGCTGAAGAGCAACAGGAAC G TAAAGATTGAGGTCAAGAGCTTTGAGCTTG (C24)
35 5.49 MASCO0325 CTCGATATGTACCTCATTCACATTTCCTAG G TGTCCAATTCTGAAAACCTTTCCAGCCACT (Col-0)
) GAGAAGTTGCAACTCATTCACATTTCCTAG A TGTCCAATTCTGAAAACCTTTCCAGCCACT (C24)
36 6.90 MASCO6802 CAAAAGGAAAGAATGGCAAAAGCTATGGAG C TTTGGGTGGGAGAGATGAAGAAGATGAGTG (Col-0)
) CAAGAAGAAAGAATGGCAAAAGCTATGGAG G TTTGGCTGGGAGAGATGAAGAAGATGAGTN (C24)
& 7 84 MASCO5754 ATGGTGTGGCTCCCTGAAAAATTGAGGTCA A ATTATGATAAACCCGTTATTAAGGTTCAAC (Col-0)
) NNNNNNNNNNNNNNNNAAAAATTGAGGTCA G ATTATGATAAACCCGTTATTAAGGTTCAAC (C24)
ag 8.85 MASCO6950 TTAAGCAAGACATGACTTTGATCACACAGC T TAGGCGTTTTATACGTCTTTTGTTTCTCCC (Col-0)
) TTAAGCAAGACATGACTTTGATCACACAGC A TAGGCGTTTTATACGTCTTTTGTTTCTCCC (C24)
39 9.90 MASC02456 TCTTGCATCCGTAACAGAGTTTGACAATGA T GATAAAGTTAGCTGTGCCGATTCCTGGGCT (Col-0)
) TCTTGCATCCGTAACAGAGTTTGACAATGA C GATAAAGTTAGCTGTGCCGATTCCTGGGCT (C24)
10 10.88 MASCO2949 TTCCGCATCCACAAAACCACATACAAAAGA T CACCAGCAACAAAGCCTATGGCAGCATTTG (Col-0)
) TTCCGCATCCACAAAACCACATACAAAAGA A CACCAGCAACAAAGCCTATGGCAGCATTTG (C24)
/a0 11.84 MASCO2006 CGTACTTGGTCTAACTTCGACGTATCCCCA A GCTTCGGATCCATCGGAGTTAATTTTTCTT (Col-0)
) TGCTTTTGGTCTAACTTCGACGTATCCCCA T GCTTCGGATCCATCGGAGTTACTTTTTCTT (C24)
2 12.71 MASCO2493 CTAGAATAGTCAAGGTACACAAGGCTGGGT A TCTGAAAGCAACATTTGTAAGCCTCATAAC (Col-0)
) CTAGAATAGTCAAGGTACACAAGGCTGGGT G TCTGAAAGCAACATTTGTAAGCCTCATAAC (C24)
43 12.97 MASCO6704 GGGGGAAAGTAAACACACATGAAAATAGTT T TTAGTCTTTACTTAACAATTACAAGAAACT (Col-0)
) GGGGGAAAGTAAACACACATGAAAATAGTT C TTAGTCTTTACTTAACAATTACAAGAAACT (C24)
a 13.73 MASC02513 TCAAGATGGACACCATTGTCAATAATAGGA C TAGAACTGAACGAATGGGTCGGTCTTTGGT (Col-0)
) TCAAGATGGACACCATTGTCAATAATAGGA T TAGAACTGAACGAATGGGTCGGTCTTTGGT (C24)
a5 14.47 MASCO2138 CGGCCGAATCACCATGCGCAAAGCCTCCAA G CCCACCGGTCCATCCGGCAGCCCATGGTAC (Col-0)
) CGGCCGAATCACCATGCGCAAAGCCTCCAA A CCCACCGGTCCATCCGGCAGCCCATGGTAC (C24)
G 14.98 MASCO2033 TTGGGAGTCGGAGTTAGTCCCGGAAACGTC T CCGGAAGTACTACCAAAATGAAGCTGATTG (Col-0)
) TTGGGAGTCGGAGTTAGTCCCGGAAACGTC C CCGGAAGTACTACCAAAATGAAGCTGATTG (C24)
i 16.08 MASC02203 GGCTACGTGCTCCAAGGTGGTGTCATTCCC C CAGCGTGTTGCTCCGGCGTTAAAAACCTCA (Col-0)
) GGCTACGTGCTCCAAGGTGGTGTCATTCCC A CAGCGTGTTGCTCCGGCGTTAAAAACCTCA (C24)
48 16.69 MASC02122 GAAATTCCGGTCAAGATTCTCCCACATCGC C GGATCCTCTCCCTGCTCTGCCTCCTCCGCC (Col-0)
) GAAATTCCGGTCAAGATTCTCCCACATCGC T GGATCCTCTCCCTGCTCTGCCTCCTCCGCC (C24)
29 17.27 MASCO7056 ATCAGGCTTTGGAAAGAATGGTGAGATGGT T AAGAAATCAAGTGGAAACAGGAGCCCGAGA (Col-0)
) ATTTGGCTTTGGAAAGAATGGTGAGANGGT G AANNAATCANNNNNAAACAGGAGCCCNNNN (C24)
50 18.38 MASCO0371 TAGTTACTCTGGTGGTGGTCCAGGATCATA C TACTGAATGTGAGTGTGTTTGGTTCCTTCC (Col-0)
) TAGTTACTCTGGTGGTGGTCCAGGATCATA T TACTGAATAATTTCACATGACCGAGGCTGC (C24)
31 19.49 MASCO2585 CAACAACCCTTAGCACTTTCCGTTTCAAGC C TAGAGGGATTTTGCCGCCTGCCGATCCGAT (Col-0)
) CAACAACCCTTAGCACTTTCCGTTTCAAGC T TNGAGGGATTTTGCCGCCTGCCGATCCGAT (C24)
Chromosome 111
52 0.66 MASC03427 TTATGTTATTGCAGCAGATTGATGTTCTTG A GTCAGTGATAAGTGTATTGCCATATGAATT (Col-0)
) TTATGTTATTGCAGCAGATTGATGTTCTTG T GTCAGTGATAAGTGTATTGCCATATGAATT (C24)
53 1.51 MASC04687 | CGGCTTTTCTATAAAACCTCGGGGATTAGA C CGGTTTCGGCCTAGGATTAACCCCGGTTAT (Col-0)
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CGGCTTTTCTATAAAACCTCGGGGATTAGA

CGGTTTCGGCCTAGGATTAACCCCGGTTAT

(C24)

T

54 2.33 MASCO3739 AGAAAAGTTTAAAGAATCTGATAAGAAGAA G AATAGCGGATAACAACATGACAATACAATT (Col-0)
) NGAAAAGTTTAAAGAATCTGATAAGAAGAA T AATAGCGGANNNNAACATNNNAATACAATT (C24)

55 2.89 MASCO6761 AGACATCTAAAAGATATGATCAAAACAAAC A CAAAAGACAATGATCGGCTAAAAGATAAGC (Col-0)
) AGACATCTAAAAGATATGATCAAAACAAAC G CAAAAGACAATGATCGGCTAAAAGATAAGC (C24)

56 3.58 MASCO0562 AACGGTGTGTGATACTTCAGGTACCAAAGC G GATGAATCAAAGGCAACAGGAGATGGCTTG (Col-0)
) AACGGTGTGTGATACTTCAGGTACCAAAGC A GATGAATCAAAGGCAACAGGAGATGGCTTG (C24)

57 4.93 MASCO4486 TATCAAAAGAACAAAAGGATTTTGGATAAA C TTAAATCTGTTAACAGCATGAAAAATTAAT (Col-0)
) TATCAAAAGAACAAAAGGATTTTGGATAAA T TTAAATCTGTTAACAGCATGAAAAATTAAT (C24)

cs 482 MASCO4506 AGCATCTATCAGATACTATCCAGTCCTATA A TCTAAATATGATTCTCACAAAGCAAGTCTT (Col-0)
) AGCATCTATCAGATACTATCCAGTCCTATA G TCTAAATATGATTCTCACAAAGCAAGTCTT (C24)

59 5.68 MASCO1310 AGGTGTCGACAATGTCAACAACCTTTTGAG T AGAGTCATCAACACCTTCATCCTCACCACC (Col-0)
) AGGTGTCGACAATGTCAACAACCTTTTGAG C AGAGTCATCAACACCTTCATCCTCACCACC (C24)

60 6.57 MASCO4279 AATAAATGTTATGACCTTACTATGGAGATT G TATCGATCACATTTCTTGAACACTTGATTT (Col-0)
) AATAAATGTTATGACCTTACTATGGAGATT A TATCGATCACATTTCTTGAACACTTGATTT (C24)

61 7 a1 MASCO4554 GAAATATATCATTAACGCTCTAATATTGTT C ATTAGAAACTCAGATATCAACCCCATATTT (Col-0)
) NNNNNNNNNNNNNAACGCTCTAATATTGTT G ATTAGAAACTCAGATATNNNNCCCATNNTT (C24)

62 8 51 MASCO1228 TGGACTGGTTCTTCGGCGTAAAATAAGTAT A GCTAAAGACAATCAACGAGTTTTCCGGATT (Col-0)
) TGGACTGGTTCTTCGGCGTAAAATAAGTAT T GCTAAAGACAATCAACGAGTTTTCCGGATT (C24)

63 9. 54 MASCOB970 GGAAAAAGTGGATATCGATCTCAGCTAGCT A GCTGACTTATGTGGTTTGGTTGGTAAGAAA (Col-0)
) GGAAAAAGTGGATATCGATCTCAGCTAGCT T GCTGACTTATGTGGTTTGGTTGGCAAGAAA (C24)

64 10.44 MASCO1418 ATCGATCAAAGGGTATTTCTGGACACCGGA C TTGCATCTTCTGGTATCAGAATACATCCCC (Col-0)
’ ATCGATCAAAGGGTATTTCTGGACACCGGA G TTGCATCTTCTGGTGTCAGAATACATCCCC (C24)

65 10.91 MASCO1389 TCTTCCTCTGCTGAATCAAGACGCTCTACT T CCTCAGCTAGCGGGTTTCTTAGGACGCAAG (Col-0)
) TCTTCCTCTGCTGAATCAAGACGCTCTACT G CCTCAGCTAGCGGGTTTCTTAGGACGCAAG (C24)

66 11.05 MASCO4551 CGATGTTTAAAACGGGTAATTTGAAATTGT A ACAGGGAAAGGGAAATGCAAGAGTTAAACC (Col-0)
) CGATGTTTAAAACGGGTAATTTGAAATTGT G ACAGGGAAAGGGAAATGCAAGAGTTAAACC (C24)

o7 14.3 MASCO5047 GATTGGTTTCTATCGAATTGAATTTATAAA C CGATTTAACCCAAATTTATGGGGAAATAGA (Col-0)
’ GATTGGTTTCTATCGAATTGAATTTATAAA A CGATTTAACCCAAATTTATGGGGAAATAGA (C24)

68 12.53 MASCO4262 GTCAGAATTCTCTTATCAAGTAGAGTAACA A AAAGTGATGAGAAAACAGAAGAATAAGGTG (Col-0)
) GTCAGAATTCTCTTATCAAGTAGAGTAACA G AAAGTGATGAGAAAACAGAAGAATAAGGTG (C24)

69 14.95 MASCO3581 AATCTGCGAAAAAAAAGAAGGAAAAAATAT T GATCTCATCTAATTTGATTAACACAGATGA (Col-0)
) AATCTGCGAAAAAAAAGAAGGAAAAAATAT C GATCTCATCTAATTGATTAACACAGATGAT (C24)

70 15.61 MASCO1016 TGAATGTACTGAAGTTAGAGCGCTTTTTGA G CTTTCTCTTGTTGATCAAAGTGGTAAAGGG (Col-0)
) NNNNNNNNCTGAAGTTAGAGCGCTTTTTGA T CTTTCTCTTGTTGATCAAAGTGGTAAAGGG (C24)

71 16.17 MASCO1173 TGAGCTTCTATTGAAAGAAGTGAGTGGTAA A GACATTGCTGAGCTGATTGCTTCTGGTAGG (Col-0)
) TGAGCTTCTATTGAAAGAAGTGAGTGGTAA G GACATTGCTGAGCTGATTGCTTCTGGTAGG (C24)

-5 16.17 MASCO1172 CGTTTTGGGCGGAAACGCTAATCCTTCTGC T GATAATATCAAAGATATCATCGGAGCTGGT (Col-0)
) CGTTTTGGGCGGAAACGCTAATCCTTCTGC A GATAATATCAAAGATATCATCGGAGCTGTT (C24)

-3 17.95 MASCOB941 GGTTCAGAATTATCCGCCACCAACATCCGT C GTCGCTTTTTCTCCTCCCATTCTTCCCATA (Col-0)
) GGTTCAGAATTATCCGCCACCAACATCCGT T GTCGCTTTTTCTCCTCCCATTCTTCCCATA (C24)

= 17.98 MASC00949 CAACAAGATCATCACAAAGAGCTTCAGCTT T TACCTTCTCCACCGTCTACCGAATCTCCGG (Col-0)
) CAACAAGATCATCACAAAGAGCTTCAGCTT C TACCTTCTCCACCGTCTACCGAATCTCCGG (C24)

75 18.69 MASCO6897 AGAGAAACCGAGACGTCATCATGGATTGAC G ACACAGAAGAAGCAAGAGATTAAGGAAGCT (Col-0)
) AGNNNNNNNNNNNNNNNNNNATGGATTGAC T ACACAGAAGAAGCAAGAGATTAAGGAAGCT (C24)

76 19.69 MASCO2511 GCAGTAACTTTGGCTCTACGACCATTCCAC G TGAAACAGCCTGCTTTTGTTGATGACAACC (Col-0)
) GCAGTAACTTTGGCTCTACGACCATTCCAC T TGAAACAGCCTGCTTTTGTTGATGACAACC (C24)

- 21 72 MASCO7382 GTGCTAAACTCCGTGGAAAGAAGTAGAAGT G TAGAACAAAGCTCTTAAAGGTAACAACAAA (Col-0)
) GTGCTNNACTCCGTGGAAAGAAGTAGAAGT T TNNNNNNNNNCNNNNNNNNNNNNCAACAAA (C24)

78 22.16 MASCO6869 TAAAGTTATTTTTGATTCGTAATAACCTTA C TTTGATGAATCAACAAAAACATCAGTTTGA (Col-0)
) TAAAGTTATTTTTGATTCGTAATAACCTTA T TTTGATGAATCAACAAAAACATCAGTNNNN (C24)

79 22.63 MASCO4925 GAAGGCATGTATCCTATTTAGCATTTCTTT T AACTCTGCCATTTTTCTCCAACACTTGGTC (Col-0)
) GAAGGCATGTATCCTATTTAGCATTTCTTT C AACTCTGCCATTTTTCTCCAACACTTGGTC (C24)

80 23.23 MASCO1018 CCCATCCCCGGTTTCTTCGCCTTTCCTTGA T GCAGCTCTTAGTTTACGTTGTTCTTCTTTG (Col-0)
) CTCATCCCCGGTTTCTTCGCCTTTCCTTGA G GCAGCTCTTAGTTTACGTTGTTCTTCTTTG (C24)

Chromosome 1V

c 0.04 MASCO2820 AGTTGTGGTAATAACAAAGGTAAGAGGGGT T AGCCATAGGAGCTCCAATCTGAGAGTGAGG (Col-0)
) AGTTGTGGTAATAACAAAGGTAAGAGGGGT C AGCCATAGGAGCTCCAATCTGAGAGTGAGG (C24)

5 0.50 MASC02948 TATCTTCAACATCACATCTGTTATTTCCTC G ATAGTCGCCTTTCGGTTCTCCTCATAGTTC (Col-0)
) TATCTTCAACATCACATCTGTTATTTCCTC C ATAGTCGCCTTTCGGTTCTNNNNATAGTTC (C24)

81 0.54 MASCO9031 ATCTCCTCTGAGAGTGACAGCAATCCCAAG A GGTTGATCTTCCCTGATCTTGAAAGTAGCA (Col-0)
) ATCTCCTCTGAGAGTNNNNNNNNNNNCAAG T GGTTGATCTTCCCTGATCTTGAAAGNNGCA (C24)

82 1.60 MASC02898 | CTAGACGAGTTTCACTTCTTGACTGGAAAA A CATCGAAGAGAATTGTGACGAACCATTCGC (Col-0)
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CTAGACGAGTTTCACTTCTTGACTGGAAAA T CATCGAAGAGAATTGTGACGAACCATTCGC (C24)

83 2 19 MASCO5039 GTGTTTGTTTTTGTGAGAGAAACTGTTGGA T GACACATCACTATACTAAGAAAGTCTTGTT (Col-0)
) GTGTTTGTTTTTGTGAGAGAAACTGTTGGA C GACACATCACTATACTAAGAAAGTCTTGTT (C24)

84 2 98 MASCO3713 ACAACCCAACCCATAACAATAAACGTTAGT T AAGCAACAAGCAACAAGCAATCAATATGCA (Col-0)
) ACAACCCAACCCATAACAATAAACGTTAGT C AAGTAACAAGCAACAAGCAATCAATATGCA (C24)

85 4.15 MASCO6447 CGCTAACTTTATAGAAACAATGTCACCTTA - CAATTACTCAGCCATAATCAACACTCTTTC (Col-0)
) CGCTAACTTTATAGAAACAATGTCACCTTA A CAATTACTCAGCCATAATCAACACTCTTTC (C24)

E 4.15 MASCO4672 TATGCACCATCTATCTCTGTTTTCAGAATA T ATCTCCAGCTATCAATTAAAACCCCAAAAA (Col-0)
) TATGCACCATCTATCTCTGTTTTCAGAATA C ATCTCCAGCTATCAATTAAAACCCCAAAAA (C24)

86 4.89 MASCO2334 TGGAGCTACCAACCCAGCAGCTTCTGAGCC T GGAACTATCCGTGGGGACTTTGCTATTGAC (Col-0)
) TGGAGCTACCAACCCAGCAGCTTCTGAGCC G GGAACTATCCGTGGGGACTTTGCTATTGAC (C24)

F 5.09 MASCO2658 TTGCGGTGGAACAGCAAAATGTTTCTAGTC G ACAACCTTGTTCAGATGTTTCGCTTCTTCT (Col-0)
) TTGCGGTGGAACAGCAAAATGTNTCTAGTC C ACAACCTTGTTCAGATGTTTCGCTTCTTCT (C24)

a7 5 38 MASC01708 AGAAAAAGCCAGCTCCTGCTAAGTCCAAGG C TGTCTCTGAGACTAGCGATGAGCTCGCCAA (Col-0)
) AGAAAAAGCCAGCTCCTGCTAAGTCCAAGG T TGTCTCTGAGACTAGCGATGAGCTCGCCAA (C24)

a8 5.77 MASCO1786 TGCATCAAGGATCAAAGTTCTTCAAGCGCA A GACGATATTGTCAATGCCATGAAAGACCAA (Col-0)
) TGCATCAAGGATCAAAGTTCTTCAAGCGCA G GACGATATTGTCAATGCCATGAAAGACCAA (C24)

89 .76 MASCO3091 CTCATAGGTCATGCCAACCTTGAGAAGCTT C GACCTAGGAATCGCAAGTGCTTTGTCTCCT (Col-0)
) CTCATAGGTCATGCCAACCTTGAGAAGCTT G GACCTAGGAATCGCAAGTGCTTTGTCTCCT (C24)

20 7 26 MASCO0932 AGCATTATATCTGGTGGATTCTTCCTTTTC G CAATCTTTATCCTTGGCCCTCACGTCATGC (Col-0)
) AGCATTATATCTGGTGGATTCTTCCTTTGC A CAATCTTTATNCTTGGCCCNCACGTCATGC (C24)

01 7 54 MASCO6765 TTTCTATTTCGTGAGGAATTCATTTTGAGC G TTTTGTTATCGTGTTTTTTAGTTTCTAGGG (Col-0)
) TTTCTATTTCGTGAGGAATTCATTTTGAGC T TTTTGTTATCGTGTTTTTTAGTTTCTAGGG (C24)

92 7 93 MASCO3275 AGGACGTGTTCAATGGATCGTGCACAGACA C AGGAAGTCCAAGCTACACATGTTTTCTAGA (Col-0)
) AGGACGTGTTCAATGGATCGTGCACAGACA G AGGAAGTCCAAGCTACACATGTTTTCNNNN (C24)

03 8.72 MASCO3264 TTTGATTTGACAGTGGAGAAGAGAGAGTGG A AAGGTGTATTTATAGGAAAGAGTCAAGTCA (Col-0)
) TTTGATTTGACAGTGGAGAAGAGAGAGTGG T AAGGTGTATTTATAGGAAAGAGTCAAGTCA (C24)

& 9.58 MASCO2545 TTGACTCTTGAGCTGAGTATGAGCCACAAT T TTTTCTTGTGCATCTCGGTTTAGCTTGTAG (Col-0)
) TTGACTCTTGAGTTGAGTATGAGCCACAAT A TTTTCTTGTGCATCTCGGTTTAGCTTGTAG (C24)

o 10.54 MASCO5317 CGCTAACTTCAATAACTGGAATGGCTCTTG C AGTCTCCTTTAGTTGAATACAACTTTAGAG (Col-0)
) CGCTAACTTCAATAACTGGAATGGCTCTTG T AGTCTCCTTTAGTTGAATACAACTTTAGAG (C24)

96 11.21 MASCO3502 TCATTATGAAGAAAGTAAATTTCATGTTGA A TACTCATGGAAAATCATATGATCCTAAGAA (Col-0)
) TCATTATGAAGAAAGTAAATTTCATGTTGA G TACTCATGGAAAATCATATGATCCTAAGAA (C24)

97 12.19 MASCO3074 ACAGCATCTCCACGTTGAAGAGTGCAATGA A CTCCTCTACTTCAATCTCCCATCACTCACT (Col-0)
) ACAGCATCTCCACGTTGAAGAGTGCAATGA T CTCCTCTACTTCAATCTCCCATCACTCACT (C24)

08 13.23 MASCO0134 GCAAGCGCATACGATTTTGATCTGGTTTGC G TTGTACCGGTATGTGACACCTGAGATTGTC (Col-0)
) NNNNNNNNNTACGATTTTGATCTGGTTTGC A TTGTNNCGGTATGTGACACCTGAGATTGTC (C24)

29 14.25 MASCO3981 TAGGAAGGCTGAGCTTCTAGGAGATCCGGC T AGAAGCCTTCAAGGACTCCGGCGTAAGACC (Col-0)
) TAGGAAGGCTGAGCTTCTAGGAGATCCGGC C AGAAGCCTTCAAGGACTCCGGCGTAAGACC (C24)

100 15.17 MASCOL774 TGCACGAGGATCATCAGCGAGTTCATTGAT C CTATTGTTGCGGCTCTCTTGCATGTATGCT (Col-0)
) TGCACGAGGATCATCAGCGAGTTCATTGAT T CTATTGTTGCGGCTCTCTTGCATGTATGCT (C24)

101 16.33 MASC03234 TCGTGCTACTCGCGGTAGAATACTATGGTG C CAACCAGATGAGTTGGACTGGAAAGAGGTA (Col-0)
) TCGTGCTACTCGCGGTAGAATACTATGGTG T CAACCAGATGAGTTGGACTGGAAAGAGGTA (C24)

102 17.11 MASC03593 TGAGTTTAGTGTCACAATTCAACTTGATGA A AATTTGGTAGGGAATATGTGCAATTCACTG (Col-0)
) TGAGTTTAGTGTCACAATTCAACTTGATGA C AATTTGGTAGGGAATATGTGCAATTCACTG (C24)

s 149* AAGCAAGCGGCGAACATTTAAGACCAAACT G TTGTAAAACGTCGGGAGAAACAGAGAGCGA (Col-0)
AAGCAAGCGGCGAACATTTAAGACCAAACT A TTGTAAAACGTCGGGAGAAACAGAGAGCGA (Ler)

i 200% ATACGACGGAGCTAAATCGAGATCGTTAAA C CCTCCGAAGACTTCACGGTAGTCAAAACCT (Col-0)
ATACGACGGAGCTAAATCGAGATCGTTAAA A CCTCCGAAGACTTCACGGTAGTCAAAACCT (Ler)

Chromosome V

103 0 MASC02357 CCCCTCCCATTGCAAATGCAGCTCCAGCTG T AGTAGTTGCACAAGGGATCAGGGCATCACC (Col-0)
CCCCTCCCATTGCAAATGCAGCTCCAGCTG C AGTAGTTGCACAAGGGATCAGGGCATCACC (C24)

104 0.29 MASC02301 CACAAGCCGGAGGAGTGGTAGTGGATCCAA A GTACTGCGCTCCTTACCCTATAGATATGGC (Col-0)
) CACAAGCCGGAGGAGTGGTAGTGGATCCAA G GTACTGCGCTCCTTACCCTATAGATATGGC (C24)

105 0.97 MASCO3527 GCGGTATAAATGTACAGCAATGTAATTAAA T ATAGCTTTCAGTGCATTGCTACAAAGACAT (Col-0)
) NNNGTATAAATGTACAGCAATNNNNTTAAA C ATNNNNNNCNNNNCNNNNNNNNANNNNNNN (C24)

106 1.26 MASCO2659 GGCAGGAAAATGTCCCAGTAGATGAGAGGC C AAATTTGGAGCAAACAACTCTAACGCAATT (Col-0)
) GGCAGGAAAATGTCCCAGTAGATGAGAGGC T AAATTTGGAGCAAACAACTCTAACGCAATT (C24)

107 1.93 MASCO7003 GCATTGACTCTTGACTAGCAATCAAAAGTC A ACGTCACACTTGGTCGGCTGAAAAACAAAC (Col-0)
) GCATTGACTCTTGACTAGCAATCAAAAGTC T ACGTCACACTTGGTCGNCTGAAANNNNNAT (C24)

108 2 33 MASCO6955 CTAATTTCTCATTCTTCAGGTTCAGTTTCA T AATTTAAACAAGATGCAGCTCAAAGTCCCT (Col-0)
) GTTCTACTACTCTTTTTGGGTTCAGTTTCA G AATTTAAACAAGATNCAGCTCAAAGTCCCT (C24)

109 3.06 MASC07135 | CAGGAAATGCTTCTAAGTGTGTCTTGTCTT A TCTGGTTCGTGGTGGTGAGTTTGTTACAAA (Col-0)

101




CAGGAAATGCTTCTAAGGTGTCTTGTCTCT

TCTGGTTCGTGGTGGTGAGTTTGTTACAAA

(C24)

C

110 3.76 MASCO7027 ATTGCAGTTCATGGCGCTAAACCCTCAATT A CTACCCAATGGGATGCCTGTTCCCTTTGTT (Col-0)
) ATTGCAGTTCATGGCGCTAAACCCTCAATT G CTACCCAATGGGATGCCTGTTCCCTTTGTT (C24)

111 4.83 MASCO1141 ACAAAATCGCCTTGGATTGAGGAAGCTTTC G TCTATTGGAGAAGGAGGAGAAGGTGTCGCT (Col-0)
) ACAAAATCGCCTTGGATTGAGGAAGCTTTC T TCTATTGGAGAAGGAGGAGAAGGTGTCGCT (C24)

112 5 34 MASCO1512 GCCTTATCTTTGGGAGAACGAAAAGCAGTC G TACCTACGCCATGCTGTACTCTTTGGTTTC (Col-0)
) GCCTTATCTTTGGGAGAACGAAAAGCAGTC A TACCTACGCCATGCTGTACTCTTTGGTTTC (C24)

113 6.46 MASCO7146 TCTTCATCAAAACAGACAAGAGTATCAGCA A AATCATGAGAACTCAAGAAGTACTCTCACC (Col-0)
) TCTTCATCAAAACAGACAAGAGTATCAGCA G AATCATGAGAACTCAAGAAGTACTCTCACC (C24)

114 6.86 MASC02390 ACCATAGTGCGAGAGGTACCACTGCTTGAA C GGAGCAGCATCAACCTGAACAATAGCACTC (Col-0)
) NNNNNNNNNNNNNNNGTACCACTGCTTGAA A GGNGCAGCATCAACCTGAACAATAGCACTC (C24)

115 7.89 MASCO1061 TTGGCGTTGTGGGCTCAAGCTTAGAGATCG A CATGAGGAAAGAGGATTCACATCGCCTCAA (Col-0)
) TTGGCGTTGTGGGCTCAAGCTTAGAGATCG G CATGAGGAAAGAGGATTCACATCGCCTCAA (C24)

116 8.16 MASC09029 CCATAGGAAGCTGAAGATGAGAAGAATTCC T CGTATCAAATTTCCTCAGAGACATTCTATC (Col-0)
) NNNNNNGAAGNNNNNNNNNNNNNNNNNTCC C CGTATCAAATTTCCTCAGAGACATTCTATC (C24)

117 8.57 MASC04080 CACTTATTGAAACAGTAAGAGAAAGCCCAA T TGAAGATCTAGCCAGCTGCATCATGGTAAC (Col-0)
) CACTTATTGAAACAGTAAGAGAAAGCCCAA C TGAAGATCTAGCCAGCTGCATCATGGTAAC (C24)

118 9.4 MASCO7157 TGCTGTGTATTGTAGCTCTTCTCTATCCCA T AAAAGCCCACTCTTCTTCTTCTTGTCCATG (Col-0)
) NNCTGTGTATTGTAGCTCTTCTCTATCCCA G AAAAGCCCACTCTTCTTCTTCTTGTCCATG (C24)

119 10.44 MASC02368 CCATGCTTTCTCTAACTGCAACAACTCTCA G TTCCTCCATTTTCACACAATCCAAAACCCA (Col-0)
) NNNNNNNNNCTCTAACTGCAACAACTCTCA A TTCCTCCATTTTCACACAATCCAAAACCCA (C24)

120 11.03 MASCO3957 TTATTCTAAATGGATAAATCATGATCCTTA G CCAAATAGTTTTCCCTCATATTGATTATGG (Col-0)
) TTATTCTTAATGGATAAATCATGATCCTTA T CCAAATAGTTTTCCCTCATATTGATTATGG (C24)

121 11.85 MASCO1174 TTCCTCACTTCTTCTCGATCACCTCGCCGC G ATTTTCCCCGATATGGATAAGCAGGTCCTT (Col-0)
) TTCCTCACTTCTTCTCGATCACCTCGCCGC A ATTTTCCCCGATATGGATAAGCAGATTCTT (C24)

122 13.41 MASC01463 TTCGTGGTAGCTTTTACTTATTTTTTCCCA G ATTGGTTATTACTACCAATTGGATCTTGTG (Col-0)
) TTCGTGGTAGCTTTTACTTATTTTTTCCCT T ATTGGTTATTACTACCAATTGGATCTTGTN (C24)

123 13.94 MASCO4360 ACATTCTACCTAACCAGGACATTGGTCAGT T ATACTCAAACTGTATTGAACACTTTAATCA (Col-0)
) ACATTCTACCTAACCAGGACATTGGTCAGT C ATACTCAAACTGTATTGAACACTTTAATCA (C24)

124 14.52 MASCO7142 GATGACAGGTCCATTGGAGAGATCAAAAGC C GCATCATTCAACTAAAGAAAACCAAAACTC (Col-0)
) AATGACGGGTCNATTGGAGAGATCAAAAGC A GCATCATTCAAATCGAGACGAAGATCATTT (C24)

125 15.32 MASCO1031 TACACCAGATGCAAACGCTTTCCTAAGGGC A TGTAACATACTCCTTATATATTCTCTATGT (Col-0)
) TACACCAGATGCAAACGCTTTCCTAAGGGC C TGTAACATACTCCTTATATATTCTCTATGT (C24)

126 16.34 MASCO7103 TGTTATGTACACACACATTTTCACTACATT T CTCTCATGAACTGCTCTTATCTTTTTTTTT (Col-0)
) TGTTATGTACACACACATTTTCACTACATT C CTCTCATGAACTGCTCTTATCTTTTTTTTC (C24)

127 17.39 MASC02529 GCTTGAAGTGTTATCAGGTCATTCGATGAC C GTAAACTGTGTAAGCTGGAACCCGAAAAAT (Col-0)
) NNNTGNAGTGTTATCAGGTCATTCGATGAC T GTAAACTGTGTAAGCTGGAACCCGAAAAAT (C24)

128 18._42 MASCO1225 TTGTCAAATATTTGCAGGAAACAAGATATC G ACACAGACAGGTATAGGAACAGGAATAGCC (Col-0)
) CTCCATCGTTATCTTCGGAAACAAGATATC A ACACAGACAGGTATAGGAACAGGAATAGCC (C24)

129 19.29 MASCO7053 GTACACATAATGCTCCTTTGTTTATTTCTT C ATCTTTCTAATGCCCTATCAATAAGTTTTC (Col-0)
) GTACACATAATGCTCCTTTGTTTATTTCTT T ATCTTTCTAATGCCCTATCAATAAGTTTTN (C24)

130 20.41 MASCO1040 AGAAGAGAGCTTTTCGTACTTGGATGCACC G GTCGAGAGGATTGCAGGAGCTGATGTTCCA (Col-0)
) AGAAGAGAGCTTTTCGTACTTGGATGCACC A GTCGAGAGGATTGCAGGAGCTGATGTTCCA (C24)

131 21.36 MASCO6375 AGAAAACGCTCTTGTAACAAATAATCTTAT T AGGAAAATTCAAACACCCATGTGTCAGATT (Col-0)
) AGAAAACGCTCTTGTAACAAATAATCTTAT - AGGAAAATTCAAACACCCATGTGTCAGATT (C24)

132 22 18 MASCO6718 AGTCTCCCACAGACTTTGTCTTGCCCTGAA G TCTCTAAGCTATAAATATGTCTTTTGCTGT (Col-0)
) AGTCTCCCACAGACTTTGTCTTGCCCTGAA T TCTCTAAGCTATAAATATGTCTTTTGCTGT (C24)

133 22 94 MASCO7081 TAGTCGTCTTCGTCATCTTCATCATTTCTT G ATCGGAAAAAGTTTCTAGCGACGGCTGAAG (Col-0)
) NNNNNNNNNNNNTCANCTTCATCATTTCTT A ATCGGAAAAAGTTTCTAGCGACGGCTGANN (C24)

134 23.6 MASCO7047 AGGCAAAAAAACATAATTTACATGTTATAT T ATCTTATTTGAACTCTTGCCATTTCTTTTC (Col-0)
) AGGCAAAAAAACATAATTTACATGTTATAT C ATCTTATTTGAACTCTTGCCATTTCTTTTC (C24)

135 2428 MASCO7050 CTCTCCGGTCAATATAAAGCAGTTTGGAGG G TTCTTTAATACATTTACCGAATACAGCTTC (Col-0)
) CTCTCCGGTCAATATAAAGCAGTTTGGAGG A TTCTTTAATACATTTACCGAATACAGCTTC (C24)

136 2505 MASCO6792 TATTCACATTAACTTGTTCCGGATTCTGAT C AAATCTTCTGCTTCTTCTTTAAATAACACT (Col-0)
) TATTCACATTAACTTGTTCCGGATTCTGAT G AAATCTTCTGCTTCTTCTTTAAATAACACT (C24)

137 25 8 MASCO1516 AGAAGAGCTATCCTCGAATGATCCGATAGA A GACGCATGAGCTCTATAATTTCGATCGATC (Col-0)
) AGAAGAGCTATCCTCGAATGATCCGATAGA G GACGCATGAGCTCTATAATTTCGATCGATC (C24)

138 26.17 MASCO7165 GGAGTCTCCAAAGTCACCAATGGCACTACT C GCGATAGAGTAAAGCCTGAGCTTGTGCGGC (Col-0)
) NNNNNNNCCAAAGTCACCAATGGCACTACT G GCGATAGANNNAAGCCTGAGCNNGTGCGGC (C24)
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Supplement 2. Sequences of locus-specific oligonucleotides (5’ 3’ oriented) for 4.
thaliana SNP loci analyzed in the study. Loci 1-138 form the A.thaliana SNP
genotyping kit. Loci A-H were used during development of the LDR-TaqMan kit. 5°-
and 3’-end pentanucleotides for preparation of DOs by the ligation-based synthesis are
marked bold. DOR_G and DOR_H were prepared by conventional synthesis, so they do
not contain overhangs for ligation.

Chromo-

- T
Locus |_Some G Ol Genomic sequence Length | hneal.
position| number name nt oC
Mbp
Chromosome |

#L1_01 ACGGGAACTTTCTTGTTTTAAGTCCTCG 28 57.5
#L2_01 ACGGGAACTTTCTTGTTTTAAGTCCTCT 28 54.5

1 0.85 MASC03692
#R_01 TGTTACCATTTTCATCTACGAACTTCGGTC 30 55.0
#PCR_01r | CGAAGTTCGTAGATGAAAATGGTAACA 27 66.2
#L1_ 02 ACGGGTTCACTTTGAGTAATGCCTGTCTA 29 54.5
#L2_02 ACGGGTTCACTTTGAGTAATGCCTGTCTG 29 57.0

2 2.04 MASC06796
#R_02 CAATCTGTGATATATAAAAGACCAAACTATCGGTC 35 55.0
#PCR_02r | GACCGATAGTTTGGTCTTTTATATATCACA 30 64.3
#L1_03 ACGGGAATTACACCAGATTCACCAAACG 28 56.5
#L2_03 ACGGGAATTACACCAGATTCACCAAACC 28 55.5

& 2.69 MASC02113
#R_03 CGACGCGCCTCTTCCTTCGGTC 22 60.2
#PCR_03r | TATCCCGTTAGACCGAAGGAAGA 23 66.2
#L1_04 ACGGGAGACAAAGTCATGGACGAAGG 26 57.1
#L2_04 ACGGGAGACAAAGTCATGGACGAAGA 26 55.3

4 4.10 MASCO07144
#R_04 AGACACACATTTCATGTTGGTTTGTCGGTC 30 60.0
#PCR_04r | ACAAACCAACATGAAATGTGTGTCT 25 64.9
#L1_05 ACGGGCCTGAACACCGGATACAAGAGAT 28 57.9
#L2_05 ACGGGTCTGAACACCGGATACAAGAGAG 28 58.5

5! 5.40 MASC00817
#R_05 CCGGCGAGGACACCAGAGCGGTC 23 61.0
#PCR_05r | GTTAGACCGCTCTGGTGTCCT 21 64.1
#L1_06 ACGGGCACCGACGCTTACAGTTATCCT 27 56.8
#L2_06 ACGGGCACCGACGCTTACAGTTATCCA 27 58.5

6 6.82 MASC06752
#R_06 CTAAAGAGTTGCAAATACATATTCATGCTCGGTC 34 59.7
#PCR_06r | GAGCATGAATATGTATTTGCAACTCTTTAG 30 65.0
#L1_07 ACGGGTAAAGACAAATGTGCTCTTGAT 27 55.2
#L2_07 ACGGGTAAAGACAAATGTGCTCTTGAA 27 56.1

7 7.83 MASC02593
#R_07 GGGAAACAAACCATCAAATCTGCTCGGTC 29 61.0
#PCR_07r | GCAGATTTGATGGTTTGTTTCCC 23 66.9
#L1_08 ACGGGTTAGGACAAAGGTAGCAACAA 26 56.0
#L2_08 ACGGGGTAGGACAATGGTAGCAACAC 26 55.5

8 8.69 MASC07163
#R_08 ATCAGTATTCAGAATTGGAGATGACATCGGTC 32 62.3
#PCR_08r | GATGTCATCTCCAATTCTGAATACTGAT 28 64.7
#L1_09 ACGGGTGAAAGATCCAACCGCCA 23 57.7
#L2_09 ACGGGTGAAAGATCCAACCGCCG 23 59.7

9 9.84 MASC06722
#R_09 CTTGCAACTACACTACACAACTCTGAAATACGGTC 35 59.2
#PCR_09r | TTAGACCGTATTTCAGAGTTGTGTAGTGTA 31 64.2
10 10.70 | MASC02175 | #L1_10 ACGGGCATTGAACTGAGGCAATGTAGTC 28 54.9
#L2_10 ACGGGCATTGAACTGAGGCAATGTAGTT 28 54.6
#R_10 ATCATAGTGCTAGCCATTTTCTTAGTTGATCGGTC 35 60.0

103




11

12

13

14

15

16

17

18

19

20

21

104

#PCR_10r | TCAACTAAGAAAATGGCTAGCACTATGAT 29 65.2
#L1_11 ACGGGATGGGATAACATTTTAGTGCATAAC 30 54.3
#L2_11 ACGGGATGGGATAACATTTTAGTGCATAAG 30 54.5
11.91 | MASC04228
#R_11 AAAGTTTTAGACTTAAGGTTGAAAAAACGACGGTC 35 59.4
#PCR_11r | CCGTCGTTTTTTCAACCTTAAGTCTA 26 65.5
#L1 12 ACGGGCGTCTCGAACCGCATTCACC 25 62.1
#L2_12 ACGGGCGTCTCGAACCGCATTCACT 25 59.5
13.07 | MASC00364
#R_12 GTCGCTCCGAAATTCGCGGTC 21 64.4
#PCR_12r | CGCGAATTTCGGAGCGAC 18 68.7
#L1_13 ACGGGCTTACAGCAGCTCAAACTTCAAATA 30 55.8
#L2_13 ACGGGCTTACAGCAGCTCAAACTTCAAATG 30 58.1
15.37 | MASC04127
#R_13 TCGTAGTGCTGAGCATTAAGTACCTCGGTC 30 57.3
#PCR_13r | CGTTAGACCGAGGTACTTAATGCTCA 26 66.5
#L1_14 ACGGGCCTTGTTCTTTGAGACCGAGG 26 57.2
#L2_14 ACGGGCCTTGTTCTTTGAGACCGAGA 26 55.4
16.35 | MASC06782
#R_14 GCAGATCGGACGTTTTTGCCGGTC 24 58.7
#PCR_14r | GGCAAAAACGTCCGATCTGC 20 65.1
#L1_15 ACGGGTGCTGACCTAAATATTTTCAGACG 29 56.2
#L2_15 ACGGGTGCTGACCTAAATATTTTCAGACA 29 54.5
17.48 | MASC03340
#R_15 GATCAAATGGGCCGCGTTCGGTC 23 60.2
#PCR_15r | AACGCGGCCCATTTGAT 17 66.0
#L1 A ACGGGAAGCGGAGAAAGTGAGACG 24 56.0
#L2_A ACGGGAAGCGGAGAAAGTGAGACA 24 53.9
17.66 | MASCO5011
#R_A GTAAGGATCTCTCCGGTGTCGGTC 24 60.5
#PCR_Ar CGACACCGGAGAGATCCTTAC 21 64.4
#L1_16 ACGGGCCAAAACCGCTTGTAA 21 55.5
#L2_16 ACGGGCCAAAACCGCTTGTAG 21 55.1
18.21 | MASC06866
#R_16 AAGCCGGATTTGCCAGAAGACGGTC 25 60.3
#PCR_16r | CTTCTGGCAAATCCGGCTT 19 65.9
#L1 17 ACGGGCAAGATATGCCGTAACTGAGTTT 28 54.0
#L2_17 ACGGGCAGGATATGCCGTAACTGAGTTC 28 56.3
18.72 | MASC06707
#R_17 GCTATTTAACCAGCAACTGTATCTATGCGGTC 32 55.8
#PCR_17r | CGCATAGATACAGTTGCTGGTTAAATA 27 64.3
#L1_18 ACGGGTCATCAAGCTTCGTCAGGAAT 26 55.8
#L2_18 ACGGGTCATCAAGCTTCGTCAGGAAC 26 56.3
19.76 | MASC0O0330
#R_18 GTCCACTCGGATGTCACCGGTC 22 58.1
#PCR_18r | TAGACCGGTGACATCCGAGT 20 64.1
#L1_19 ACGGGAGACAAGTGTTCATCTCACCG 26 55.6
#L2_19 ACGGGACAAGTGTGCATCTCACCC 24 54.6
20.62 | MASC06991
#R_19 GTCTCGTTAAAAGATCGGGAAGAGACGGTC 30 59.8
#PCR_19r | CTCTTCCCGATCTTTTAACGAGAC 24 64.6
#L1_20 ACGGGTCACTTAACCATCATCAACCCT 27 55.5
#L2_20 ACGGGTCACTTAACCATCATCAACCCA 27 57.2
20.75 | MASC0O7052
#R_20 TCGAATTAGTTCCTAGAAACCTATTATATCGGTC 34 55.7
#PCR_20r | CTATCCCGTTAGACCGATATAATAGGTTTC 31 65.5
21.93 | MASC04194 | #L1_21 ACGGGCAACACAATCCGAATATATAATCAAG 31 55.3
#L2_21 ACGGGCAACACAATCCGAATATATAATCAAA 31 56.4
#R_21 TCAAGGGCACTCACAGTGGCGGTC 24 60.9




#PCR_21r | CCACTGTGAGTGCCCTTGA 19 64.8
#L1 22 ACGGGCGAAGAGAGTAACGAACGATGACT 29 53.0
#L2_22 ACGGGCGAAGAGAGTAACGAACGATGACC 29 55.5

22 23.17 | MASC02688
#R_22 GGTTTACTTTCAAATTCAGAGAAGAAGGACGGTC 34 56.2
#PCR_22r | CGTCCTTCTTCTCTGAATTTGAAAGTA 27 65.0
#L1_ 23 ACGGGAAGCTGATCAATACAATTCCTTAATC 31 55.1
#L2_ 23 ACGGGAAGCTGATCAATACAATTCCTTAATT 31 54.8

23 23.83 | MASC00381
#R_23 CTGAAAACCGAAGAGGCAGTTGCGGTC 27 62.8
#PCR_23r | CAACTGCCTCTTCGGTTTTCA 24 65.9
#L1_B ACGGGCACAAACCATTAAGAAATATCCT 28 57.5
#L2_B ACGGGCAACAAACCATTAAGAAATATCCC 29 57.5

B 23.83 | MASC06750
#R_B AGTTGTGTCTCAAAAACTCACCATCTTTCGGTC 33 65.1
#PCR_Br CGAAAGATGGTGAGTTTTTGAGACA 25 66.7
#L1 24 ACGGGACCTTTATTGAAACCTTTGGTATTG 30 57.2
#L2_ 24 ACGGGACCTTTATTGAAACCTTTGGTATTT 30 56.1

24 24.31 | MASC06880
#R_24 GTACTAATAATACAATCTGAAAAGGCCTCTCGGTC 35 57.3
#PCR_24r | CGAGAGGCCTTTTCAGATTGTATTATTAGTA 31 66.2
#L1_25 ACGGGCACAAACCATTAAGAAATATCCT 28 55.1
#L2_25 ACGGGCAACAAACCATTAAGAAATATCCC 29 57.7

25 25.41 | MASC06750
#R_25 AGTTGTGTCTCAAAAACTCACCATCTTTCGGTC 33 56.6
#PCR_25r | CGAAAGATGGTGAGTTTTTGAGACA 25 66.7
#L1_26 ACGGGCTCTCAAGATGTCTCTCGGTGTA 28 54.8
#L2_26 ACGGGCTCTCAAGATGTCTCTCGGTGTC 28 55.2

26 26.79 | MASC00629
#R_26 TTCACCGCTTTCAGCATCGGTC 22 63.4
#PCR_26r | CCGTTAGACCGATGCTGAAAG 21 65.3
#L1_ 27 ACGGGAATCCATGTTATTGTTCTTGGTTTC 30 56.2
#L2_27 ACGGGAATCCATGTTATTGTTCTTGGTTTT 30 55.9

27 28.02 | MASCO7087
#R_27 TCTGCTGCTGTCATTACAGACGTTCGGTC 29 59.7
#PCR_27r | CCGAACGTCTGTAATGACAGCA 22 66.8
#L1_28 ACGGGACACGGTGGCGCAATTT 22 56.7
#L2_ 28 ACGGGACACGGTGGCGCAATTG 22 58.2

28 29.09 | MASC07132
#R_28 AGCTGGCCGTTCCAGTGGCGGTC 23 60.4
#PCR_28r | CCACTGGAACGGCCAGCT 18 68.5

Chromosome 11

#L1_29 ACGGGCAGCTTCCTCTTTCGATATCG 26 55.2
#L2_29 ACGGGCCAGCTTCCTCTTTCGATATCA 27 56.9

29 0.55 MASC00780
#R_29 TCTCGTCCTTGTTGTTGTTTCTGCGGTC 28 61.2
#PCR_29r | CAGAAACAACAACAAGGACGAGA 23 64.8
#L1_30 ACGGGAACCGCGACATAAACACCC 24 55.1
#L2_30 ACGGGAACCGCGACATAAACACCA 24 54.0

30 1.40 MASC06840
#R_30 TGTGGGTTATTCACCTTGACGGTC 24 61.0
#PCR_30r | CGTCAAGGTGAATAACCCACA 21 64.2
#L1_31 ACGGGCCAACTGCTCGTTTAGCTAGTC 27 54.6
#L2_31 ACGGGCCAACTGCTCGTTTAGCTAGTG 27 55.5

31 1.83 MASC05644
#R_31 TATCGGCACATCTATTTTGTTGGCGGTC 28 57.5
#PCR_31r | CCAACAAAATAGATGTGCCGATA 23 64.1
32 2.99 MASC05961 | #L1 32 ACGGGCTTTCTTGTGTTGATGACAAATG 28 57.2
#L2_ 32 ACGGGCTTTCTTGTGTTGATGACAAATT 28 57.2
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#R_32 AGACAAAGCTTGAACCCTTGAGAGGCGGTC 30 61.8
#PCR_32r | CGCCTCTCAAGGGTTCAAG 19 64.5
#L1_33 ACGGGTAGTTCTAGGGTAATTTGAACCTTATT 32 54.4
#L2_33 ACGGGAGTTCTAGGGTAATTTGGACCTTATC 31 55.5
3.53 MASC05803
#R_33 AGTGATTTGAGAGTAGAAGAGATGGCTAGGCGGTC 35 61.6
#PCR_33r | CTAGCCATCTCTTCTACTCTCAAATCACT 29 64.6
#L1_34 ACGGGCTGAAGAGCAACAGGGACA 24 57.3
#L2_34 ACGGGCTGAAGAGCAACAGGAACG 24 57.0
4.26 MASC00334
#R_34 TAAAGATTGAGGTCAAGAGCTTTGAGCGGTC 31 61.1
#PCR_34r | CGCTCAAAGCTCTTGACCTCA 21 66.4
#L1_35 ACGGGAGAAAGGTTTTCAGAATTGGACAC 29 55.4
#L2_35 ACGGGAGAAAGGTTTTCAGAATTGGACAT 29 54.9
5.49 MASC00325
#R_35 CTAGGAAATGTGAATGAGGTACATATCGAGCGGTC 35 61.2
#PCR_35r | CGATATGTACCTCATTCACATTTCCTA 27 64.3
#L1_36 ACGGGTTCATCTCTCCCACCCAAAG 25 55.9
#L2_36 ACGGGTTCATCTCTCCCAGCCAAAC 25 56.0
6.90 MASC06802
#R_36 CTCCATAGCTTTTGCCATTCTTTCGGTC 28 59.1
#PCR_36r | GAAAGAATGGCAAAAGCTATGGA 23 64.6
#L1_37 ACGGGAACCTTAATAACGGGTTTATCATAATT 32 56.6
#L2_37 ACGGGAACCTTAATAACGGGTTTATCATAATC 32 56.8
7.84 | MASCO5754
#R_37 TGACCTCAATTTTTCAGGGAGCCGGTC 27 62.1
#PCR_37r | GGCTCCCTGAAAAATTGAGGTC 24 66.4
#L1_38 ACGGGAACAAAAGACGTATAAAACGCCTAA 30 56.4
#L2_38 ACGGGAACAAAAGACGTATAAAACGCCTAT 30 55.6
8.85 MASC06950
#R_38 GCTGTGTGATCAAAGTCATGTCTTGCGGTC 30 62.7
#PCR_38r | TAGACCGCAAGACATGACTTTGA 23 65.3
#L1_39 ACGGGTCCGTAACAGAGTTTGACAATGAT 29 56.3
#L2_39 ACGGGTCCGTAACAGAGTTTGACAATGAC 29 56.7
9.90 MASC02456
#R_39 GATAAAGTTAGCTGTGCCGATTCCTCGGTC 30 59.8
#PCR_39r | GAGGAATCGGCACAGCTAACT 21 64.0
#L1_40 ACGGGTCCACAAAACCACATACAAAAGAT 29 56.1
#L2_40 ACGGGTCCACAAAACCACATACAAAAGAA 29 57.0
10.88 | MASC02949
#R_40 CACCAGCAACAAAGCCTATGGCGGTC 26 62.3
#PCR_40r | CCATAGGCTTTGTTGCTGGTG 22 66.1
#L1_41 ACGGGCTAACTTCGACGTATCCCCAA 26 55.3
#L2_41 ACGGGCTAACTTCGACGTATCCCCAT 26 54.3
11.84 | MASC02006
#R_41 GCTTCGGATCCATCGGAGTTACGGTC 26 59.7
#PCR_41r | CGTTAGACCGTAACTCCGATGGA 25 67.5
#L1_42 ACGGGCTTACAAATGTTGCTTTCAGAT 27 57.4
#L2_42 ACGGGCTTACAAATGTTGCTTTCAGAC 27 57.8
12.71 | MASC02493
#R_42 ACCCAGCCTTGTGTACCTTGACTATCGGTC 30 59.9
#PCR_42r | CCGATAGTCAAGGTACACAAGGCT 24 65.8
#L1_43 ACGGGTGGAAAGTAAACACACATGAAAATAGTTT 34 56.3
#L2_43 ACGGGTGGAAAGTAAACACACATGAAAATAGTTC 34 56.6
12.97 | MASC06704
#R_43 TTAGTCTTTACTTAACAATTACAAGAAACTAGAAGGCGGTC 41 59.1
#PCR_43r | GTTAGACCGCCTTCTAGTTTCTTGTAA 27 64.1
13.73 | MASC02513 | #L1 44 ACGGGACACCATTGTCAATAATAGGAC 27 55.1
#L2_44 ACGGGACACCATTGTCAATAATAGGAT 27 54.7




#R_44 TAGAACTGAACGAATGGGTCGGTC 24 62.0
#PCR_44r | CCGACCCATTCGTTCAGTTCTA 22 66.6
#L1_45 ACGGGTGATGGACCGGTGGGC 21 54.2
#L2_45 ACGGGATGGACCGGTGGGT 19 55.3

45 14_.47 | MASC02138
#R_45 TTGGAGGCTTTGCGCATGCGGTC 23 60.1
#PCR_45r | GCGCAAAGCCTCCAA 15 62.0
#L1_46 ACGGGTCATTTTGGTAGTACTTCCGGA 27 54.9
#L2_46 ACGGGCATTTTGGTAGTACTTCCGGG 26 54.8

46 14.98 | MASC02033
#R_46 GACGTTTCCGGGACTAACTCCGCGGTC 27 62.5
#PCR_46r GGAGTTAGTCCCGGAAACGTC 22 65.3
#L1 47 ACGGGCAAGGTGGTGTCATTCCCC 24 56.8
#L2_47 ACGGGCAAGGTGGTGTCATTCCCA 24 55.8

47 16.08 | MASC02203
#R_47 CAGCGTGTTGCTCCGGCCGGTC 22 60.7
#PCR_47r | CCGGAGCAACACGCTG 16 65.3
#L1_48 ACGGGTAAGATTCTCCCACATCGCC 25 55.8
#L2_48 ACGGGCAAGATTCTCCCACATCGCT 25 56.1

48 16.69 | MASC02122
#R_48 GGATCCTCTCCCTGCTCTGCGGTC 24 59.5
#PCR_48r | CGCAGAGCAGGGAGAGGA 18 66.7
#L1_49 ACGGGTGGAAAGAATGGTGAGATGGTT 27 56.8
#L2_49 ACGGGAGGAAAGAATGGTGAGATGGTG 27 55.3

49 17.27 | MASCO7056
#R_49 AAGAAATCAAGTGGAAACAGGAGCCGGTC 29 61.6
#PCR_49r | GGCTCCTGTTTCCACTTGATTTC 23 66.4
#L1_ 50 ACGGGTGGTGGTCCAGGATCATAC 24 57.3
#L2_50 ACGGGTGGTGGTCCAGGATCATAT 24 56.8

50 18.38 | MASC00371
#R_50 TACTGAATGTGAGTGTGTTTGGTTCCGGTC 30 59.9
#PCR_50r | GGAACCAAACACACTCACATTCA 23 65.5
#L1 51 ACGGGCGGCAAAATCCCTCTAG 22 54.3
#L2_51 ACGGGCGGCAAAATCCCTCTAA 22 54.7

51 19.49 | MASC02585
#R_51 GCTTGAAACGGAAAGTGCTAAGGCGGTC 28 60.0
#PCR_51r | GCCTTAGCACTTTCCGTTTCAA 22 65.8

Chromosome 111

#L1_52 ACGGGTGCAGCAGATTGATGTTCTTGA 27 57.8
#L2_52 ACGGGTGCAGCAGATTGATGTTCTTGT 27 56.8

52 0.66 | MASC03427
#R_52 GTCAGTGATAAGTGTATTGCCATATGAATCGGTC 34 58.6
#PCR_52r | ATTCATATGGCAATACACTTATCACTGAC 30 64.3
#L1_53 ACGGGTCTATAAAACCTCGGGGATTAGA 28 55.7
#L2_53 ACGGGTCTATAAAACCTCGGGGATTAGAT 29 55.3

53 1.51 MASC04687
#R_53 CGGTTTCGGCCTAGGATTAACGGTC 25 58.4
#PCR_53r | ACCGTTAATCCTAGGCCGAAAC 22 65.5
#L1_54 ACGGGTGTCATGTTGTTATCCGCTATTC 28 55.3
#L2_ 54 ACGGGTTGTCATGTTGTTATCCGCTATTA 29 55.1

54 2.33 | MASC03739
#R_54 TTCTTCTTATCAGATTCTTTAAACTTTTCTCGGTC 35 55.6
#PCR_54r | GACCGAGAAAAGTTTAAAGAATCTGATAAG 30 64.6
#L1_55 ACGGGCATCTAAAAGATATGATCAAAACAAACA 33 55.9
#L2_55 ACGGGATCTAAAAGATATGATCAAAACAAACG 32 55.2

55 2.89 MASC06761
#R_55 CAAAAGACAATGATCGGCTAAAAGACGGTC 30 59.4
#PCR_55r | TCTTTTAGCCGATCATTGTCTTTTG 25 65.5
56 3.58 | MASC00562 | #L1_56 ACGGGTGATACTTCAGGTACCAAAGCG 27 55.7
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#L2_56 ACGGGTGATACTTCAGGTACCAAAGCA 27 54.6
#R_56 GATGAATCAAAGGCAACAGGAGATGCGGTC 30 61.9
#PCR_56r | ATCTCCTGTTGCCTTTGATTCA 22 64.2
#L1_57 ACGGGAAGAACAAAAGGATTTTGGATAAAC 30 55.0
#L2_57 ACGGGAAGAACAAAAGGATTTTGGATAAAT 30 54.6
57 4.23 MASC04486
#R_57 TTAAATCTGTTAACAGCATGAAAAATTAATCGGTC 35 57.2
#PCR_57r | TAGACCGATTAATTTTTCATGCTGTTAA 28 64.7
#L1_58 ACGGGCTTGCTTTGTGAGAATCATATTTAGAT 32 55.3
#L2_58 ACGGGCTTGCTTTGTGAGAATCATATTTAGAC 32 55.7
58 4.82 MASC04506
#R_58 TATAGGACTGGATAGTATCTGATAGATGCGGTC 33 55.7
#PCR_58r | ACCGCATCTATCAGATACTATCCAGTC 27 64.8
#L1_59 ACGGGACAATGTCAACAACCTTTTGAGT 28 55.8
#L2_59 ACGGGCAATGTCAACAACCTTTTGAGC 27 55.8
59 5.68 MASC01310
#R_59 AGAGTCATCAACACCTTCATCCTCACGGTC 30 59.3
#PCR_59r | TGAGGATGAAGGTGTTGATGACTCT 25 66.6
#L1_60 ACGGGAGTGTTCAAGAAATGTGATCGATAC 30 55.1
#L2_60 ACGGGAGTGTTCAAGAAATGTGATCGATAT 30 54.6
60 6.57 MASC04279
#R_60 AATCTCCATAGTAAGGTCATAACATTTATTCGGTC 35 55.7
#PCR_60r | CCGAATAAATGTTATGACCTTACTATGGA 29 65.0
#L1_61 ACGGGGTTGATATCTGAGTTTCTAATG 27 55.9
#L2_61 ACGGGGTTGATATCTGAGTTTCTAATC 27 55.2
61 7.41 MASC04554
#R_61 AACAATATTAGAGCGTTAATGATATATTTCGGTC 34 54.2
#PCR_61r | CGTTAGACCGAAATATATCATTAACGCTC 29 66.3
#L1_62 ACGGGTTCTTCGGCGTAAAATAAGTATA 28 56.0
#L2_62 ACGGGTTCTTCGGCGTAAAATAAGTATT 28 57.1
62 8.51 MASC01228
#R_62 GCTAAAGACAATCAACGAGTTTTCCGGTC 29 64.5
#PCR_62r | GGAAAACTCGTTGATTGTCTTTAGC 25 64.4
#L1_63 ACGGGCAACCAAACCACATAAGTCAGCT 28 56.7
#L2_63 ACGGGAACCAAACCACATAAGTCAGCA 27 55.7
63 9.54 | MASC06970
#R_63 AGCTAGCTGAGATCGATATCCACTTTTCGGTC 32 59.9
#PCR_63r | CGAAAAGTGGATATCGATCTCAGCTA 26 66.7
#L1_64 ACGGGTATTCTGATACCAGAAGATGCAAG 29 54.9
#L2_64 ACGGGATTCTGACACCAGAAGATGCAAC 28 56.7
64 10.44 | MASC01418
#R_64 TCCGGTGTCCAGAAATACCCTTCGGTC 27 60.2
#PCR_64r | GACCGAAGGGTATTTCTGGACA 22 65.6
#L1_65 ACGGGTGCTGAATCAAGACGCTCTACTT 28 56.8
#L2_65 ACGGGTGCTGAATCAAGACGCTCTACTG 28 58.1
65 10.91 | MASC01389
#R_65 CCTCAGCTAGCGGGTTTCTTAGGCGGTC 28 61.2
#PCR_65r | CCGCCTAAGAAACCCGCTAG 20 66.3
#L1_66 ACGGGTTAAAACGGGTAATTTGAAATTGTA 30 55.0
#L2_66 ACGGGAAAACGGGTAATTTGAAATTGTG 28 55.8
66 11.05 | MASC04551
#R_66 ACAGGGAAAGGGAAATGCAAGACGGTC 27 60.5
#PCR_66r | CTTGCATTTCCCTTTCCCTGT 21 65.7
#L1_67 ACGGGTTTCTATCGAATTGAATTTATAAAC 30 54.2
#L2_67 ACGGGTTTCTATCGAATTGAATTTATAAAA 30 54.6
67 14.3 MASC05047
#R_67 CGATTTAACCCAAATTTATGGGGACGGTC 29 60.6
#PCR_67r | CCGTTAGACCGTCCCCATAA 20 65.2
68 12.53 | MASC04262 | #L1 68 ACGGGTCAGAATTCTCTTATCAAGTAGAGTAACAA 35 56.5
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#L2_68 ACGGGTCAGAATTCTCTTATCAAGTAGAGTAACAG 35 56.2
#R_68 AAAGTGATGAGAAAACAGAAGAATAAGGTGCGGTC 35 60.3
#PCR_68r | GCACCTTATTCTTCTGTTTTCTCATCA 27 65.8
#L1_69 ACGGGCTGTGTTAATCAAATTAGATGAGATCA 32 54.6
#L2_69 ACGGGCTGTGTTAATCAATTAGATGAGATCG 31 55.0
69 14.95 | MASC03581
#R_69 ATATTTTTTCCTTCTTTTTTTTCGCAGACGGTC 33 60.6
#PCR_69r | CGTCTGCGAAAAAAAAGAAGGA 22 65.8
#L1_70 ACGGGCTGAAGTTAGAGCGCTTTTTGAG 28 56.3
#L2_70 ACGGGCTGAAGTTAGAGCGCTTTTTGAT 28 55.7
70 15.61 | MASC01016
#R_70 CTTTCTCTTGTTGATCAAAGTGGTAAAGGCGGTC 34 61.4
#PCR_70r | TAGACCGCCTTTACCACTTTGATC 24 65.6
#L1_71 ACGGGCAATCAGCTCAGCAATGTCT 25 56.4
#L2_71 ACGGGCAATCAGCTCAGCAATGTCC 25 59.1
71 16.17 | MASC01173
#R_71 TTACCACTCACTTCTTTCAATAGAAGCGGTC 31 57.3
#PCR_71r | CGCTTCTATTGAAAGAAGTGAGTGGTA 27 65.8
#L1_72 ACGGGAAACGCTAATCCTTCTGCT 24 56.1
#L2_72 ACGGGAAACGCTAATCCTTCTGCA 24 57.8
72 16.17 | MASC01172
#R_T72 GATAATATCAAAGATATCATCGGAGCTGCGGTC 33 58.4
#PCR_72r | GCAGCTCCGATGATATCTTTGA 22 64.8
#L1_73 ACGGGAGGAGAAAAAGCGACG 21 58.1
#L2_73 ACGGGAGGAGAAAAAGCGACA 21 56.2
73 17.25 | MASC06941
#R_73 ACGGATGTTGGTGGCGGATCGGTC 24 61.7
#PCR_73r | TTAGACCGATCCGCCACC 18 65.6
#L1_74 ACGGGCGGTAGACGGTGGAGAAGGTAA 27 58.8
#L2_74 ACGGGCGGTAGACGGTGGAGAAGGTAG 27 58.5
74 17.98 | MASC00949
#R_74 AAGCTGAAGCTCTTTGTGATGATCTTCGGTC 31 59.7
#PCR_74r | CGAAGATCATCACAAAGAGCTTCA 24 66.1
#L1_75 ACGGGCCTTAATCTCTTGCTTCTTCTGTGTC 31 57.7
#L2_75 ACGGGCCTTAATCTCTTGCTTCTTCTGTGTA 31 56.2
75 18.69 | MASC06897
#R_75 GTCAATCCATGATGACGTCTCGGTC 25 62.1
#PCR_75r | CGAGACGTCATCATGGATTGAC 22 66.3
#L1_76 ACGGGAACAAAAGCAGGCTGTTTCAC 26 55.5
#L2_76 ACGGGAACAAAAGCAGGCTGTTTCAA 26 56.1
76 19.69 | MASC02511
#R_76 GTGGAATGGTCGTAGAGCCAAAGCGGTC 28 60.5
#PCR_76r | TTTGGCTCTACGACCATTCCA 21 66.1
#L1_77 ACGGGTTGTTACCTTTAAGAGCTTTGTTCTAC 32 55.7
#L2_77 ACGGGTTGTTACCTTTAAGAGCTTTGTTCTAA 32 55.3
7 21.72 | MASCO7382
#R_T77 ACTTCTACTTCTTTCCACGGAGTTTAGCGGTC 32 60.5
#PCR_77r | GCTAAACTCCGTGGAAAGAAGTAGA 25 64.2
#L1_78 ACGGGTGATGTTTTTGTTGATTCATCAAAG 30 56.7
#L2_78 ACGGGTGATGTTTTTGTTGATTCATCAAAA 30 57.1
78 22.16 | MASC06869
#R_78 TAAGGTTATTACGAATCAAAAATAACTTTACGGTC 35 55.1
#PCR_78r | CCGTTAGACCGTAAAGTTATTTTTGATTC 29 65.5
#L1_79 ACGGGTTGGAGAAAAATGGCAGAGTTA 27 56.1
#L2_79 ACGGGTGGAGAAAAATGGCAGAGTTG 26 56.3
79 22.63 | MASC04925
#R_T79 AAAGAAATGCTAAATAGGATACATGCCTTCGGTC 34 61.1
#PCR_79r | CGAAGGCATGTATCCTATTTAGCA 24 64.4
80 23.23 | MASC01018 | #L1_80 ACGGGAACAACGTAAACTAAGAGCTGCA 28 56.5
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#L2 80 | ACGGGAACAACGTAAACTAAGAGCTGCC 28 |57.2
#R_80 | TCAAGGAAAGGCGAAGAAACCGGTC 25 [59.0
#PCR_80r | GGTTTCTTCGCCTTTCCTTGA 21 |e5.9
Chromosome 1V
#L1 A | ACGGGAGATTGGAGCTCCTATGGCTA 26 | 54.2
#L2 A | ACGGGAGATTGGAGCTCCTATGGCTG 26 |56.8
A 0.04 |MASC02820
#R_A | ACCCCTCTTACCTTTGTTATTACCACACGGTC 30 [60.0
#PCR_Ar | TGTGGTAATAACAAAGGTAAGAGGGGT 27 |65.7
#L1 B | ACGGGAACCGAAAGGCGACTATC 23 |53.2
#L2 B | ACGGGAACCGAAAGGCGACTATG 23 |54.2
B 0.50 | MASC02948
#R_B | GAGGAAATAACAGATGTGATGTTGAAGATCGGTC 34 |59.8
#PCR_Br | TCTTCAACATCACATCTGTTATTTCCTC 28 | 65.6
#L1 81 | ACGGGCAAGATCAGGGAAGATCAACCT 27 | 55.7
#L2 81 | ACGGGAAGATCAGGGAAGATCAACCA 26 |54.5
81 | 0.54 |MASC09031
#R 81 | CTTGGGATTGCTGTCACTCTCAGCGGTC 28 |59.6
#PCR_81r | TGAGAGTGACAGCAATCCCAA 21 | 65.4
#L1 82 | ACGGGAGTTTCACTTCTTGACTGGAAAAA 29 |56.7
#L2 82 | ACGGGAGTTTCACTTCTTGACTGGAAAAT 20 |55.8
82 | 1.60 |MASC02898
#R_82 | CATCGAAGAGAATTGTGACGAACCGGTC 28 |60.5
#PCR_82r | GTTCGTCACAATTCTCTTCGATG 23 | 64.3
#L1 83 | ACGGGCAAGACTTTCTTAGTATAGTGATGTGTCA 34 |55.4
#L2 83 | ACGGGCAAGACTTTCTTAGTATAGTGATGTGTCG 34 |57.0
83 | 2.19 |MASC05039
#R_83 | TCCAACAGTTTCTCTCACAAAAACAAACGGTC 32 |[61.5
#PCR_83r | TGTTTTTGTGAGAGAAACTGTTGGA 25 |65.2
#L1 84 | ACGGGTTGCTTGTTGCTTGTTGCTTA 26 |55.8
#L2 84 | ACGGGATTGCTTGTTGCTTGTTACTTG 27 |55.3
84 | 2.98 |MASC03713
#R_84 | ACTAACGTTTATTGTTATGGGTTGGGTTCGGTC 33 |60.8
#PCR_84r | CGAACCCAACCCATAACAATAAAC 24 |65.3
#L1 85 | ACGGGTAGTGTTGATTATGGCTGAGTAATTG 31 |55.2
#L2 85 | ACGGGTGTGTTGATTATGGCTGAGTAATTGT 31 |55.1
85 | 4.15_ | MASC06447
#R_85 | TAAGGTGACATTGTTTCTATAAAGTTAGCGGTC 33 |59.3
#PCR_85r | GACCGCTAACTTTATAGAAACAATGTCA 28 | 64.6
#LLC | ACGGGTTTTAATTGATAGCTGGAGATA 27 |58
#L2 C 27 | 58.0
c 4.15 | wascoss7a ACGGGTTTTAATTGATAGCTGGAGATG
#R_C | TATTCTGAAAACAGAGATAGATGGTGCACGGTC 33 |60.1
#PCR_CT | TGCACCATCTATCTCTGTTTTCAGAATA 28 166.0
#L1 86 | ACGGGTCCCCACGGATAGTTCCA 23 | 56.4
#L2 86 | CGGGTCCCCACGGATAGTTCCC 22 |57.4
86 | 4.89 |MASC02334
#R_86 | GGCTCAGAAGCTGCTGGGTTCGGTC 25 |60.2
#PCR_86r | CGAACCCAGCAGCTTCTGA 19 |66.3
#L1 D | ACGGGAACAGCAAAATGTTTCTAGTCG 27 | 57.8
#L2 D 27 | 56.9
5 5 00 |wascozess ACGGGAACAGCAAAATGTTTCTAGTCC
#RD | ACAACCTTGTTCAGATGTTTCGCTTCGGTC 27 | 62.4
#PCR_DI | 0GAAGCGAAACATCTGAACAAG 22 | 65.4
#L1 87 | ACGGGACTCATCGCTAGTCTCAGAGACAG 29 |54.6
#L2 87 | ACGGGACTCATCGCTAGTCTCAGAGACAA 29 |55.0
87 | 5.38 |MASCO1708
#R_87 | CCTTGGACTTAGCAGGAGCTGGCGGTC 27 | 64.0
#PCR_87r | CCAGCTCCTGCTAAGTCCAAG 21
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#L1_88 | ACGGGCATGGCATTGACAATATCGTCT 27 55.9
#L2_88 | ACGGGATGGCATTGACAATATCGTCC 26 55.7
5.77 | MASC01786
#R_88 TGCGCTTGAAGAACTTTGATCCGGTC 26 60.0
#PCR_88r | CGGATCAAAGTTCTTCAAGCG 21 65.4
#L1 89 | ACGGGTCACTTGCGATTCCTAGGTCG 26 56.7
#L2_89 | ACGGGTCACTTGCGATTCCTAGGTCC 26 55.6
6.76 | MASC03091
#R_89 AAGCTTCTCAAGGTTGGCATGACGGTC 27 60.3
#PCR_89r | CGTCATGCCAACCTTGAGA 19 64.6
#L1_90 | ACGGGTGGTGGATTCTTCCTTTTCG 25 56.0
#L2_90 | ACGGGTGGTGGATTCTTCCTTTGCA 25 57.4
7.26 | MASC00932
#R_90 CAATCTTTATCCTTGGCCCTCACGGTC 27 63.4
#PCR_90r | TGAGGGCCAAGGATAAAGATTG 22 65.5
#L1 91 | ACGGGTGAGGAATTCATTTTGAGCG 25 55.8
#L2_91 | ACGGGCGTGAGGAATTCATTTTGAGCT 27 56.8
7.54 | MASC06765
#R_91 TTTTGTTATCGTGTTTTTTAGTTTCTAGGGCGGTC 35 60.1
#PCR_91r | CGCCCTAGAAACTAAAAAACACG 23 64.1
#L1_92 | ACGGGCATGTGTAGCTTGGACTTCCTG 27 55.8
#L2_92 | ACGGGCATGTGTAGCTTGGACTTCCTC 27 54.9
7.93 | MASC03275
#R_92 TGTCTGTGCACGATCCATTGAACGGTC 27 61.5
#PCR_92r | CCGTTAGACCGTTCAATGGAT 22 64.3
#L1 93 | ACGGGACAGTGGAGAAGAGAGAGTGGA 27 56.0
#L2_93 | ACGGGACAGTGGAGAAGAGAGAGTGGT 27 55.0
8.72 | MASC03264
#R_93 AAGGTGTATTTATAGGAAAGAGTCAAGTCACGGTC 35 58.3
#PCR_93r | TGACTTGACTCTTTCCTATAAATACACCTT 30 63.6
#L1_94 | ACGGGAGCTGAGTATGAGCCACAATT 26 54.6
#L2_94 | ACGGGTTGAGTTGAGTATGAGCCACAATA 29 55.1
9.58 | MASC02545
#R_94 TTTTCTTGTGCATCTCGGTTTAGCGGTC 28 60.3
#PCR_94r | GCTAAACCGAGATGCACAAGAA 22 64.8
#L1 95 | ACGGGAATAACTGGAATGGCTCTTGC 26 54.5
#L2_95 | ACGGGCAATAACTGGAATGGCTCTTGT 27 54.5
10.54 | MASCO05317
#R_95 AGTCTCCTTTAGTTGAATACAACTTTAGAGCGGTC 35 55.9
#PCR_95r | CGCTCTAAAGTTGTATTCAACTAAAGGA 28 64.0
#L1_96 | ACGGGATCATATGATTTTCCATGAGTAT 28 54.0
#L2_96 | ACGGGATCATATGATTTTCCATGAGTAC 28 54.4
11.21 | MASC03502
#R_96 TCAACATGAAATTTACTTTCTTCATAATGACGGTC 35 58.5
#PCR_96r | CGTTAGACCGTCATTATGAAGAAAGTAA 28 64.5
#L1 97 | ACGGGATGGGAGATTGAAGTAGAGGAGT 28 55.5
#L2_97 | ACGGGATGGGAGATTGAAGTAGAGGAGA 28 56.4
12.19 | MASC03074
#R_97 TCATTGCACTCTTCAACGTGGACGGTC 27 59.9
#PCR_97r | CCACGTTGAAGAGTGCAATGA 22 65.7
#L1_98 | ACGGGAGGTGTCACATACCGGTACAAC 27 54.8
#L2_98 | ACGGGAGGTGTCACATACCGGTACAAT 27 54.4
13.23 | MASC00134
#R_98 GCAAACCAGATCAAAATCGTATGCGGTC 28 64.1
#PCR_98r | CGCATACGATTTTGATCTGGTT 22 64.3
#L1 99 | ACGGGCGGAGTCCTTGAAGGCTTCTA 26 57.0
#L2_99 | ACGGGAGGAGTCCTTGAAGGCTTCTG 26 54.9
14.25 | MASC03981
#R_99 GCCGGATCTCCTAGAAGCTCAGCGGTC 27 63.3
#PCR_99r | AGACCGCTGAGCTTCTAGGAGA 23 65.2
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#L1_ 100 | ACGGGAAGAGAGCCGCAACAATAGG 25 55.5
#L2_ 100 | ACGGGAAGAGAGCCGCAACAATAGA 25 53.7
100 | 15.17 | MASC01774
#R_100 | ATCAATGAACTCGCTGATGATCCGGTC 27 58.8
#PCR_100r| GGATCATCAGCGAGTTCATTG 21 64.1
#L1 101 | ACGGGACGCGGTAGAATACTATGGTGC 27 55.9
#L2_101 | ACGGGCTCGCGGTAGAATACTATGGTGT 28 56.0
101 | 16.33 | MASC03234
#R_101 | CAACCAGATGAGTTGGACTGGAAACGGTC 29 60.9
#PCR_101r| TCCAGTCCAACTCATCTGGTTG 22 65.9
#L1_102 | ACGGGTAGTGTCACAATTCAACTTGATGAA 30 55.0
#L2_102 | ACGGGTAGTGTCACAATTCAACTTGATGAC 30 54.5
102 | 17.11 | MASC03593
#R_102 | AATTTGGTAGGGAATATGTGCAATTCGGTC 30 59.2
#PCR_102r| GAATTGCACATATTCCCTACCAAA 24 64.1
#L1_G | ACGGGCGGCGAACATTTAAGACCAAACTG 29 65.2
#L2_G | ACGGGCGGCGAACATTTAAGACCAAACTA 29 63.0
G 149* DOR_G | TTGTAAAACGTCGGGAGAAACAGAGAGGTCTAACGGGATAGCGTG 45 63.4
#PCR_G | TCTCTGTTTCTCCCGACGTTTTACAA 26 68.8
#template| GCCGCTTGTAAATTCTGGTTTGATAACATTTTGCAGCCCTCTTTGTCTCT 50
#L1_H | ACGGGAGCTAAATCGAGATCGTTAAAC 27 56.3
#L2_H | ACGGGAGCTAAATCGAGATCGTTAAAA 27 56.8
H 200*
DOR_H | CCTCCGAAGACTTCACGGTAGTCAGTCTAACGGGATAGCGTG 42 62.3
#PCR_H | CGGTTTTGACTACCGTGAAGTCT 23 64.8
Chromosome V
#L1 103 | ACGGGCCTGATCCCTTGTGCAACTACTA 28 56.8
#L2_103 | ACGGGCTGATCCCTTGTGCAACTACTG 27 55.8
103 0 MASC02357
#R_103 | CAGCTGGAGCTGCATTTGCACGGTC 25 61.8
#PCR_103r| ACCGTGCAAATGCAGCTC 19 64.8
#L1 104 | ACGGGTGAGGAGTGGTAGTGGATCCAAA 28 56.4
#L2_104 | ACGGGTGAGGAGTGGTAGTGGATCCAAG 28 56.0
104 0.29 | MASC02301
#R_104 | GTACTGCGCTCCTTACCCTATAGATATGCGGTC 33 59.6
#PCR_104r| CCGCATATCTATAGGGTAAGGAGC 24 64.2
#L1 105 | ACGGGTGTAGCAATGCACTGAAAGCTATA 29 55.6
#L2_105 | ACGGGTAGCAATGCACTGAAAGCTATG 27 55.4
105 0.97 | MASC03527
#R_105 | TTTAATTACATTGCTGTACATTTATACCGGTC 32 57.1
#PCR_105r| CCGGTATAAATGTACAGCAATGTAATTAAA 30 64.7
#L1 106 | ACGGGTAGAGTTGTTTGCTCCAAATTTG 28 54.9
#L2_ 106 | ACGGGTTAGAGTTGTTTGCTCCAAATTTA 29 54.8
106 1.26 | MASC02659
#R_106 | GCCTCTCATCTACTGGGACATTTTCGGTC 29 60.0
#PCR_106r| AAAATGTCCCAGTAGATGAGAGGC 24 65.0
#L1 107 | ACGGGCCGACCAAGTGTGACGTT 23 57.8
#L2_107 | ACGGGCCGACCAAGTGTGACGTA 23 56.3
107 1.93 | MASCO7003
#R_107 | GACTTTTGATTGCTAGTCAAGAGTCAATGCGGTC 34 63.2
#PCR_107r| CATTGACTCTTGACTAGCAATCAAAAG 27 64.5
#L1_108 | ACGGGTTGAGCTGCATCTTGTTTAAATTA 29 54.8
#L2_108 | ACGGGTGAGCTGCATCTTGTTTAAATTC 28 54.9
108 2.33 | MASC06955
#R_108 | TGAAACTGAACCTGAAGAATGAGAAATCGGTC 32 59.3
#PCR_108r| TTCTCATTCTTCAGGTTCAGTTTCA 25 64.5
109 3.06 | MASCO7135 | #L1 109 | ACGGGAATGCTTCTAAGTGTGTCTTGTCTTA 31 54.5
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#L2_109 | ACGGGTGCTTCTAAGGTGTCTTGTCTCTC 29 55.5
#R_109 | TCTGGTTCGTGGTGGTGAGTTTCGGTC 27 60.1
#PCR_109r| CTCACCACCACGAACCAGA 19 64.6
#L1_110 | ACGGGAGGCATCCCATTGGGTAGT 24 55.1
#L2_110 | ACGGGCATCCCATTGGGTAGC 21 57.0
110 3.76 MASCO07027
#R_110 | AATTGAGGGTTTAGCGCCATGACGGTC 27 61.3
#PCR_110r| CATGGCGCTAAACCCTCAA 19 65.5
#L1_111 | ACGGGTCTTGGATTGAGGAAGCTTTCG 27 57.4
#L2_111 | ACGGGTCCTTGGATTGAGGAAGCTTTCT 28 57.4
111 4.83 MASC01141
#R_111 | TCTATTGGAGAAGGAGGAGAAGGTGCGGTC 30 59.8
#PCR_111r| CACCTTCTCCTCCTTCTCCAATAG 24 64.7
#L1_112 | ACGGGAGAACGAAAAGCAGTCG 22 58.2
#L2_112 | ACGGGAGAACGAAAAGCAGTCA 22 56.3
112 5.34 | MASCO01512
#R_112 | TACCTACGCCATGCTGTACTCTTTGCGGTC 30 60.3
#PCR_112r| AAAGAGTACAGCATGGCGTAGGTA 24 64.3
#L1_113 | ACGGGAGAGTACTTCTTGAGTTCTCATGATTT 32 55.8
#L2_113 | ACGGGAGAGTACTTCTTGAGTTCTCATGATTT 32 56.1
113 6.46 MASC07146
#R_113 | TGCTGATACTCTTGTCTGTTTTGATGACGGTC 32 59.9
#PCR_113r| CATCAAAACAGACAAGAGTATCAGCA 26 64.8
#L1_114 | ACGGGACAGGTTGATGCTGCTCCG 24 57.0
#L2_114 | ACGGGTCAGGTTGATGCTGCTCCT 24 55.1
114 6.86 MASC02390
#R_114 | TTCAAGCAGTGGTACCTCTCGCGGTC 26 60.1
#PCR_114r| GCGAGAGGTACCACTGCTTGA 21 66.2
#L1_115 | ACGGGTGTGAATCCTCTTTCCTCATGT 27 54.6
#L2_115 | ACGGGTGAATCCTCTTTCCTCATGC 25 54.7
115 7.89 MASC01061
#R_115 | CGATCTCTAAGCTTGAGCCCACACGGTC 28 61.4
#PCR_115r| ACCGTGTGGGCTCAAGC 18 64.8
#L1_116 | ACGGGTAAGCTGAAGATGAGAAGAATTCCT 30 57.3
#L2_116 | ACGGGTAGCTGAAGATGAGAAGAATTCCC 29 56.6
116 8.16 MASC09029
#R_116 | CGTATCAAATTTCCTCAGAGACATTCTATCGGTC 34 60.6
#PCR_116r| GACCGATAGAATGTCTCTGAGGAAA 26 65.0
#L1_117 | ACGGGAAACAGTAAGAGAAAGCCCAAT 27 54.5
#L2_117 | ACGGGAAACAGTAAGAGAAAGCCCAAC 27 54.9
117 8.57 MASC04080
#R_117 | TGAAGATCTAGCCAGCTGCATCACGGTC 28 60.7
#PCR_117r| CGTTAGACCGTGATGCAGC 19 64.1
#L1_118 | ACGGGTGTATTGTAGCTCTTCTCTATCCCAT 31 56.3
#L2_118 | ACGGGTGTATTGTAGCTCTTCTCTATCCCAG 31 56.9
118 9.4 MASCO7157
#R_118 | AAAAGCCCACTCTTCTTCTTCTTGTCGGTC 30 60.3
#PCR_118r| CGTTAGACCGACAAGAAGAAGAAGA 25 65.2
#L1_119 | ACGGGTTTCTCTAACTGCAACAACTCTCAG 30 55.7
#L2_119 | ACGGGTTTCTCTAACTGCAACAACTCTCAA 30 56.1
119 10.44 | MASC02368
#R_119 | TTCCTCCATTTTCACACAATCCAACGGTC 29 61.0
#PCR_119r| GGATTGTGTGAAAATGGAGGAA 22 64.3
#L1_120 | ACGGGTCTAAATGGATAAATCATGATCCTTAG 32 55.1
#L2_120 | ACGGGTCTTAATGGATAAATCATGATCCTTAT 32 54.6
120 11.03 | MASC03957
#R_120 | CCAAATAGTTTTCCCTCATATTGATTATGGCGGTC 35 61.7
#PCR_120r| CGCCATAATCAATATGAGGGAA 22 64.1
121 11.85 | MASCO1174 | #L1_121 | ACGGGTCTTATCCATATCGGGGAAAATC 28 55.2
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#L2_121 | ACGGGTCTTATCCATATCGGGGAAAATT 28 54.8
#R_121 | GCGGCGAGGTGATCGAGACGGTC 23 61.6
#PCR_121r| CGTTAGACCGTCTCGATCACC 21 65.4
#L1_122 | ACGGGTGGTAGCTTTTACTTATTTTTTCCCAG 32 55.8
#L2_122 | ACGGGTGGTAGCTTTTACTTATTTTTTCCCTT 32 54.9
122 13.41 | MASC01463
#R_122 | ATTGGTTATTACTACCAATTGGATCTTGTGCGGTC 35 57.4
#PCR_122r| CGTTAGACCGCACAAGATCCA 21 66.8
#L1_123 | ACGGGTGATTAAAGTGTTCAATACAGTTTGAGTATA 36 56.9
#L2_123 | ACGGGATTAAAGTGTTCAATACAGTTTGAGTATG 34 56.1
123 13.94 | MASC04360
#R_123 | ACTGACCAATGTCCTGGTTAGGTAGACGGTC 31 59.9
#PCR_123r| CTACCTAACCAGGACATTGGTCAGT 25 64.7
#L1_124 | ACGGGTGTTTTCTTTAGTTGAATGATGCG 29 54.4
#L2_124 | ACGGGTTTTCTTTAGTTGAATGATGCT 27 54.5
124 14.52 | MASC07142
#R_124 | GCTTTTGATCTCTCCAATGGACCTCGGTC 29 60.5
#PCR_124r| CGAGGTCCATTGGAGAGATCA 21 66.0
#L1_125 | ACGGGAAACATAGAGAATATATAAGGAGTATGTTACAT 38 55.4
#L2_125 | ACGGGAAACATAGAGAATATATAAGGAGTATGTTACAG 38 55.9
125 15.32 | MASC01031
#R_125 | GCCCTTAGGAAAGCGTTTGCACGGTC 26 62.0
#PCR_125r| CGTGCAAACGCTTTCCTAAG 20 64.2
#L1_126 | ACGGGAAAGATAAGAGCAGTTCATGAGAGA 30 54.4
#L2_126 | ACGGGAAGATAAGAGCAGTTCATGAGAGG 29 54.6
126 16.34 | MASC07103
#R_126 | AATGTAGTGAAAATGTGTGTGTACATAACACGGTC 35 57.9
#PCR_126r| CCGTGTTATGTACACACACATTTTCA 26
#L1_127 | ACGGGTGGTTCCAGCTTACACAGTTTACG 29 56.5
#L2_127 | ACGGGTGGTTCCAGCTTACACAGTTTACA 29 54.6
127 17.39 | MASC02529
#R_127 | GTCATCGAATGACCTGATAACACTTCACGGTC 32 61.1
#PCR_127r| TGAAGTGTTATCAGGTCATTCGATG 25 65.5
#L1_128 | ACGGGATATTTGCAGGAAACAAGATATCG 29 55.2
#L2_128 | ACGGGAATATTTGCAGGAAACAAGATATCA 30 54.9
128 18.42 | MASC01225
#R_128 | ACACAGACAGGTATAGGAACAGGAATAGCGGTC 33 61.0
#PCR_128r| CGCTATTCCTGTTCCTATACCTGTC 25 64.3
#L1_129 | ACGGGCATAATGCTCCTTTGTTTATTTCTTC 31 55.6
#L2_129 | ACGGGCATAATGCTCCTTTGTTTATTTCTTT 31 55.3
129 19.29 | MASCO7053
#R_129 | ATCTTTCTAATGCCCTATCAATAAGTTTTCGGTC 34 58.8
#PCR_129r| GACCGAAAACTTATTGATAGGGCA 24 65.4
#L1_130 | ACGGGACCTGCAATCCTCTCGACC 24 54.8
#L2_130 | ACGGGTCTCCTGCAATCCTCTCGACT 26 55.3
130 20.41 | MASC01040
#R_130 | GGTGCATCCAAGTACGAAAAGCTCGGTC 28 61.8
#PCR_130r| ACCGAGCTTTTCGTACTTGGAT 22
#L1_131 | ACGGGAAACGCTCTTGTAACAAATAATCTTATT 33 55.6
#L2_131 | ACGGGTAAAACGCTCTTGTAACAAATAATCTTAT 34 55.6
131 21.36 | MASC06375
#R_131 | AGGAAAATTCAAACACCCATGTGTCGGTC 29 60.8
#PCR_131r| ACCGACACATGGGTGTTTGA 20 66.0
#L1_132 | ACGGGAGCAAAAGACATATTTATAGCTTAGAGAC 34 54.9
#L2_132 | ACGGGCAAAAGACATATTTATAGCTTAGAGAA 32 54._4
132 22.18 | MASC06718
#R_132 | TTCAGGGCAAGACAAAGTCTGTGCGGTC 28 60.0
#PCR_132r| ACAGACTTTGTCTTGCCCTGAA 22 64.5
133 22.94 | MASCO7081 | #L1_133 | ACGGGCGCTAGAAACTTTTTCCGATC 26 54.4
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134

135

136

137

138

#L.2_133 | ACGGGCGCTAGAAACTTTTTCCGATT 26 54.1
#R_133 | AAGAAATGATGAAGATGACGAAGACGGTC 29 62.4
#PCR_133r| CGTCTTCGTCATCTTCATCATTTC 24 65.3
#L1_134 | ACGGGAAATGGCAAGAGTTCAAATAAGATA 30 56.0
#L2_134 | ACGGGAATGGCAAGAGTTCAAATAAGATG 29 55.3
23.6 MASCO7047
#R_134 | ATATAACATGTAAATTATGTTTTTTTGCCTTTGCGGTC 38 62.2
#PCR_134r| CCGCAAAGGCAAAAAAACATA 21 65.1
#L1_135 | ACGGGTTCAATATAAAGCAGTTTGGAGGG 29 56.0
#L2_135 | ACGGGAGTCAATATAAAGCAGTTTGGAGGA 31 55.3
24.28 | MASC0O7050
#R_135 | TTCTTTAATACATTTACCGAATACAGCTTCACGGTC 36 58.6
#PCR_135r| TGAAGCTGTATTCGGTAAATGTATTAAAGA 30 64.3
#L1_136 | ACGGGTTATTTAAAGAAGAAGCAGAAGATTTG 32 55.8
#L2_136 | ACGGGTTATTTAAAGAAGAAGCAGAAGATTTC 32 55.1
25.05 | MASC06792
#R_136 | ATCAGAATCCGGAACAAGTTAATGTGCGGTC 31 60.2
#PCR_136r| CCGCACATTAACTTGTTCCG 20 64.8
#L1_137 | ACGGGACGAAATTATAGAGCTCATGCGTCT 30 57.6
#L2_137 | ACGGGTGAAATTATAGAGCTCATGCGTCC 29 55.7
25.8 MASC01516
#R_137 | TCTATCGGATCATTCGAGGATAGCTCACGGTC 32 61.6
#PCR_137r| GCTATCCTCGAATGATCCGATAG 23 64.2
#L1_138 | ACGGGAAAGTCACCAATGGCACTACTC 27 54.4
#L2_138 | ACGGGAAAGTCACCAATGGCACTACTG 27 55.3
26.17 | MASCO7165
#R_138 | GCGATAGAGTAAAGCCTGAGCTTGTCGGTC 30 60.1
#PCR_138r| CCGACAAGCTCAGGCTTTACT 21 64.1
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Supplement 3. Fluorescence values for "one tube — one locus" SNP-genotyping. “One
tube — one locus” SNP-genotyping was performed on 50ng of A. thaliana genomic
DNA for loci: ”1"'"14”, H17H’ H18H’ H20H_"22H’ 112611_"28119 and "AH_HH"' Genotyping
was performed either on homozygous (Col-0 or C24) or heterozygous (Col-0/C24)
DNA (Col-0, Ler or Col-0/Ler for loci "G" and "H"). "k" is the control without DNA.

P Col-0 c24 Col-0/C24

Fam Tet Fam Tet Fam Tet
1 2.47 0.16 0.34 2.10 2.37 2.14
2 2.40 0.19 0.35 2.15 1.90 2.42
8 2.60 0.12 0.35 2.14 2.44 1.95
4 2.89 0.12 0.39 2.46 2.83 2.10
5 2.69 0.14 0.50 2.34 2.58 2.43
6 2.39 0.19 0.37 2.27 2.28 2.32
7 2.56 0.21 0.31 2.34 2.48 2.55
8 2.62 0.33 0.36 2.51 2.86 2.51
9 2.48 0.18 0.34 2.13 2.29 1.97
10 2.68 0.21 0.47 2.24 2.31 2.09
11 2.57 0.12 0.32 2.13 2.19 2.11
12 2.81 0.23 0.37 2.31 2.55 2.17
13 2.55 0.13 0.30 2.45 2.18 2.38
14 2.43 0.26 0.34 2.27 2.19 2.36
A 2.64 0.22 0.51 2.27 2.77 1.61
17 2.46 0.36 0.27 2.55 2.23 2.54
18 2.69 0.30 0.35 2.38 2.37 2.03
20 2.54 0.13 0.33 1.88 2.50 1.13
21 2.73 0.17 0.47 2.19 2.52 1.58
22 2.68 0.17 0.34 2.32 2.34 2.12
B 2.59 0.19 0.28 2.23 2.35 2.03
26 2.61 0.32 0.29 2.55 2.30 2.35
27 2.37 0.51 0.25 2.53 2.03 2.06
28 2.45 0.17 0.34 2.44 2.29 2.38
G n/a n/a n/a n/a 2.50 0.19
H 2.39 0.17 n/a n/a 2.87 0.18
© 2.23 0.22 n/a n/a 2.04 1.95
D 2.53 0.19 0.36 2.22 2.07 2.30
E 2.38 0.46 n/a n/a 2.04 2.35
F 2.65 0.25 n/a n/a 1.98 2.34
k 0.23 0.16 0.21 0.18 0.23 0.21
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Supplement 4. Fluorescence values for the "one tube — many loci" SNP-genotyping.
“One tube — many loci” SNP-genotyping was performed on 50ng of A. thaliana
genomic DNA for loci: "1"-"14", "17", "18", "20"-"22", "26"-"28", "A"-"H".
Genotyping was performed either on homozygous (Col-0 or C24) or heterozygous (Col-
0/C24) DNA. “k” is the control without ligation (amplification was performed with
common PCR primers).

losus Col C24 Col/C24

Fam Tet Fam Tet Fam Tet
1 2.99 0.06 0.65 3.18 2.96 2.36
2 3.68 0.61 0.82 3.38 2.82 3.06
3 2.07 0.19 0.52 2.15 1.94 1.52
4 4.04 -0.08 0.69 3.73 4.25 2.66
5 3.76 0.02 0.76 3.50 3.24 3.20
6 3.73 -0.06 0.69 3.42 3.32 2.92
7 3.92 0.48 0.62 3.67 3.52 3.30
8 4.04 0.68 0.64 3.64 3.10 3.15
9 2.16 0.01 0.45 2.50 2.04 1.73
10 3.40 -0.01 0.83 3.10 3.20 2.12
11 3.44 -0.05 0.58 3.25 2.93 2.52
12 4.00 -0.11 0.76 3.52 4.23 2.10
13 3.41 -0.11 0.55 3.46 2.93 2.85
14 3.81 -0.03 0.70 3.67 3.55 2.93
A 3.77 -0.02 1.15 3.32 4.03 0.91
17 3.49 0.23 0.59 3.73 2.89 3.49
18 3.59 0.07 0.59 3.34 2.99 2.67
20 3.26 -0.05 0.64 2.97 3.47 1.47
21 3.51 0.00 1.00 3.29 3.75 2.12
22 3.36 -0.05 0.56 3.32 3.08 2.72
B 3.77 -0.09 0.55 3.45 3.48 2.72
26 3.80 0.05 0.61 3.72 3.39 3.15
27 3.62 0.01 0.67 3.72 3.24 2.88
28 3.12 0.06 0.51 3.59 2.47 2.96
G 0.78 2.04 0.52 2.08 0.58 2.04
H 5.60 -0.17 5.10 0.00 4._65 0.00
Cc 2.68 0.02 0.52 2.98 1.63 1.99
D 2.90 0.58 0.61 2.99 2.20 2.45
E 3.65 0.01 0.65 3.49 2.29 3.27
F 3.75 -0.06 0.60 3.57 3.41 2.69
k 0.82 0.07 0.22 0.65 0.60 0.42
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Supplement 5. Genomic sequences of human SNP loci analyzed in the study (30nt
from each side of the SNP). 32nt deletion in CCRS gene is in parentheses.

Gene

Genomic sequence

LCT (-13910 C/T)

TGCGCTGGCAATACAGATAAGATAATGTAG C CCCTGGCCTCAAAGGAACTCTCCTCCTTAG
TGCGCTGGCAATACAGATAAGATAATGTAG T CCCTGGCCTCAAAGGAACTCTCCTCCTTAG

CCR5 (+/delta32)

ATTACACCTGCAGCTCTCATTTTCCATACA
TTAAAGATAGTCATCTTGGGGCTGGTCCTG

(GTCAGTATCAATTCTGGAAGAATTTCCAGACA)

SDF1 (-801 G/A)

CTCACCCCCTTCTCCATCCACATGGGAGCC
CTCACCCCCTTCTCCATCCACATGGGAGCC

GGTCTGCCTCTTCTGGGAGGGCAGCAGGG
GGTCTGCCTCTTCTGGGAGGGCAGCAGGG

RANTES (-403 G/A)

TAACATCCTTCCATGGATGAGGGAAAGGAG
TAACATCCTTCCATGGATGAGGGAAAGGAG

TAAGATCTGTAATGAATAAGCAGGAACTTT
TAAGATCTGTAATGAATAAGCAGGAACTTT

APOE (3932 T/C)

TCCTCCGCGATGCCGATGACCTGCAGAAGC
TCCTCCGCGATGCCGATGACCTGCAGAAGC

GCCTGGCAGTGTACCAGGCCGGGGCCCGCG
GCCTGGCAGTGTACCAGGCCGGGGCCCGCG

FAAH (385 C/A)

GCTGACTGTGAGACTCAGCTGTCTCAGGCC
GCTGACTGTGAGACTCAGCTGTCTCAGGCC

CAAGGCAGGGCCTGCTCTATGGCGTCCCTG
CAAGGCAGGGCCTGCTCTATGGCGTCCCTG

AGT (M174T)

CTGATAGCCAGGCCCAGCTGCTGCTGTCCA
CTGATAGCCAGGCCCAGCTGCTGCTGTCCA

GGTGGTGGGCGTGTTCACAGCCCCAGGCCT
GGTGGTGGGCGTGTTCACAGCCCCAGGCCT

AGT (M235T)

TGACAGGATGGAAGACTGGCTGCTCCCTGA
TGACAGGATGGAAGACTGGCTGCTCCCTGA

GGGAGCCAGTGTGGACAGCACCCTGGCTTT
GGGAGCCAGTGTGGACAGCACCCTGGCTTT

MTHFR (A222V)

AGCACTTGAAGGAGAAGGTGTCTGCGGGAG
AGCACTTGAAGGAGAAGGTGTCTGCGGGAG

G
A
G
A
T
C
c
A
C
T
T
C
C
T

CGATTTCATCATCACGCAGCTTTTCTTTGA
CGATTTCATCATCACGCAGCTTTTCTTTGA
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Supplement 6. Sequences of locus-specific oligonucleotides (5’23 oriented) for
human SNP loci analyzed in the study. 5°- and 3’-end pentanucleotides for preparation

of DOs by the ligation-based synthesis are marked bold.

Locus Oligo name Genomic sequence Lenngtth ’ Ta””ff‘c':i”g ’
#L1_hOl ACGGGCTGGCAATACAGATAAGATAATGTAGC 32 55.4
#L2_h0ol ACGGGCTGGCAATACAGATAAGATAATGTAGT 32 56.4
LCT (~13910 C/T)
#R_h01 CCCTGGCCTCAAAGGAACTCTCGGTC 26 61.4
#PCR_hO1r CGTTAGACCGAGAGTTCCTTTGAG 24 65.7
#L1_hO3 ACGGGAAATTCTTCCAGAATTGATACTGAC 30 58.4
#L2_h03 ACGGGCAGCCCCAAGATGACTATCTTTAA 29 57.3
CCR5 (+/delta32)
#R_h03 TGTATGGAAAATGAGAGCTGCAGGCGGTC 29 61.1
#PCR_h0O3r TGCAGCTCTCATTTTCCATACA 22 64.1
#L1_h02 ACGGGCATCCACATGGGAGCCG 22 57.4
#L2_h02 ACGGGCATCCACATGGGAGCCA 22 55.1
SDF1 (-801 G/A)
#R_h02 GGTCTGCCTCTTCTGGGAGGTCGGTC 26 59.4
#PCR_h02r GACCTCCCAGAAGAGGCAGA 20 65.4
#L1 _hO4 ACGGGTTCCTGCTTATTCATTACAGATCTTAC 32 55.3
#L2_h04 ACGGGTTCCTGCTTATTCATTACAGATCTTAT 32 54.9
RANTES (-403 G/A)
#R_h04 CTCCTTTCCCTCATCCATGGAACGGTC 27 60.8
#PCR_h04r CCATGGATGAGGGAAAGGAG 20 65.2
#L1_h05 ACGGGCGGACATGGAGGACGTGT 23 55.8
#L2_h05 ACGGGTGGACATGGAGGACGTGC 23 53.5
ApoE (3932 C/T)
#R_h05 GCGGCCGCCTGGTGCAGACGGTC 23 67.8
#PCR_hO5r CGTTAGACCGTCTGCACCA 19 64.6
#L1_hO6 ACGGGTCTCAGCTGTCTCAGGCCC 24 55.0
#L2_h06 ACGGGTCTCAGCTGTCTCAGGCCA 24 53.9
FAAH (385C/A)
#R_h06 CAAGGCAGGGCCTGCTCTATGCGGTC 26 62.6
#PCR_h06r CCGTTAGACCGCATAGAGCA 20 64.7
#L1_h07 ACGGGTCCAGCTGCTGCTGTCCAC 24 57.2
#L2_h07 ACGGGTCCAGCTGCTGCTGTCCAT 24 56.6
AGT (M174T)
#R_h07 GGTGGTGGGCGTGTTCACACGGTC 24 62.0
#PCR_hO7r CCCGTTAGACCGTGTGAACA 20 65.5
#L1_hO8 ACGGGTGACTGGCTGCTCCCTGAT 24 54.3
#L2_h08 ACGGGTGACTGGCTGCTCCCTGAC 24 54.8
AGT (M235T)
#R_h08 GGGAGCCAGTGTGGACAGCGGTC 23 59.9
#PCR_h08r GTTAGACCGCTGTCCACACTG 21 64.3
#L1_h09 ACGGGTAAGGTGTCTGCGGGAGC 23 55.3
#L2_h09 ACGGGAAGGTGTCTGCGGGAGT 22 54_2
MTHFR (A222V)
#R_h09 CGATTTCATCATCACGCAGCTTCGGTC 27 60.8
#PCR_h09r GAAGCTGCGTGATGATGAAATC 22 65.3

119



