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Abbreviations 

ACTH  Adrenocorticotrope hormone 
bp   Base pairs 
BSA  Bovine serum albumin 
CD  Cluster of differentiation 
cDNA  copy DNA 
CFA  Complete Freund's Adjuvant 
CRH  Corticotropin releasing factor/hormone 
DC   Dendritic cell 
DNA  Deoxyribonucleic acid 
dNTP   Deoxyribonucleoside triphosphate 
DTT   Dithio-1,4-threitol 
END  beta-endorphin1-31  
EDTA   Ethylenediaminetetraacetic acid 
ER  Endoplasmic reticulum 
FC   Flow cytometry 
FITC  Fluorescein isocyanate 
Ig   Immunoglobulin 
IL  Interleukin 
Ir  immunoreactive 
LPH  Lipotropin 
LN  Lymph node(s) 
M   DNA standard marker 
MACS  Magnetic cell sorting 
MHC   Major histocompatibility complex 
MSH   Melanocyte stimulating hormone 
mRNA  messenger ribonucleic acid 
NC  Negative control 
PBS   Phosphate buffered saline 
PC  Prohormone convertase 
PCR   Polymerase chain reaction 
PE  R-Phycoerythrin 
POMC Proopiomelanocortin 
PT  Pituitary 
qRT-PCR  quantitative reverse transcriptase - polymerase chain reaction 
RACE  Rapid amplification of cDNA ends 
RIA  Radioimmunoassay 
RNase Ribonuclease 
RPMI 1640  Roswell Park Memorial Institute 1640 medium 
RT  Reverse transcriptase 
RT-PCR  Reverse transcriptase - polymerase chain reaction 
SD  Standard deviation 
SDS   Sodium dodecylsulfate 
TBE   Tris boric acid (buffer) 
TNF  Tumor necrosis factor 
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