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dATP  

coefficients of variation 
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ddNTP dideoxynucleoside triphosphate 

DEPC 

dGTP  
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DNA 
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dsDNA 
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double-stranded DNA 
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FRET 

G  

h  
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HNA 
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induced fluorescence resonance energy transfer 
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locked nucleic acid 

mol 

minute 

mJ 

ml  
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nano-liter 
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nt 

OD  

nucleotide 
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OP 

PCR  

oligoprobe 

polymerase chain reaction 
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picomolar 
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Receiver operating characteristic 
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