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Abkürzungen

Abkürzungen

AA Arachidonsäure
APS Ammoniumpersulfat
Arp Actin-Related-Protein
AS Aminosäure
BDNF Brain-Derived-Neurotrophic-Factor
BSA Rinderserum-Albumin
CAM Cell-Adhesion-Molecule
CaMK Ca2+/Calmodulin-abhängige Kinase
Cas Crk-Associated-Substrate
CD Cluster-of-Differentiation
CEACAM Carcinoembryonic-Antigen-Related-Cell-Adhesion-Molecule
CNBr Cyanbromid
CRE cAMP-Response-Element
CREB cAMP-Response-Element-Binding Protein
Cyt cytosolische Domäne
DAG Diacylglycerol
DMSO Dimethylsulfoxid
EDTA Ethylendiamin-tetraessigsäure
EGTA Ethylenglycol-bis(2-aminoethyl)-tetraessigsäure
ER Endoplasmatisches Retikulum
ERK Extracellular-Regulated-Kinase
EZM Extrazelluläre Matrix
FAK Focal-Adhesion-Kinase
FGF Fibroblast-Growth-Factor
FGF-R Fibroblast-Growth-Factor-Receptor
FITC Fluorescein-Isothiocyanat
FN Fibronektin
Gab1 Grb-Associated-Binder 1
GAM Goat-anti-Mouse
GAR Goat-anti-Rabbit
GAP-43 Growth-Associated-Protein-43
GDNF Glia-Cell-Line-Derived-Neurotrophic-Factor
GEF GTP-Exchange-Factor
GPI Glykosyl-Phosphatidyl-Inositol
Grb 2 Growth Factor-Receptort-Binding-Protein
GST Glutathion-S-Transferase
His Histidin
ICAM Intercellular-Adhesion-Molecule
Ig Immunglobulin
IgCAM Immunglobulin-artige Zelladhäsionsmoleküle
IgSF Immunglobulin-Superfamilie
IL Interleukin
IPTG Isopropyl-β-D-Thiogalactopyranoside
IP3 Inositoltrisphosphat
JNK c-Jun-NH2-terminal Kinase
kb Kilobasen
kD Kilodalton
K IV Kollagen IV
LANP Leucin-Rich-Acidic-Nuclear-Protein
mAk monoklonaler Antikörper
MAG Myelin-Associated-Glykoprotein
MALDI-TOF-MS Matrix-Assisted-Laser-Desorption-Ionization Time-of-Flight

Massenspektroskopie
MAPK Mitogen-Activated-Protein-Kinase
MAPKK Mitogen-Activated-Protein-Kinase-Kinase
MLC Myosin-Light-Chain
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MEK MAP-ERK-Kinase
MHC Major-Histocompability-Complex
mRNA Messenger-RNA
MSK Mitogen-and-Stress-Activated-Protein-Kinase
NCAM neurales Zelladhäsionsmolekül (Neural-Cell-Adhesion-Molecule)
NgCAM Neuron-Glia-Cell-Adhesion-Molecule
NMR Nuclear-Magnetic-Resonance
NrCAM NgCAM-related Cell-Adhesion-Molecule
NGF Nerve-Growth-Factor (Nerven-Wachstumsfaktor)
N-WASP Neural-Wiskott-Aldrich-Syndrome-Protein
PAGE Polyacrylamid-Gelelektrophorese
PC12-Zellen Pheochromocytoma-Zellen
PCR Polymerase-Chain-Reaction
PH Pleckstrin-Homology
PHAP-1 Putative-Human-Leukocyte-Antigen-Class II-Associated-Protein
PI3-Kinase Phosphatidylinositol-3-Kinase
PIP2 Phosphatidylinositol-4,5-bisphosphat
PIP3 Phosphatidylinositol-3,4,5-trisphosphat
PKC Proteinkinase C
PLC Phospholipase C
PMSF Phenylmethylsulfonylfluorid
PND Post-Natal-Day
PSA Polysialic acid
PST Polysialyltransferase
PYK2 Proline-Rich-Tyrosine-Kinase
RAM Rabbit-anti-Mouse
ROKα RhoA-binding-Kinase α
rpm Umdrehungen pro Minute (Rounds-per-Minute)
RSK Ribosomale Protein S6-Kinase
RT Raumtemperatur
RT-PCR Reverse-Transkriptions-PCR
SDS Natriumdodecylsulfat (Sodium-Dodecyl-Sulfate)
SH src-Homology
SOS Son-of-Sevenless
SRE Serum-Response-Element
TEMED N,N,N´,N´-Tetramethylethylendiamin
TM Transmembrandomäne
TOAD-64 Turned-On-After-Division-64
ü.N. über Nacht
TRIC Tetramethyl-Rhodamin-Isothiocyanat
VASE Variable-Alternative-Spliced-Exon
VCP Valosin-Containing-Protein
WT Wildtyp


