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°C Grad Celsius 
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OD optische Dichte 
PAA Polyacrylamid 
PCR Polymerase-Kettenreaktion 
PGI Phosphoglucose Isomerase 
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pmol Pikomol 
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RT Reverse Transkriptase 
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sek Sekunde 
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TE Tris-EDTA 
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u. a. unter anderem 
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UV Ultraviolett 
V Volt 
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