8 Anhang

8.1 Abkiirzungsverzeichnis

ADCC Antikorper-abhingige zelluldre Zytotoxizitét

AGM Afrikanische Griine Meerkatze

AIDS acquired immunodeficiency syndrome / erworbenes Immunschwéchesyndrom’
b Base

bp Basenpaar

BSA Bovines Serumalbumin

CD clusters of differentiation

CTL Zytotoxische T-Lymphozyten

DNA Desoxyribonukleinsdure

dNTP Desoxyribonukleosidtriphosphat

ELISA enzyme-linked immunosorbant assay

eny Gen des Hiillproteins (envelope)

FACS flourescence activated cell scan

FDC Follikiilar Dendritische Zellen

FKS Fotales Kdlberserum

g Erdbeschleunigungskonstante (9,8 m/sec’)

gag Gen des gruppenspezifischen Antigens

gp Glykoprotein

h hour / Stunde

HIV Humanes Immundefizienzvirus

IFN-y Interferon-y

Ig Immunglobulin

1L-2 Interleukin 2

MHC ,major histocompatibility complex‘, Haupthistokompatibilitdtskomplex
min Minute

MIP-1a., macrophage inhibitory protein 1o

MIP-184, ¢ macrophage inhibitory protein 18

NIAID National Institute of Allergy and Infectious Diseases
NIH National Institutes of Health

oD Optische Dichte

p Protein

PCR polymerase chain reaction / Polymerase-Kettenreaktion
PBMC peripheral blood mononuclear cells / periphere mononukleédre Blutzel
RNA Ribonukleinsiure

rpm Umdrehungen pro Minute

RT Reverse Transkriptase

SAIDS simian acquired immunodeficiency syndrome / simianes AIDS
sec Sekunden

SIV Simianes Immundefizienzvirus

SU ,surface‘, Oberflachen

TCR T-Zell Antigenrezeptor

™ Transmembranprotein

U Units




8.2 Plasmidkarten

Bgl 1 (11196)

Hind 111 (2)

EcoR1(10323)
LTR - gag
nef \ 28 ‘BamH 1(1892)
& RT-SHIV
2 ‘ (aus pBRmac239)
revz2 | s 12772 bp
“pol
Clal(8116)
7 ey
Nhe | (8784) —
AR\
Hind 1 (6865) /| ||
F \‘\ A\
tat f 1t vpx
/‘ ‘\ |
.. ! | Hind 111 (6282)
(aus Uberla et al., 1995) Sphl(edes) |
vpr
Bam HI
Hind 111 Pst1
BGH pA

CMV
e/p/i

CMV e/pli = CMV enhancer/promotor/intron region
BGHpA = Bovine groth hormone polyadenylation signal
Amp = B-lactamase Gen

ColE1 = Origin der Plasmid Replikation

(aus Hanke et al., 1998)

Amp

ColEIl




201

261
lac promater region: bases 2-216

CAP binding site: bases 95-132
RNA polymerase binding site: bases 133-178 "
Lac repressor binding site: bases 179-199
Start of transcription: base 179
M13 Reverse priming site: bases 205-221
LacZu-ccdB gene fusion: bases 217-810
LacZa portion of fusion: bases 217-497
ccdB portion of fusion: bases 508-810
T3 priming site: bases 243-262
TOPQO® Cloning site: bases 294-295
T7 priming site: bases 328-347
W13 Forward (-20) priming site: bases 355-370
Kanamycin promater: bases 1021-1070
Kanamycin resistance gene: bases 1159-1953
Ampicillin {(bla) resistance gene: bases 2309-3061 (c)
Ampicillin (bla) promoter: bases 3062-3158 (c)
pUC origin: bases 3158-3832

(c) = complementary strand

LacZe initiation codon

M13 Reverse priming site | T3 priming site
|

[ | [
CACACRAGGAN ACAGCTATSA CCATGATTAC GCCRAAGCTCA GAATTAACCC TCACTRAAAGS
GTGTGTCCTT TGTCGATACT GGTACTRATG CGGTTCGAGT CTTRATTGGG AGTGATTTOC

Spe | Pst | Pmal EcoR| EcoR | Mot |
— & :

= I | | I
GACTAGTCCT GCAGGTTTAA ACGAATTCGC COTTEIENEE 2 ACCaC GAATTCOGCES
CTGATCAGGE COTCCABATT TGCTTARGCE CCAAMMELLTESNTTCOCOR CTTAAGCACC

T7 priming site M13 Forward (-20) priming site

COGCTAAATT CAATTOdCCC TATASTGACT CGTATTACAA TTCACTGECC GTOGTTTTAC
GSCGATTTAA GTTAAGCGGG ATATCACTCA GCATAATGTT AACTGACOSGE CASCARAATG

lac promoter/operator region: bases 95-216
M13 Reverse priming site: bases 205-221
LacZ-alpha OEF: bases 217-576
SP6 promoter priming site: bases 239-256
Multiple Cloning Site: bases 269-399
TOPO®-Cloning site: bases 336-337
T7 promoter priming site: bases 406-425
M13 (-20) Forward priming site: bases 433-448
Fusion joint: bases 577-585
ccdB lethal gene ORF: bases 586-888
kan gene: bases 1099-2031

kan promoter: bases 1099-1236

Kanamycin resistance gene ORF: bases 1237-2031

Zeocin resistance ORF: bases 2238-2612
pUC crigin: bases 2724-3397

M13 Reverse priming site SPE promoter/priming site |
201 CACHCAGGARA ACAGCTATGA (CATGATTAC GCCAAGCTAT TTAGGTGACA CTATA#TA
GTEMITCCTT TETCGATACT GGTACTAATG CGGETTCGHTA ARATCCACTGT GATATOTTAT
Nsil Hind Il AspT181 Kpn| EcM36|1Sac | BamH | Spel

| | | | [ |
CTCAAGCTAT GCATCAAGCT TGGTACCGAG CTCGGATCCA CTAGTAACGG CCGCCAGTGT

GAGTTCGATA CGTAGTTOGA ACCATGGCTC GAGCCTAGGT GATCATTGCC GGCGGTCACA
EcoR | EcoR | Pstl Er_\lzRV

GCTGGAATTC GCCCTT BAGGGCGAATTCT GCAGATA

CGACCTTAAG CGGGRA Blunt PCR Product TTCCOGCTTRAAGA CGTCTAT

Mot | Xha |

Neil Xba | Drall -‘\cia ! T7 promater/priming site

TCCATCACAC TGGCGGCOGC TCGAGCATGC ATCTAGAGIGG CCCRATTC CCTATAGTGA
AGGTAGTGTG ACCGCCGGCG AGCTCGTACG TAGATCTCCC GEGTTAAG GGATATCACT
M13 Forward (-20) priming site

GTCSTATTAC AATTCAHCTSGS CCOGTCGTTTT ACRACSTCGT GACTGGGAAR ACCCTGGCGT 476
CAGCATANTG TTAARGTGACC GGCAGCAAAA TOTTGCAGCA CTGACCCTTT TGGGACCGCA

pCR"-Blunt II-
TOPO®

3519 bp
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CMV promoter: bases 1-596

Putative transcriptional start: bases 620-625
T7 promoter/priming site: bases 638-657
Multiple cloning site: bases 670-761

TA Cloning® site: bases 697-698

BGH reverse priming site: bases 773-791
BGH palyadenylation site: bases 772-986
pUC origin: bases 1076-1749

SV40 promoter and origin: bases 3492-3154 (complement)
Neomycin/kanamycin resistance gene (ORF): bases 3118-2331 (complement)
Thymidine kinase polyadenylation site: bases 2156-1886 (complement)
Ampicillin resistance gene (ORF): bases 4431-3571 (complement)

f1 origin: bases 4562-5018

*There is more than one Pme | site in the polylinker.

T7 promoter/priming site + hhe | P”i?e " H"'F i
638 ‘TARTF-;CGACT cac‘rm‘ncca ACRCCCBAGC TGECTACCGT TTAARCTTAA
ATTATGECTGA GTIATATCTO TCTGEEGETTCGE ACCIATCGECA AATTTGAATT

EccR | Pst| EcoRV Bstx | Ncltl

| |
688 GCTTGERGTT PCR Product ARG CCGE ARTTCTGCARG ATATCCAGCA CAGTGEGECGEC
CGARRCTTCAEY TTCGEGEE TTRAAGACGETC TATAGGETCET GTCACCGICGE
Aol Xbal Apal  Pmel® BGH reverse priming site

734 CGCTCGEAGTC TAGAGGGCCC GTTTAAACCC GUTEATCAGC CTCGACTGETE CCTTCTA
GOGRGCTCAG ATCTCCOGGE CAARTTTGEG CGACTAGTE GAGSCTGACAC GGRAGAT)

AN /

Comments for pcDNA3:
5446 nucleotides

CMY promoter: bases 209-863

T7 promaoter: bases 864-882
Folylinker: bases 859-994

Sp6 promoter: bases 999-1016
BGH poly Az bases 1018-1249
SV40 promoter: bases 1780-2115
SV40 origin of replication: bases 1984-2069
Meomycin ORF: bases 2151-2945
SVAD poly A bases 3000-3372
ColE1 origin: bases 3632-4305
Ampicillin ORF: bases 4450-5310

Pvul

* There is an ATG upstream A-150228

of the Xba | site.
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