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dNTP Desoxyribonucleotid- OMIM online mendelian
triphosphat inheritance in men
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EDTA Ethylendiamintetraessigsdure OD¢q optische Dichte bei 600 nm
FCS fetales Kélberserum RNA Ribonucleinsdure
g Gramm RNAse Ribonuclease
GAPDH Glyceraldehyd-3-Phosphat RT Raumtemperatur
Dehydrogenase s Sekunde
h Stunde S. Seite
HEPES 4-(2-Hydroxyethyl-)piperazin- SSC “Standard Saline Citrate”
1-ethansulfonsdure SDS Natriumdodecylsulfat
kb Kilobasenpaare Tris Tris-(hydroxymethyl-)
kDa Kilodalton aminomethan
1 Liter tRNA Transfer Ribonucleinsdure
LiAc Lithiumacetat i. N. iiber Nacht
M Molar v Volt
min Minute X-Gal 5-Brom-4-Chlor-3-Inolyl-D-
ul Mikroliter Galaktopyranosid
ml Milliliter
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