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The physicist Leo Szilard once announced to 

his friend Hans Bethe that he was thinking on 

keeping a diary. "I don’t intend to publish, I am 

merely going to record the facts for the infor-

mation of God." "Don’t you think God knows 

the facts?" Bethe asked. "Yes", said Szilard, 

"He knows the facts, but He does not know this 

version of the facts!" 

 

▬▬▬▬▬ 

 

At any rate, I am convinced that He [God] does 

not play dice. 

(Albert Einstein, in a letter to Max Born, 1926) 

 

Not only does God play dice, but (...) he some-

times throws them where they cannot be seen. 

(Stephen Hawking) 
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