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GenBank, http://www.ncbi.nlm.nih.gov/Genbank/  

BLAST, http://www.ncbi.nlm.nih.gov/BLAST/  

ClustalW, http://searchlauncher.bcm.tmc.edu/multi-align/multi-align.html 

Mouse Genome Informatics (MGI), http://www.informatics.jax.org/ 

NIX, http://www.hgmp.mrc.ac.uk/Registered/Webapp/nix/ 

OMIM, http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=OMIM 

UCSC Genome Browser Gateway, http://genome.ucsc.edu/cgi-bin/hgGateway/ 

Whitehead Institute YAC and RH map, http://www.broad.mit.edu/cgi-bin/contig/phys_map 
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