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9 ANHANG 

9.1 Abkürzungsverzeichnis 
 

Abl   abelson murine leukemia virus 
ALL   acute lymphoblastic leukemia 
APC   adenomatosis polyposis coli 
APS   Ammoniumpersulfat 
AS   Aminosäure 
BCL9   involving in B-cell non-Hodgkin`s lymphomas 
Bcr   breakpoint cluster region 
Brg1   brahma-related gene 1 
BSA   bovine serum albumin 
bp   base paires 
CBP   CREB-binding protein 
CNK   connector enhancer of Ksr 
CKIα/ε   Casein kinase Iα/ε 
C. elegans  Caenorhabditis elegans 

CLS   cell lysis solubilizing 
CML   chronic myelogenous leukemia 
CoIP   co-immunoprecipitation 
CtBP   C-terminal binding protein 
DH   dbl homology domain 
BAI   angiogenesis inhibitor 
Bcr   breakpoint cluster region 
C-Terminus  carboxyterminus 
Dbl   diffuse B-cell lymphoma protein 
DES   DNA elution solution 
D. melanogaster Drosophila melanogaster 

DNA   desoxyribonucleic acid 
DH   dbl homology domain 
dNTP   deoxyribonucleotide triphosphate 
Dsh   dishevelled 
E. coli   Escherichia coli 

Eph   erythropoietin-producing hepatocarcinoma 
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ErbB2   human homologe to erythroblastose-virus 

Erbin   ErbB2 receptor-interacting protein 
EDTA   Ethylendiamineteraacetic acid 
Ephrin   EPH-related receptor tyrosine kinase 
EPH   tyrosine-protein kinase receptor EPH…….. 
FAP familial adenomatous polyposis 
FCS   fetal calf serum 
FITC   Fluorescein isothiocyanat 
GAP   GTPase activation protein function 
GABA   gamma-aminobutyric acid 
-GLGF-  - Glycin, Leucin, Glycin, Phenylalanin - 
GSK3-beta  glycogen synthase kinase 3 beta 
HA   hemagglutinin 
HCT116  human colon tumor cell line 116 
hDlg   human discs-large 
HEK293/293T  human embryonic kidney cells 293/293T 
HER2   human EGF receptor 
HBP1   HMG-box repressor 
HMG   high mobility group 
HPV   human papilloma virus 
HTLV   human T cell leukemia virus 
HTLV1-Tax  human T cell leukemia virus tax1 
Jab1   Jun activation domain binding protein 
JAMM   Jab1/MPN domain metalloenzyme 
kb   kilobase 
kD   kilo Dalton 
Kv4.1/4.2  voltage-gated potassium channel 4.1/4.2 
LA-Mutante  Leuzin nach Alanin-Mutante 
LAP-Proteine  LRR and PDZ proteine 
Lef   lymphoid enhancer binding factor 
LET   homologous of the EGFR in C.elegans 
LRP   lipoprotein receptor-related protein 
LRR   leucine rich repeats 
M   molare concentration 
MAGE   melanoma associated antigen 
MAPK   mitogen-activated protein kinase 
MCS   multiple cloning site 
MMP   matrix metalloproteinase 
MMTV   mouse mammary tumour virus 
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MPN   Mpr1, Pad1 N-terminal 
Mpr 1   proteasome regulatory subunit RPN1 
c-Myc   oncogene of the MC29 avian myelocytomatosis virus 
N-Terminus  aminoterminus 
NMDA   N-methyl-D-aspartate 
nNOS   neuronal nitric oxide synthase 
NOD/scid non-obese diabetic /skin xenograft core utilize combined severe 

immunodeficient 
NP-40   Nonidet P40 
Pad1   phenylarylic acid decarboxylase  ??? 
PBS   phophate buffered saline 
PDZ   PSD-95/DLG/ZO-1 
PH   pleckstrin homology domain 
Pmel   melanocyte protein 
PPS   protein precipitating solution 
PSD-95   postsynaptic density protein 95 
Rel   human homologous to reticuloendotheliosis viral oncogen 
RT   Raumtemperatur 
RTK   Rezeptortyrosinkinase 
Ryk   related to receptor tyrosine kinase 
SAP97   synapse associated protein 97 
SDS   sodium dodecyl sulfat 
SEW-M  salt/ethanol wash solution 
siRNA   silencing ribonucleinacid 
TEMED  N,N,N,N`-Tetramethylethylendiamin 
Tcf   T cell factor 
TRE   Tcf response element 
beta-TrCP  beta-transducin repeat-containing protein 
TLE   transducin-like enhancer 
Tris   Tris(hydroxymethyl-)aminoethan 
TRITC   Tetramethyl Rhodamin Isothiocyanat 
VA-Mutante  Valin nach Alanin Mutante 
Wnt   wingless (drosophila), INT (mouse) 
wt   wildtyp 
X. laevis  Xenopus laevis 

Ψ   hydrophobe Aminosäure 
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