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[98] Löffler, G. and P. E. Petrides. 1997. Biochemie und Pathobiochemie.
Springer-Verlag

[99] Matsuzono, Y., N. Kinoshita, S. Tamura, N. Shimozawa,
M. Hamasaki, K. Ghaedi, R. J. Wanders, Y. Suzuki, N. Kondo
and Y. Fujiki. 1999. Human PEX19: cDNA cloning by functional com-
plementation, mutation analysis in a patient with Zellweger syndrome, and
potential role in peroxisomal membrane assembly. Proc Natl Acad Sci U S
A 96:2116-21.

[100] Mizushima, N., T. Noda, T. Yoshimoti, Y. Tanaka, T. Ishii,
M. D. Goerge, D. J. Klionsky and Y. Ohsumi. 1998. A protein
conjugation system essential for autophagy. Nature 395:395-398.

[101] Mullen, R. T., C. S. Lisenbee, J. A. Miernyk and R. N. Trelease.
1999. Peroxisomal membrane ascorbate peroxidase is sorted to a membra-
nous network that resembles a subdomain of the endoplasmic reticulum.
Plant Cell 11:2167-85.

[102] Mullen, R. T. and R. N. Trelease. 2000. The sorting signals for per-
oxisomal membrane-bound ascorbate peroxidase are within its C-terminal
tail. J Biol Chem 275:16337-44.

[103] Muntau, A. C., A. A. Roscher, W. H. Kunau and G. Dodt.
2003. The interaction between human PEX3 and PEX19 characterized by
fluorescence resonance energy transfer (FRET) analysis. Eur J Cell Biol
82:333-342.

[104] Müller, W. H., T. P. van der Krift, A. J. J. Krouwer, H.
A. B. Wosten and L. H. M. van der Voort. 1991. Localization of
the pathway of the penicillin biosynthesis in Penicillium chrysogenum. The
EMBO Journal 10:489-496.

[105] Nice, D. C., T. K. Sato, P. E. Stromhaug, S. D. Emr and
D. J. Klionsky. 2002. Cooperative Binding of the Cytoplasm to Vacuole
Targeting Pathway Proteins, Cvt13 and Cvt20, to Phosphatidylinositol 3-
Phosphate at the Pre-autophagosomal Structure Is Required for Selective
Autophagy. J Biol Chem 277:30198-30207.

[106] Niedenthal, R. K., L. Riles, M. Johnston and J. H. Hegemann.
1996. Green Fluorescent Protein as a Marker for Gene Expression and Sub-
cellular Localization in Budding Yeast. Yeast 12:773-786.

[107] Noda, T., K. Suzuki and Y. Ohsumi. 2002. Yeast autophagosomes:
de novo formation of a membrane structure. Trends Cell Biol 12:231-5.

134 Dissertation



LITERATURVERZEICHNIS

[108] Ohsumi, Y. 2001. Molecular dissection of autophagy: two ubiquitin-like
systems. Nat Rev Mol Cell Biol 2:211-6.

[109] Olesen, K. 2004. pDRAW32 1.1.81. Acaclone Software
medlem.spray.se/acaclone/start.htm

[110] Otera, H., T. Harano, M. Honsho, K. Ghaedi, S. Mukai,
A. Tanaka, A. Kawai, N. Shimizu and Y. Fujiki. 2000. The mam-
malian peroxin Pex5pL, the longer isoform of the mobile peroxisome target-
ing signal (PTS) type 1 transporter, translocates the Pex7p PTS2 protein
complex into peroxisomes via its initial docking site, Pex14p. J Biol Chem
275:21703-14.

[111] Otzen, M., U. Perband, D. Wang, R. J. Baerends, W.-H. Ku-
nau, M. Veenhuis and I. J. Van der Klei. 2004. Hansenula poly-
morpha Pex19p is essential for the formation of functional peroxisomal
membranes. J Biol Chem 279:19181-90.

[112] Palmieri, L., H. Rottensteiner, W. Girzalsky, P. Scarcia,
F. Palmieri and R. Erdmann. 2001. Identification and functional re-
constitution of the yeast peroxisomal adenine nucleotide transporter. Embo
J 20:5049-59.

[113] Passreiter, M., M. Anton, D. Lay, R. Frank, C. Harter,
F. T. Wieland, K. Gorgas and W. W. Just. 1998. Peroxisome
biogenesis: involvement of ARF and coatomer. J Cell Biol 141:373-383.

[114] Pemberton, L. F., R. J. S and G. Blobel. 1999. Nuclear import of
the TATA-binding protein: mediation by the karyopherin Kap114p and a
possible mechanism for intranuclear targeting. J Cell Biol 145:1407-17.

[115] Perband, U. Das peroxisomale Membranprotein Pex3p aus der Hefe Sac-
charomyces cerevisiae : Analyse des peroxisomalen Sortierungssignals und
Identifikation von Bindungspartnern. Ruhr Universität Bochum 2002.

[116] Platta, H., W. Girzalsky and R. Erdmann. 2004. Ubiquitination of
the peroxisomal import receptor Pex5p. Biochem J :.

[117] Prinz, W. A., L. Grzyb, M. Veenhuis, J. A. Kahana, P. A. Sil-
ver and T. A. Rapoport. 2000. Mutans Affecting the Structure of the
Cortical Endoplasmatic Reticulum in Saccharomyces cerevisiae. J Cell Biol
150:461-474.

[118] Purdue, P. E. and P. B. Lazarow. 2001. Pex18p Is Constitutively
Degraded during Peroxisome Biogenesis. J Biol Chem 276:47684-47689.

Dipl. Biochem. Ines Heiland 135



LITERATURVERZEICHNIS

[119] Rehling, P., A. Skaletz-Rorowski, W. Girzalsky, T. Voorn-
Brouwer, M. M. Franse, B. Distel, M. Veenhuis, W. H. Kunau
and R. Erdmann. 2000. Pex8p, an intraperoxisomal peroxin of Saccha-
romyces cerevisiae required for protein transport into peroxisomes binds
the PTS1 receptor pex5p. J Biol Chem 275:3593-602.

[120] Rehling, P., M. Marzioch, F. Niesen, E. Wittke, M. Veenhuis
and W. H. Kunau. 1996a. The import receptor for the peroxisomal
targeting signal 2 (PTS2) in Saccharomyces cerevisiae is encoded by the
PAS7 gene. EMBO J 15:2901-2913.

[121] Rhodin, J. 1954. Correlation of ultrastructural organizaton and function
in normal and experimentally changed peroxisomal convoluted tubule cells
of the mouse kidney. Stockholm University, Aktiebolaget Godvil, Stock-
holm, Sweden :.

[122] Rockmill, B., J. A. Engebrecht, H. Scherthan, J. Loidl and
G. S. Roeder. 1995. The yeast MER2 gene is required for chromosome
synapsis and the initiation of meiotic recombination. Genetics 141:49-59.

[123] Rothman, J. E. 1994. Mechanisms of intracellular protein transport. Na-
ture 372:55-63.

[124] Rottensteiner, H., A. Kramer, S. Lorenzen, K. Stein, C. Land-
graf, R. Volkmer-Engert and R. Erdmann. 2004. Peroxisomal Mem-
brane Proteins Contain Common Pex19p-binding Sites that Are an Integral
Part of Their Targeting Signals. Mol Biol Cel 15:3406-17.

[125] Rottensteiner, H., K. Stein, E. Sonnenhol and E. R. 2003. Con-
served function of pex11p and the novel pex25p and pex27p in peroxisome
biogenesis. Mol Biol Cell 14:.

[126] Sacksteder, K. A., J. M. Jones, S. T. South, X. Li, Y. Liu and
S. J. Gould. 2000. PEX19 binds multiple peroxisomal membrane proteins,
is predominantly cytoplasmic, and is required for peroxisome membrane
synthesis. J Cell Biol 148:931-44.

[127] Saidowsky, J., G. Dodt, K. Kirchberg, A. Wegner, W. Nas-
tainczyk, W. H. Kunau and W. Schliebs. 2001. The di-aromatic
pentapeptide repeats of the human peroxisome import receptor PEX5 are
separate high affinity binding sites for the peroxisomal membrane protein
PEX14. J Biol Chem 276:34524-9.

[128] Salomons, F. A., I. J. van der Klei, A. M. Kram, W. Harder
and M. Veenhuis. 1997. Brefeldin A interferes with peroxisomal protein
sorting in the yeast Hansenula polymorpha. FEBS Letters 411:133-139.

136 Dissertation



LITERATURVERZEICHNIS

[129] Schepers, L., M. Casteels, J. Vamecq, G. Parmentier, P.
P. V. Veldhoven and G. P. Mannaerts. 1988. β-oxidation of the
carboxyl side chain of prostaglandin E2 in rat liver peroxisomes and mito-
chondria. Journal of Biological Chemistry 263:2724-2731.

[130] Schliebs, W., J. Saidowsky, B. Agianian, G. Dodt, F. W. Her-
berg and W. H. Kunau. 1999. Recombinant human peroxisomal tar-
geting signal receptor PEX5 Structural basis for interaction of PEX5 with
PEX14. J Biol Chem 274:5666-73.

[131] Schliebs, W. and W. H. Kunau. 2004. Peroxisome membrane biogen-
esis: the stage is set. Curr Biol 14:R397-399.

[132] Schultis, J. K. 1995. LaTeX-Tips. Prentice Hall Verlag GmbH

[133] Scott, S. V., A. Hefner-Gravink, K. Morano, T. Noda, Y. Ohsu-
mi and D. J. Klionsky. 1996. Cytoplasm-to-vacuole targeting and au-
tophagy employ the same machinery to deliver proteins to the yeast vacuole.
Proc Natl Acad Sci USA 93:12304-12308.

[134] Shibata, H., Y. Kashiwayama, T. Imanaka and H. Kato. 2004.
Domain architecture and activity of human Pex19p, a chaperone-like pro-
tein for intracellular trafficking of peroxisomal membrane proteins. J Biol
Chem :.

[135] Sichting, M., A. Schell-Steven, H. Prokisch, R. Erdmann and
H. Rottensteiner. 2003. Pex7p and Pex20p of Neurospora crassa Function
Together in PTS2-dependent Protein Import into Peroxisomes. Mol Biol
Cell 14:810-821.

[136] Singer, M. S., A. Kahana, A. J. Wolf, L. L. Meisinger, S. E. Pe-
terson, C. Goggin, M. Mahowald and D. E. Gottschling.
1998. Identification of high-copy disruptors of telomeric silencing in Sac-
charomyces cerevisiae. Genetics 150:613-632.

[137] Smith, J. J., M. Marelli, R. H. Christmas, F. J. Vizea-
coumar, D. J. Dilworth, T. Ideker, T. Galitski, K. Dimitrov,
R. A. Rachubinski and J. D. Aitchison. 2002. Transcriptome profiling
to identify genes involved in peroxisome assembly and function. J Cell Biol
158:259-71.

[138] Snyder, W. B., A. Koller, A. J. Choy and S. Subramani. 2000.
The peroxin Pex19p interacts with multiple, integral membrane proteins at
the peroxisomal membrane. J Cell Biol 149:1171-8.

Dipl. Biochem. Ines Heiland 137



LITERATURVERZEICHNIS

[139] Snyder, W. B., K. N. Faber, T. J. Wenzel, A. Koller,
G. H. Luers, L. Rangell, G. A. Keller and S. Subramani. 1999.
Pex19p interacts with Pex3p and Pex10p and is essential for peroxisome
biogenesis in Pichia pastoris. Mol Biol Cell 10:1745-61.

[140] Soukupova, M., C. Sprenger, K. Gorgas, W. H. Kunau and
G. Dodt. 1999. Identification and characterization of the human peroxin
PEX3. Eur J Cell Biol 78:357-74.

[141] South, S. T., E. Baumgart and S. J. Gould. 2001. Inactivation of the
endoplasmic reticulum protein translocation factor, Sec61p, or its homolog,
Ssh1p, does not affect peroxisome biogenesis. Proc Natl Acad Sci U S A
98:12027-31.

[142] South, S. T., K. A. Sacksteder, L. Xiaoling, L. Yifei and
S. J. Gould. 2000. Inhibitors of COPI and COPII Do Not Block PEX3-
mediated Peroxismome Synthesis. J Cell Biol 149:1345-1359.

[143] South, S. T. and S. Gould. 1999. Peroxisome Synthesis in the Absence
of Preexisting Peroxisomes. J Cell Biol 144:255-266.

[144] Steel, G. J., J. Brownsword and C. J. Stirling. 2002. Tail-anchored
Protein Insertion into Yeast ER Requires a Novel Posttranslational Mecha-
nism wich is Independent of the SEC Machinery. Biochemistry 41:11914-20.

[145] Stein, K., A. Schell-Steven, R. Erdmann and H. Rottenstein-
er. 2002. Interactions of Pex7p and Pex18p/Pex21p with the Peroxisomal
Docking Machinery: Implications for the First Steps in PTS2 Protein Im-
port. Mol Cell Biol 22:6056-69.

[146] Stromhaug, P. E. and K. D. J. 2001. Approaching the molecular
mechanism of autophagy. Traffic 2:524-532.

[147] Subramani, S., A. Koller and W. B. Snyder. 2000. Import of per-
oxisomal matrix and membrane proteins. Annu Rev Biochem 69:399-418.

[148] Subramani, S. 1998. Components involved in peroxisome import, biogen-
esis, proliferation, turnover, and movement. Physiol Rev 78:171-188.

[149] Sugihara, T., S. C. Kaul, J. Kato, R. R. Reddel, H. Nomura
and R. Wadhwa. 2001. Pex19p dampens the p19ARF-p53-p21WAF1
tumor suppressor pathway. J Biol Chem 276:18649-52.

[150] Suzuki, K., T. Kirisako, Y. Kamada, N. Mizushima, T. Noda
and Y. Ohsumi. 2001. The pre-autophagosomal structure organized by
concerted functions of APG genes is essential for autophagosome formation.
Embo J 20:5971-81.

138 Dissertation



LITERATURVERZEICHNIS

[151] Tabak, H, F., L. Murk, J, I. Braakman and J. Geuze, H. 2003.
Peroxisomes start their life in the endoplasmic reticulum. Traffic 4:512-8.

[152] Thumm, M., R. Egner, B. Koch, M. Schlumpberger, M. Straub,
M. Veenhuis and D. H. Wolf. 1994. Isolation of autophagocytosis
mutants of Saccharomyces cerevisiae. FEBS Lett 349:275-80.

[153] Titorenko, V. I. and R. A. Rachubinski. 1998. Mutants of the Yeast
Yarowia lipolytica Defective in Protein Exit from the Endoplasmatic Retic-
ulum Are Also Defective in Peroxisome Biogenesis. Mol Cell Biol 18:2789-
2803.

[154] Tsukada M, O. Y. 1993. Isolation and characterization of autophagy-
defective mutants of Saccharomyces cerevisiae. FEBS Lett 333:.

[155] Urbanowski, J. L. and R. C. Piper. 1999. The iron transporter Fth1p
forms a complex with the Fet5 iron oxidase and resides on the vacuolar
membrane. J Biol Chem 274:38061-70.

[156] Urquhart, A. J., D. Kennedy, S. J. Gould and D. I. Crane.
2000. Interaction of Pex5p, the type 1 peroxisome targeting signal receptor,
with the peroxisomal membrane proteins Pex14p and Pex13p. J Biol Chem
275:4127-36.

[157] Vizeacoumar, F, J., C. Torres-Guzman, J, D. Bouard, D. Aitchi-
son, J and A. Rachubinski, R. 2004. Pex30p, Pex31p, and Pex32p form
a family of peroxisomal integral membrane proteins regulating peroxisome
size and number in Saccharomyces cerevisiae. Mol Biol Cell 15:665-677.

[158] Voorn-Brouwer, T., A. Kragt, H. F. Tabak and B. Distel. 2001.
Peroxisomal membrane proteins are properly targeted to peroxisomes in
the absence of COPI- and COPII-mediated vesicular transport. J Cell Sci
114:2199-204.

[159] Wadhwa, R., T. Sugihara, M. K. Hasan, K. Taira, R. R. Reddel
and S. C. Kaul. 2002. A major functional difference between the mouse
and human ARF tumor suppressor proteins. J Biol Chem 277:36665-70.

[160] Wendlan, B., S. D. Emr and H. Riezman. 1998. Protein traffic in
the yeast endocytic and vacuolar protein sorting pathways. Curr Opin Cell
Biol 10:513-522.

[161] Westermann, B. and W. Neupert. 2000. Mitochondria-targeted green
fluorescent proteins: convenient tools for the study of organelle biogenesis
in Saccharomyces cerevisiae. Yeast 16:1421-1427.

Dipl. Biochem. Ines Heiland 139



LITERATURVERZEICHNIS

[162] Williams, T. and C. Kelley. 2001. Gnuplot 4th Berkeley Distribution.
www.gnuplot.info

[163] Yaffe, M. P. and G. Schatz. 1984. Two nuclear mutations that block
mitochondrial protein import in yeast. Proc Natl Acad Sci USA 81:4819-
4823.

[164] Yeh, E. T. H., L. Gong and T. Kamitani. 2000. Ubiquitin-like
proteins: new wines in new bottles. Gene 248:1-14.

[165] Zerial, M. 1998. Membranes and Sorting. Curr Opin Cell Biol 10:475-476.

140 Dissertation


