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Summary 

The present study investigated the effect of a preceding, short cold treatment (4 °C, 24 h) 

on the resistance of Arabidopsis thaliana against hemibiotrophic Pseudomonas syringae 

pv. tomato (Pst) and necrotrophic Botrytis cinerea. For this aim, two different experi-

mental cold setups were compared. In the first setup (cold pre-treatment; CT), the patho-

gen infection occurred directly after the cold treatment. The second experimental setup 

(cold priming; CP) included a memory phase between the cold treatment and the infec-

tion, whereby the impact of a priming memory on the resistance against pathogens was 

investigated. Arabidopsis benefited from the cold treatment and exhibited significantly 

increased resistance against Pst and B. cinerea. For plant defense against Pst, cold priming 

and cold pre-treatment led to increased resistance, while against B. cinerea only cold pre-

treatment resulted in transient resistance increase. 

To identify the immune signaling pathways responsible for the increased resistance, tran-

script analyses and pathogen growth experiments were conducted with Arabidopsis (Ac-

cession: Col-0) and selected mutant lines. The experiments demonstrated that cold prim-

ing-mediated resistance in Arabidopsis against virulent Pst is independent of the plant 

immune regulator Enhanced Disease Susceptibility 1 (EDS1) and does not alter transcript 

levels of pathogen-triggered Pathogenesis-related 1 (PR1), Isochorismate Synthase 1 

(ICS1), FLG22-induced receptor-like Kinase 1 (FRK1), and NDR1/HIN1-like 10 (NHL10). 

These results, but also the observation that cold priming does not confer resistance 

against avirulent Pst avrRPS4 and Pst avrRPM1, indicated that cold-mediated resistance 

against Pst is mainly independent from effector-triggered immunity (ETI), hypersensitive 

response (HR), PAMPs-triggered immunity (PTI) and salicylic acid (SA) signaling. 

Cold pretreatment-mediated resistance against B. cinerea was also without cold signa-

tures on the transcript levels of Pathogenesis-related 1 (PR1), Pathogenesis-related 4 

(PR4), Plant Defensin 1.2a (PDF1.2a) and Phytoalexin Deficient 3 (PAD3). This suggested 

that cold exposure-mediated resistance against B. cinerea is independent of SA signaling, 

jasmonic acid (JA) signaling, and camalexin biosynthesis. Increased accumulation of reac-

tive oxygen species (ROS) was observed in Arabidopsis leaves after the cold pre-treat-

ment and subsequent B. cinerea infection indicating a central function of ROS in the cross-

talk between the prior cold and pathogen infection. Besides other functions, ROS contrib-

ute to lignin and callose formation. Enhanced callose formation and lignification could be 

detected immediately after the cold exposure. In contrast, B. cinerea did not alter plant 
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lignin amounts and pathogen-triggered callose deposition was not further affected by 

prior cold treatment.  

We extended our analyses by investigating the impact of cold-pre-treatments on the es-

tablishment of systemic aquired resistance (SAR). The induction of SAR in cold-pretreated 

plants was successful, but the prior cold treatments did not provide additional benefits 

for SAR against Pst. Interestingly, a syringe infiltration with the mock solution instead of 

the SAR-triggering primary Pst inoculation enhanced the susceptibility of Arabidopsis af-

ter a cold pre-treatment against Pst.  

The most pivotal finding of this work demonstrated that the chloroplast-localized ROS-

scavenging enzymes stromal ascorbate peroxidase (sAPX) and thylakoid ascorbate perox-

idase (tAPX) are essential for the wildtype-like enhanced resistance against Pst and B. ci-

nerea after prior cold treatments. CP-mediated resistance was also confirmed in the im-

munocompromised null mutant enhanced disease susceptibility 1 (eds1-2) crossed with 

stroma ascorbate peroxidase knockout (eds1 sapx). This work, furthermore, showed that 

sAPX is essential for cold-induced callose formation and dispensable for pathogen-in-

duced callose. Finally, sapx, but not thylakoid ascorbate peroxidase knockout (tapx), 

showed a different ROS generation pattern, with significantly more ROS being generated 

than in cold-treated sapx or compared to wildtype plants without cold pre-treatment. 

These results highlight the relevance of the chloroplast antioxidant system in cold sensing 

and its impact on the plant immune system. 
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Zusammenfassung 

In der vorliegenden Studie wurde die Auswirkung einer vorangehenden, kurzen Kältebe-

handlung (4 °C, 24 h) auf die Resistenz von Arabidopsis thaliana gegenüber zwei unter-

schiedlichen Pathogenen untersucht: dem hemibiotrophen Bakterium Pseudomonas sy-

ringae pv. tomato (Pst) und dem nekrotrophen Pilz Botrytis cinerea. Für die Kältebehand-

lungen wurden zwei verschiedene Versuchsanordnungen verglichen. Zum einen, eine An-

ordnung, bei der die Infektion direkt nach der Kältebehandlung erfolgte (Kältevorbehand-

lung; CT). Zum anderen ein Versuchsaufbau, der eine stressfreie Memoryphase zwischen 

Kältebehandlung und der Infektion beinhaltete und es ermöglichte die Auswirkung von 

Kältepriming auf die Resistenz gegen Krankheitserreger zu untersuchen (Kältepriming; 

CP). Bei der Abwehr beider Pathogene profitierte Arabidopsis von der Kältebehandlung 

und zeigte eine signifikant erhöhte Resistenz. Kältevorbehandlung und Kältepriming 

führten bei der Interaktion mit Pst zu einer erhöhten Resistenz, während bei der Infektion 

mit B. cinerea nur eine vorangehende Kältebehandlung zu einer transient erhöhten Resis-

tenz führte. 

Um für die durch Kälte erhöhte Resistenz verantwortliche Immunsignalwege zu identifi-

zieren, wurden Transkriptionsanalysen und Pathogenwachstumsexperimente mit Ara-

bidopsis (Accession: Col-0) und genetischen Vergleichslinien durchgeführt. Die Experi-

mente zeigten, dass die durch Kältepriming vermittelte Resistenz von Arabidopsis gegen 

Pst unabhängig von dem Abwehrregulator Enhanced Disease Susceptibility 1 (EDS1) ist 

und ebenso nicht mit veränderten Transkriptspiegeln von Pathogenesis-related 1 (PR1), 

Isochorismate Synthase 1 (ICS1), FLG22-induced receptor-like Kinase 1 (FRK1) und 

NDR1/HIN1-like 10 (NHL10) korreliert. Diese Ergebnisse deuten an, dass die kältevermit-

telte Resistenz gegen Pst unabhängig von klassischen Abwehrsignalen (Effektor ausge-

löste Immunität (ETI), Hypersensitive Antwort (HR), PAMPs ausgelöste Immunität (PTI) 

und Salicylsäure (SA) Signaling) ist. Dies wurde durch die Beobachtung unterstützt, dass 

Kältepriming bei der Abwehr gegen avirulente Pst avrRPS4 und Pst avrRPM1 keine zusätz-

lichen Resistenzvorteile bietet.  

Die durch Kältevorbehandlung vermittelte Resistenz gegenüber B. cinerea ging nicht mit 

Änderungen auf Transkriptspiegelebene von bekannten Abwehrsignalgenen wie Patho-

genesis-related 1 (PR1), Pathogenesis-related 4 (PR4), Plant Defensin 1.2a (PDF1.2a) und 

Phytoalexin Deficient 3 (PAD3) einher. Dies deutet darauf hin, dass die durch Kälteeinwir-

kung vermittelte Resistenz gegen B. cinerea unabhängig von SA Signaling, Jasmonsäure 
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(JA) Signaling und der Camalexin-Biosynthese ist. Allerdings wurde in Arabidopsis-Blät-

tern nach der Kältevorbehandlung und der anschließenden B. cinerea-Infektion eine er-

höhte Akkumulation reaktiver Sauerstoffspezies (ROS) beobachtet, was auf eine zentrale 

Funktion von ROS bei der Wechselwirkung zwischen einer vorherigen Kältebehandlung 

und Pathogeninfektion hindeutet. Neben anderen Funktionen tragen ROS zur Bildung von 

Lignin und Callose bei. Eine verstärkte Callosebildung und Lignifizierung konnte unmit-

telbar nach der Kälteexposition festgestellt werden. Im Gegensatz dazu veränderte B. ci-

nerea die Ligninmenge der Pflanze nicht, und die durch den Erreger ausgelöste Callose-

bildung wurde durch eine vorherige Kältebehandlung nicht weiter beeinträchtigt.  

Desweiteren wurde untersucht, welchen Einfluss eine Kältevorbehandlung oder ein Käl-

tepriming auf die Induktion einer systemischen erworbenen Resistenz (SAR) hat. Die 

Etablierung von SAR in kältevorbehandelten Pflanzen war erfolgreich, wurde aber durch 

die vorangegangene Kälteexposition nicht weiter verstärkt. Interessanterweise,  erhöhte 

zudem eine Spritzeninfiltration mit der Mock-Lösung nach einer unmittelbaren Kältevor-

behandlung die systemische Anfälligkeit von Arabidopsis gegen Pst. 

Die zentralen Erkenntnisse dieser Arbeit zeigten, dass die in den Chloroplasten lokalisier-

ten, ROS abbauenden Enzyme stromale Ascorbatperoxidase (sAPX) und thylakoidäre As-

corbatperoxidase (tAPX) für die wildtypähnliche Ausprägung der Resistenz gegen Pst und 

B. cinerea nach vorheriger Kältebehandlung essentiell sind. Die CP vermittelte Resistenz 

wurde auch in der immungeschwächten eds1-2 Linie, welche mit der Knockoutlinie von 

sAPX (sapx) gekreuz wurde (eds1 sapx), nachgewiesen. Darüber hinaus zeigte diese Ar-

beit, dass sAPX für die kälteinduzierte Callose essentiell und für die pathogeninduzierte 

Callose dagegen entbehrlich ist. Schließlich zeigt sapx, aber nicht die thylakoidäre ascor-

batperoxidase Knockoutlinie tapx, ein anderes ROS-Bildungsmuster, wobei im Gegensatz 

zum Wildtyp ohne Kältebehandlung signifikant mehr ROS gebildet wurde als bei den käl-

tebehandelten Pflanzen. Diese Ergebnisse heben hervor, wie das chloroplastidäre antio-

xidative Schutzsystem eine zentrale Verbindungsstelle zwischen der Kältewahrnehmung 

im Chloroplasten und dem pflanzlichen Immunsystem darstellt.  
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1. Introduction 

1.1 What makes a microorganism a pathogen? 

Plants are exposed to many biotic interactors.  Their biological surface, for instance, pro-

vides an important habitat for microorganisms such as bacteria and fungi. Approximately 

4 x 108 km2 of the terrestrial earth surface are covered with foliage (phyllosphere) and 

about 1026 bacteria in total or 5.4 108 bacteria cm-2 leaf surface live in the phyllosphere 

(Remus-Emsermann et al., 2014; Leveau, 2006). Most microorganisms in the phyllo-

sphere are non-pathogenic and have a neutral or even beneficial impact on plant fitness 

(Vogel et al., 2016). Plant pathogens are the origin of diseases that cause global losses of 

20 – 30 % in major crops such as wheat, potato, rice and maize (Ristaino et al., 2021). To 

minimize crop losses due to diseases, a fundamental understanding of plant-pathogen in-

teractions is crucial. How plants differentiate between pathogenic and neutral or benefi-

cial microorganisms remains an open question (Vogel et al., 2016). Miebach et al. (2024) 

suggest a relationship between microbial population density and the induction of plant 

defense responses: higher microbial population densities induce immune response-re-

lated genes in plants, independent whether the microorganisms are described to be path-

ogenic or non-pathogenic. To study plant-pathogen interactions, model organisms have 

been established, with Arabidopsis thaliana is frequently used as a plant model host 

(Mauch-Mani & Slusarenko, 1993). The gram-negative, rod-shaped, and (hemi-)bio-

trophic bacterium Pseudomonas syringae pv. tomato (Pst) was established as a model 

pathogen for Arabidopsis (Katagiri et al., 2002). Most Arabidopsis accessions, including 

Col-0, are susceptible to infection with high doses of Pst and the plants develop symptoms 

such as chlorosis or leaf collapse. Pst enters plant tissues through natural openings such 

as stomata and propagate within the intercellular apoplast. However, most microorgan-

isms are unable to enter and propagate within the apoplast due to constitutive and in-

duced plant defense systems (Xin et al., 2018). In addition to bacterial toxins, Pst pos-

sesses a highly conserved Type III secretion system (T3SS) which enables the secretion of 

at least 29 different proteins into the plant cell. For instance, the Pst-secreted proteins 

AvrPtoB and HopN1 are particularly important in suppressing the plant's immune re-

sponse. HopM1 and AvrE induce an aqueous apoplast, which is essential for a proper de-

velopment of Pst in planta (Xin et al., 2018; Cunnac et al., 2011; Chang et al., 2005). Botrytis 

cinerea is another plant pathogen that is suitable as a model organism. It is one of the best-

studied necrotrophic fungal plant pathogens. Unlike Pst, which has a biotrophic phase, B. 



 

   14 

cinerea does not manipulate living plant cells but kills them to evade plant immune re-

sponse and obtain the plant's resources (van Kan et al., 2006). Additionally, B. cinerea can 

actively penetrate plant cells, allowing fungal growth beyond the apoplast. Hence, physi-

cal barriers, such as the plant cell wall, play a significant role in defending against patho-

gens like B. cinerea (Bi et al., 2023). 

 

1.2 Local pathogen perception in plants 

1.2.1 PAMPs-triggered immunity - first defense layer 

Plants can recognize pathogen-associated molecular patterns (PAMPs) via pattern recog-

nition receptors (PRRs). PRRs are usually anchored in the plasma membrane and induce 

PAMP-triggered immunity (PTI) after extracellular PAMP recognition (Bigeard et al., 

2015) (Fig. 1). One well-studied example of PAMP recognition is the pathogen derived 22 

amino acid epitope flg22 of flagellin. When flg22 binds to the PRR flagellin-sensitive 2 

(FLS2) receptor, it triggers the association of FLS2 with the co-receptor BRI1-associated 

receptor kinase (BAK1) leading to the activation of the plant's innate immune response 

(Chinchilla et al., 2006; Gómez-Gómez & Boller, 2000). In addition to flg22 other PAMPs, 

such as chitin or the elongation factor TU (EF-Tu), damage-associated molecular patterns 

(DAMPs) can also trigger PTI. DAMPs are plant degradation products like cutin monomers 

or cell wall damage products generated by pathogen-secreted enzymes (Bigeard et al., 

2015). While B. cinerea and many other necrotrophic pathogens are exclusively detected 

by PRRs and thus only PTI is relevant for disease suppression, the interaction of Pst with 

Arabidopsis comprises further elements of pathogen detection and immune activation 

(Mengiste, 2011).  
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Figure 1: Cold perception in chloroplasts and pathogen responses (grey box). Cold exposures repress the 
enzymatic Calvin-Benson cycle (sink) stronger than the photosynthetic light reactions (source). This imbal-
ance leads to enhanced generation of reactive oxygen species (ROS) in chloroplasts (Section 1.5). Excess 
excitation is transferred to O2 forming O2-, which rapidly reacts to H2O2 (Section 1.5). H2O2 accumulates in 
chloroplasts or migrates via aquaporins into the cytosol or other cell compartments and potentially also 
enters the apoplast (Section 1.5). The ROS scavenging enzymes sAPX and tAPX, amongst others, reduce H2O2 
into H2O in the plastids (Section 1.6). The overall changes in ROS levels have the potential to impact the 
plant immune response, which finally affects the resistance against invading pathogens: Plasmamembrane 
anchored receptors recognize conserved pathogen patterns that induce PAMP-triggered immunity (PTI) 
along with an apoplastically directed ROS burst by the respiratory burst oxidase homolog D (RBOHD) (Sec-
tion 1.2.1 & 1.3.2). Pathogens secrete effectors into the plant cell to manipulate plant physiology, and these 
effectors can be recognized by intracellular receptors, leading to effector-triggered immunity (ETI) and of-
ten to a hypersensitive response (HR) (Section 1.2.2 & 1.3.5). Salicylic acid (SA) and jasmonic acid (JA) are 
essential phytohormones for the plant immune response, and their precursors are synthesized in chloro-
plasts (Section 1.3.3 & 1.3.4). The precursors of lignol and camalexin are also biosynthesized in chloroplasts. 
Camalexin acts as an antimicrobial compound and lignol as a cell wall reinforcer (Section 1.3.6 & 1.3.7). 
Another cell wall reinforcement, called papillae, can be formed directly at potential pathogen entry sites 
(Section 1.3.6). 
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1.2.2 Effector-triggered immunity - second defense layer 

Virulent and host adapted pathogens secrete proteins, known as effectors, into the apo-

plast or directly into plant cells to manipulate the host and suppress PTI (Büttner, 2016) 

(Fig. 1). A successful suppression of the plant innate immune system affects the suscepti-

bility of a plant and is called effector-triggered susceptibility (ETS) (Jones & Dangl, 2006). 

To overcome ETS, plants have a second layer of immunity, which is particularly important 

for biotrophic pathogens (Glazebrook, 2005). In an avirulent pathogen-host interaction, 

plants can recognize effectors secreted by pathogens using intracellular nucleotide-bind-

ing leucine-rich repeat immune receptors (NLRs). This recognition triggers a strong and 

robust plant response known as effector-triggered immunity (ETI) (Lolle et al., 2020) (Fig. 

1). Gram-negative bacteria, such as Pst, can use the type III secretion system (T3SS) to 

release effectors into the plant cell. (Coburn et al., 2007; Cunnac et al., 2009). In the case 

of a defective T3SS, T3SS-dependent effectors can no longer be secreted into the plant cell, 

which leads to a loss of virulence. One example is the modified Pst hrcC- strain, which can-

not form a functional T3SS and therefore does not cause disease symptoms in Arabidopsis 

(Hauck et al., 2003). While Pst can repress immune responses in the Arabidopsis acces-

sion Col-0 and is therefore a virulent pathogen that enables ETS. Other bacterial strains 

induce ETI in Col-0 (Velásquez et al., 2017). For instance, the bacterial strain Pseudomonas 

syringae pv. maculicola expresses the bacterial effector avrRPM1, which is recognized by 

RPM1, an NLR receptor with a coiled-coil (CC) domain (CNL). The CNL receptor RPM1 

detects the interaction of the effector avrRPM1 with the host target RPM1-interactiong 

protein 4 (RIN4), leading to activation of an immune response (Mackey et al., 2002). An-

other subgroup of NLRs, besides CNLs, are receptors with a toll-interleukin-1 receptor-

like domain (TNLs). Pseudomonas syringae pv. pisi expresses the bacterial effector 

avrRPS4. Arabidopsis induces ETI after sensing avrRPS4 with the TNL receptor pair Re-

sistance to Ralstonia solanacearum 1 (RRS1) and Resistance to Pseudomonas syringae 4 

(RPS4) through a decoy WRKY domain, which is homologous to the actual WRKY domain 

containing plant targets of avrRPS4 (Le Roux et al., 2015; Sarries et al., 2015; Hinsch & 

Staskawicz, 1996). All TNL receptors require the nucleocytoplasmic immune regulator 

Enhanced Disease Susceptibility 1 (EDS1) to initiate ETI following effector perception 

(Dongus & Parker, 2021). In contrast, only a few cases of CNL-mediated ETI are known 

which require EDS1 for downstream signaling (Xiao et al., 2005; Chandra-Shekara et al., 
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2004). The null mutant eds1-1 has a significant higher susceptibility against Hyaloperono-

spora arabidopsidis and Pseudomonas syringae emphasizes the important role of EDS1 for 

the plant immune response against pathogens with a biotroph phase (Cui et al., 2017).  

 

1.3 Local immune response in plants 

1.3.1 The role of chloroplasts in plant immunity 

In addition to the outstanding role of chloroplasts as the site of photosynthesis and as a 

cold sensor (section 1.5), plastids are also a major synthesis site for precursors of immune 

signalling and response metabolites like salicylic acid (SA), jasmonic acid (JA), lignin, 

camalexin and glucosinolates (Ruan et al., 2019; Mucha et al., 2019; Liu et al., 2018; Gigo-

lashvili et al., 2009; Wildermuth et al., 2001). The fact that chloroplasts are essential syn-

thesis hubs of immune response-related metabolites underlines the outstanding role of 

chloroplasts for the interaction with plant pathogens (Fig. 1). Chloroplasts are one of the 

main sources of ROS in the plant cell and the reactive oxygen species (ROS) generated in 

chloroplasts or redox changes in chloroplasts modify potential signaling pathways im-

portant for the immune response (Yang et al., 2021; Asada, 2006). Chloroplasts employ 

plastid-to-nucleus retrograde signaling as an important cell communication strategy, in 

which ROS can act as a signal modifier. One well-described example of the modifying role 

of ROS is the phosphatase SAL1-phosphoadenosine-5′-phosphate (SAL1-PAP) retrograde 

signaling pathway (Chan et al., 2016). Chloroplast localized SAL1 show decreased activity 

after chloroplast derived ROS accumulation leading to PAP formation. The mobile signal 

compound PAP migrates in the nucleus and effects expression of stress responsive genes. 

Accordingly, mutant lines of sal1 show enhanced susceptibility against avirulent, 

(hemi)biotroph pathogens and hypersusceptibility against a nectroroph pathogen as well 

as altered phytohormone levels of SA, JA, and glucosinolates (Li & Kim, 2022; Ishiga et al., 

2017). Another example is the volatile compound β-cyclocitral (βCC), a ROS-induced deg-

radation product of β-carotene. βCC enhances the transcription of Isochorismate Synthase 

1 (ICS1), increases SA levels and activates Nonexpressor of Pathogenesis-related Genes 1 

(NPR1) (Li & Kim et al., 2022). These examples demonstrate that altering ROS levels in 

chloroplasts can significantly affect plant immune responses through retrograde signal-

ing.  
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Some pathogens secrete effectors into the plant cell of wich some can enter chloroplasts 

and target chloroplast localized proteins. In addition, other secreted compounds can also 

affect chloroplasts. One example of chloroplast-localized pathogen effectors that has been 

extensively studied is HopK1. HopK1 is secreted by P. syringae and has been shown to 

suppress or dampen programmed cell death (PCD) and the ROS burst and therefore has a 

significant impact on virulence (Li et al., 2014; Jamir et al., 2004). The effector Pst_12806, 

which is secreted by Puccinia striiformis f. sp. Tritici, targets a subunit of the cytochrome 

b6f complex, ultimately leading to impaired photosynthesis and reduced accumulation of 

ROS (Xu et al., 2019). After pathogen recognition, plants can utilize stromules to rearrange 

their chloroplasts toward the pathogen surface (Savage et al., 2021). N. benthamiana em-

ploys this strategy to fight Phytophthora infestans, a fungus that forms haustoria inside 

the plant cell. The pathogen utilizes the AVR3a effector to inhibit the formation of 

stromules, thus reducing the contact surface with chloroplasts (Savage et al., 2021). PTI-

induced defense mechanisms include the reduction of non-photochemical quenching 

(NPQ), which could lead to increased ROS accumulation in chloroplasts (Göhre et al., 

2012). Infection by S. sclerotiorum and B. cinerea results in the secretion of oxalic acid, 

which acidifies the host plant tissue and manipulates the chloroplast-localized xantho-

phyll cycle. This manipulation leads to an accumulation of zeaxanthin at the expense of 

violaxanthin, ultimately increasing NPQ. Furthermore, ROS formation and callose for-

mation are altered by secreted oxalic acid (Bi et al., 2023; Zhou et al., 2015). In summary, 

these examples show that some pathogens manipulate plant ROS homeostasis directly in 

the chloroplast, suggesting an important role for chloroplast-mediated ROS in the plant 

immune response. Finally, ROS produced in the chloroplast, which reaches among other 

organelles the cell nucleus via stromules, is thought to positively impact the induction of 

programmed cell death (PCD) (Serrano et al., 2016; Zurbriggen et al., 2009). Mitogen-ac-

tivated protein kinase 3 (MPK3) and mitogen-activated protein kinase 6 (MPK6), im-

portant for pathogen resistance (Galetti et al., 2011; Menke et al., 2004), are thought to 

contribute to chloroplast-mediated PCD by inhibiting photosynthesis, leading to in-

creased ROS accumulation. This indicates a regulatory role for MPK3 and MPK6 in chlo-

roplast-mediated PCD (Su et al., 2018). 

 

 
 
 
 



 

   19 

1.3.2 Apoplastic ROS  

Apoplastic ROS is an essential signaling compound and is involved in one of the earliest 

defense responses after PAMP recognition, which occurs within minutes (Torres, 2010). 

Plants utilize various enzymes capable of apoplastic ROS production, including lipoxygen-

ases, peroxidases and superoxide dismutases (SOD). Peroxidases, for example, produce 

ROS for lignol polymerization, contributing to the maintenance of cell wall rigidity. How-

ever, the regulatory mechanisms for class III peroxidases are relatively uncharacterized 

(Rivas et al., 2024; Podgórska et al., 2021). This chapter focuses on the key hub for apo-

plastic ROS production, the plasmamembrane-localized NADPH oxidase (respiratory 

burst oxidase homolog, RBOH) (Rivas et al., 2024). Arabidopsis provides 10 different 

isoforms of RBOH, with high similarity in the C-terminal and membrane-spanning do-

mains, but a more divergent N-terminal domain at the cytosolic side (Sagi & Fluhr, 2006). 

RBOH utilizes cytosolic NADPH for electron transfer to apoplastic oxygen and produces 

superoxide radicals, which dismutate spontaneously or via SOD to hydrogen peroxide. 

Hydrogen peroxide can propagate apoplastic long-distance signaling by activating ROS 

production in neighboring cells via RBOHD, or it can translocate through aquaporins such 

as plasma membrane intrinsic protein 2;1 (PIP2;1) into the symplasm (Rivas et al., 2024). 

While some RBOH fulfill specific functions, such as RBOHC’s role in root hair formation, 

RBOHD and RBOHF are pleiotropic and stress-inducible proteins, responding to patho-

gens, abiotic stress signaling and stromatal closure (Morales et al., 2016). In particular, 

RBOHD is responsible for pathogen-induced apoplastically directed ROS production 

(Nühse et al., 2007; Torres et al., 2002). RBOHD can be activated through PAMPs as part 

of the PTI response (Fig. 1). For example, the PAMP flg22 induces a complex formation of 

Flagellin-sensing 2 (FLS2) and Brassinosteroid Insensitive 1-associated Receptor Kinase 

(BAK1), leading to an immediate rise of intracellular Ca2+. This, in turn, activates Calcium-

dependent Protein Kinase 5 (CPK5), which finally phosphorylates the N-terminus of 

RBOHD, inducing the activation of RBOHD and an apoplastic ROS burst (Dubiella et al., 

2013; Sun et al., 2013; Miller et al., 2009). Both PTI and ETI can trigger an RBOHD-de-

pendent transient and rapid ROS burst upon recognition of PAMPs/pathogens (Yuan et 

al., 2021). Although the RBOHD-dependent ROS burst is a component of PAMP-induced 

signaling, the contribution of RBOHD to plant resistance remains elusive. This is because 

infection with B. cinerea or Pst in the rbohD mutant leads to susceptibility similar to that 

of the wild type (Marino et al., 2012). While the antimicrobial properties of H2O2 against 

fungi, oomycetes and bacteria have been sufficiently proven in in vitro experiments (Juven 
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& Pierson, 1996; Peng & Kuc et. al., 1992), there is a lack of evidence for an antimicrobial 

effect of H2O2 in planta.  

 

1.3.3 The phytohormone salicylic acid 

The phytohormone SA, an important mediator of plant defense responses, originates from 

two independent pathways in higher plants (Garcion et al., 2008). Plants initiate SA bio-

synthesis with the educt chorismate in chloroplasts via an isochorismate synthase (ICS) 

(Fig. 1). Alternatively, plants utilize the PAL pathway for basal SA levels (Huang et al., 

2020). In Arabidopsis, biotic stress primarily induces the biosynthesis of ICS1-dependent 

SA, while the PAL pathway only contributes to 5 – 10 % of SA production (Wildermuth et 

al., 2001). A central positive regulator of SA-responsive immune signaling is NPR1. In the 

resting state, NPR1 is present in the cytoplasm as an oligomer and SA accumulation leads 

to cellular redox changes and the reduction of NPR1. This step is mediated by thioredoxin 

H-type 3 (TRX-h3) and thioredoxin (TRX-h5), which reduce Cys156 of NPR1 and disas-

semble the oligomer into the active dimer. Following NPR1 release from the oligomer and 

other post-translational changes, NPR1 translocates into the nucleus after binding SA 

(Zavaliev & Dong, 2024; Kumar et al., 2022). In the nucleus, NPR1 recruits transcription 

factors and induces the expression of the immune response related protein Pathogenesis-

Related 1 (PR1) next to other PR proteins (Chen et al., 2019; Zhang et al., 1999). Despite 

its antimicrobial activity, the biological function of PR1 is still elusive (Han et al., 2023). 

Although the exact mode of action of an SA-induced immune response is not fully under-

stood, it has been shown that npr1 and ics1 (sid2) mutants have a significantly higher sus-

ceptibility against Pst and Pseudomonas syringae pv. maculicola ES4326, emphasizing the 

importance of SA-signaling against pathogens with a biotroph growing phase (Yoo et al., 

2022). SA also contributes to the resistance against necrotrophic B. cinerea in Arabidop-

sis. Arabidopsis resistance against B. cinerea is independent of NPR1 and ICS1, but plants 

expressing salicylate hydroxylase (NahG, SA-degrading enzyme) or treated with a PAL in-

hibitor showed increased susceptibility, suggesting a more important role for the PAL 

pathway in B. cinerea-Arabidopsis interaction (Ferrari et al., 2003).  
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1.3.4 The phytohormone jasmonic acid  

The phytohormone JA and its derivative methyl esters (MeJA) and isoleucine conjugates 

(JA-Ile) are known as jasmonates. In addition to a variety of regulatory functions in plant 

growth and development, JA improves the stress tolerance of plants against abiotic (e.g. 

cold and drought) and biotic stress conditions (e.g. herbivores and necrotrophic patho-

gens) (Fig. 1). Its biosynthesis is initiated in the plastids by the release of α-linolenic acid 

from plastid membrane derived galactolipids, and finally, cis-(+)-OPDA is translocated to 

the peroxisome and biosynthetic steps in the plastid involve phospholipase A1 (PLA1), 

13-lipoxygenase (13-LOX), allene oxide synthase (AOS), and allene oxide cyclase (AOC) 

(Ruan et al., 2019; Scherer et al., 2010). In the next steps, cis-(+)-OPDA is converted to  

(+)-7-iso-JA with the participation of OPDA Reductase 3 (OPR3), acyl-CoA oxidase (ACX), 

multifunctional protein (MFP) and 3-ketoacyl-CoA thiolase (KAT) (Wang et al., 2021b; 

Huang et al., 2017). (+)-7-iso-JA translocates to the cytoplasm where it is conjugated to 

isoleucine (Ile) to form JA-Ile by the action of Jasmonate Resistance 1 (JAR1). JA-Ile is 

transported to the nucleus where JA-Ile initiates JAZ degradation after JA-Ile recognition 

via Coronatine-insensitive Protein 1 (COI1) leading to the activation of transcription fac-

tors that initiate JA signaling (Wang et al., 2021b; Li et al., 2017). After its biosynthesis, JA 

can be metabolized into 12 different jasmonates, which differ in their biological activity. 

For example, MeJA is the biologically inactive form of JA, while JA-Ile is considered the 

most biologically active form (Wang et al., 2021b; Wasternack & Song, 2017). Disruption 

of JA signaling significantly affects plant resistance against necrotrophic pathogens. The 

coi1-1 or jar1-1 mutant lines are highly susceptible against the necrotrophic pathogens B. 

cinerea or A. brassicicola (Ferrari et al., 2007; Ferrari et al., 2003; Thomma et al., 1999; 

Thomma et al., 1998). The necrotrophic pathogen Sclerotinia sclerotiorum exhibits en-

hanced virulence in coi1-1 and coi1-2 mutants, confirming the crucial role of JA signaling 

in combating necrotrophic pathogens (Guo & Stotz et al., 2007). An immune response in-

volving JA signaling often leads to cross signaling with the phytohormone ethylene (ET) 

(Yang et al., 2019). In general, JA signaling works synergistically with ET in defending 

against necrotrophic pathogens. For instance, the interaction between JA and ET activates 

the expression of the antifungal protein Plant Defensin 1.2 (PDF1.2) and thereby resists 

infection by necrotrophic pathogens (Pieterse et al., 2012; Zhu et al., 2011; Penninckx et 

al., 1996). In addition, JA acts as an antagonist of SA and activation of the JA pathway neg-

atively impacts the SA response. Conversely, deletion of COI1 results in increased SA ac-

cumulation and enhances resistance against the biotrophic pathogen Pst (Li et al., 2019). 
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Another example of the antagonistic roles of the phytohormones JA and SA is the phyto-

toxin coronatine (COR) secreted by Pst for full virulence. Coronatine mimics jasmonates 

and suppresses the SA-dependent immune response (Brooks et al., 2005). 

 

1.3.5 Hypersensitive response 

The hypersensitive response (HR) is a rapid localized cell death at the side of pathogen 

infection in plants and a type of programmed cell death (PCD) (Lam, 2004). HR is induced 

mainly via ETI/R-gene mediated resistance while PTI alone is usually not sufficient to 

trigger HR (Balint-Kurti, 2019) (Fig. 1). One well-described example of effector-mediated 

HR is the cytoplasm-localized HopZ-activated Resistance 1 (ZAR1) resistosome (Shi et al., 

2020; Wang et al., 2019). ZAR1 is inactive in the resting state until pathogen delivered 

effecors like HopZ1 of Pst mediate ADP release of the ZAR1 complex leading to the primed 

state. Thereafter, the ZAR1 complex binds deoxyadenosine triphosphate (dATP) or aden-

osine triphosphate (ATP), initiating structural remodeling and forming a pentamer, which 

is the active resistosome. It is assumed that the resistosome disrupts plasma membrane 

integrity by pore formation, which ultimately leads to cell death and simultaneously acti-

vates defense genes (Shi et al., 2020; Wang et al., 2019). HR is associated with increased 

resistance against biotrophic pathogens, as these pathogens obtain their nutrients from 

living cells. While HR is not effective against necrotrophic pathogens or supports the dis-

ease spread as its lifestyle requires dead host tissue (Balint-Kurti, 2019). The phytotoxic 

HR-inducing protein 1 (Hip1) secreted by B. cinerea elicits an HR-like response after PTI, 

suggesting that HR is not only a feature of ETI (Jeblick et al., 2023).  

 

1.3.6 Pathogen interaction at the plant cell wall 

Pathogens can enter their host plant through wounds or stomata. In many cases, however, 

fungal pathogens in particular penetrate directly the host by mechanical force through 

the cuticle and epidermis (Toruño et al., 2016; Hématy et al., 2009). In addition, pathogens 

such as B. cinerea form specialized cells called apressoria and infection cushions (IC) that 

support host penetration for initial epidermal penetration and the subsequent infection 

process (Bi et al., 2023). Therefore, IC are particularly important for enhanced pathogen 

secretion of phytotoxins, cutinases, and various types of plant cell wall degrading en-

zymes (PCWDE of cellulose, hemicellulose, and pectin) that aid in cell penetration 

(Choquer et al., 2021). These findings suggest that the plant cell wall serves as acrucial 
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physical barrier, protecting the host against invading pathogens. Additionally, (1,3)-β-glu-

can callose acts as a transient physical barrier, safeguarding plant cells against pathogen 

penetration.. Upon recognizing PAMPs or DAMPs, the callose synthase Powdery Mildew 

Resistant 4 (GSL5/PMR4)  promotes pathogen-induced plant callose deposition between 

the plasma membrane and the cell wall in Arabidopsis (Wang et al., 2021a). While defini-

tive evidence is still missing, it is assumed that callose as a part of the so-called papillae 

strengthens the cell wall penetration resistance. The formation of papillae directly at the 

contact sites of fungal hyphae in infected plant tissue supports the hypothesis that papil-

lae are involved in enhancing cell wall penetration resistance (Hückelhoven, 2007; Nishi-

mura et al., 2003; Jacobs et al., 2003) (Fig. 1). Studies have shown that increased callose 

accumulation correlates with enhanced resistance against B. cinerea in A. thaliana and S. 

lycopersicum (Sanmartínetal et al., 2020; Nie et al., 2017). In addition to papillae for-

mation, plant PRRs for chitin and flg22 perception are also localized in the plasmodes-

mata. Pathogen recognition or SA-treatments can induce callose deposition at the plas-

modesmata in an EDS1 and NPR1 dependent manner. Callose deposition at the plasmo-

desmata reduces the size exclusion limit, thereby potentially minimizing the cell-to-cell 

transfer of compounds that could enhance pathogen virulence, such as effectors or phy-

totoxins. However, reports on pathogen-plasmodesmata interaction are limited, except 

for plant viruses (Iswanto et al., 2022; Tilsner et al., 2016). In contrast to B. cinerea, Pst is 

an extracellular pathogen and is therefore not dependent on cell wall penetration. How-

ever, infection of Arabidopsis with Pst and Pst hrcC- leads to strong callose deposition in 

the non-virulent interaction, whereas only 5 % callose deposition could be detected in the 

virulent interaction, indicating a T3SS effector-induced repression of callose deposition 

(Hauck et al., 2003). Pst secreted effectors such as HopM1, AvrPto, and AvrE1 have been 

identified to suppress PAMP-induced callose deposition (Wei & Collmer, 2018; Hauck et 

al., 2003). Another, but irreversible synthesized cell wall rigidification compound is lignin 

which serves as physical barrier against pathogens (Ma, 2024). Lignin can enhance plant 

resistance by limiting the influx of toxins into the plant cell and protecting other cell wall 

components from cell wall-degrading enzymes (Eynck et al., 2012). For instance, infec-

tions with Erwinia carotovora result in elevated H2O2 production and increased lignifica-

tion in Brassica rapa ssp. pekinensis (Zhang et al., 2007). Mycelium extracts of Botrytis 

cinerea, Phoma exigua and Fusarium oxysporum f. sp. lini enhance expression of key en-

zymes for lignol biosynthesis in cell cultures of Linum usitatissimum (Hano et al., 2006). 
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Bacterial infection with Pst leads to lignification, which is markedly higher in plants in-

fected with avirulent ETI/HR-inducing strains than with virulent Pst strains (Fig 1). In 

addition, the intensity of lignification correlates with enhanced resistance (Lee et al., 

2019). Lignin precursors, such as hydroxycinnamaldehydes and hydroxycinnamic acids, 

possess antimicrobial properties (Barber et al., 2000). Lignin formed after abiotic or biotic 

treatments is also called "stress lignin" or "stress-induced lignin" and is to be distin-

guished from developmental lignin, e.g. in vascular tissue. The lignin composition of 

stress-induced lignin differs depending on the stress application. However, much is un-

clear about the regulation of stress-induced lignin and requires further research (Naka-

mura et al, 2020; Cesarino, 2019). 

 

1.3.7 Camalexin and its role in plant immune response 

Arabidopsis thaliana utilizes tryptophan provided by chloroplasts as a precursor for syn-

thesizing indole glucosinolates and camalexin, which are crucial for the plant's immune 

system (Yang et al., 2020). Camalexin has a major impact on plant resistance against in-

vading pathogens and is a significant sink of tryptophan (Mucha et al., 2019; Ferrari et al., 

2007; Thomma et al., 1999) (Fig. 1). Camalexin biosynthesis involves several cytochrome 

P450 enzymes, glutathione transferases (GSTs) and γ-glutamyl peptidase1 (GGP1). The 

final biosynthesic step requires the unique cytochrome P450 enzyme Phytoalexin Defi-

cient 3 (PAD3) (Mucha et al., 2019). PAD3 expression is wildtype-like in NahG, npr1, coi1 

and jar1 mutant lines after B. cinerea infection, indicating SA-, JA-, and ET-independent 

PAD3 expression (Ferrari et al., 2007). In contrast, a regulatory role of MKP3/MPK6 along 

with the transcription factor WRKY33 was discovered for camalexin biosynthesis when 

ET and JA are synergistically involved after B. cinerea infection. Camalexin is an important 

antimicrobial compound against various biotrophic and necrotrophic pathogens and im-

proves resistance against protists (Plasmodiophora brassicae), fungi (Botrytis cinerea), 

and oomycetes (Phytophthora brassicae) (Nguyen et al, 2022; Lemarié et al., 2015; 

Schlaeppi et al, 2010; Ferrari et al, 2007; Ferrari et al, 2003; Thomma et al, 1998). 

Camalexin is also induced during infection with bacterial pathogens (Pst and Pseudomo-

nas syringae pv. maculicola ES4326), but camalexion accumulation does not alter re-

sistance against these strains (Glazebrook & Ausubel et al., 1994). 
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1.3.8 Systemic immune response (systemic acquired resistance) 

Upon local pathogen recognition, systemic signals propagate from the affected local site 

throughout the plant, establishing a prepared state in the systemic, unaffected tissues to 

exhibit enhanced resistance in response to a subsequent secondary infection. This phe-

nomenon is referred to as systemic acquired resistance (SAR) and it aligns with priming 

in the conceptual framework, as both responses involve the alteration of a stress response 

following a prior stress treatment (Vlot et al., 2021, Conrath et al., 2015). SAR induces 

systemic broad-spectrum resistance against (hemi-)biotrophic pathogens after SA-de-

pendent PTI or ETI activation at local infection sites (Vlot et al., 2021; Conrath et al., 2015; 

Spoel & Dong, 2012; Vlot et al., 2009). NahG-expressing plants do not accumulate SA lo-

cally or systemically and are lacking a systemic SAR response, indicating that SA is an es-

sential phytohormone for SAR induction. Due to the mobility of SA/methyl-SA (MeSA) in 

apoplastic and vascular tissues, SA and its derivatives contributes to systemic SAR signal-

ing, but is not the sole cause of SAR (Lim et al., 2016; Vlot et al., 2009; Park et al., 2007). 

The sid2-1 mutant, which is defective in pathogen-triggered SA accumulation, shows a 

weaker but still significant SAR response on bacterial titer level (Bernsdorff et al., 2016). 

Therefore, other components besides SA are relevant for SAR. A main regulator of SAR 

besides SA is pipecolic acid (Pip) and the putative bioactive derivative N-hydroxypipecolic 

acid (NHP) (Hartmann et al., 2018 ; Chen et al., 2018). Pip is synthesized in chloroplasts 

from L-lysine via two reaction steps involving the aminotransferase AGD2-like Defense 

Response Protein 1 (ALD1) and the reducing factor SAR-Deficient 4 (SARD4) (Vlot et al., 

2021). After leaving chloroplasts through EDS5 (Dmitrij et al., 2019), Pip is converted to 

NHP in the cytoplasm by the Flavin-dependent Monooxygenase 1 (FMO1) (Hartmann et 

al., 2018). Mutations in ALD1 and FMO1 abolish SAR, whereas SAR is compromised but 

not abolished in a SARD4-deficient mutant (Ding et al., 2016; Návarová et al., 2012; 

Mishina & Zeier, 2006). However, the essential role of SARD4 in Pip/NHP biosynthesis is 

probably not the cause for the reduced but still significant SAR induction in sard4, since 

Pip was not detected in the systemic leaves of the sard4 mutant after SAR induction. (Ding 

et al., 2016; Návarová et al., 2012; Mishina & Zeier, 2006). One identified regulatory path-

way of Pip/NHP biosynthesis is the MAPK pathway. MAPK 3 and MAPK 6 regulate Pip 

biosynthesis through an interaction of the transcription factor WRKY33 with the ALD1 

promoter (Wang et al., 2018). Another major compound of SAR signaling is ROS. One ex-

ample for the role of ROS was revealed by a study about the pathogen-inducible Calcium-

dependent Kinase 5 (CPK5): CPK5 activates apoplastic directed ROS generation through 



 

   26 

RBOHD leading to the expression of SAR-responsive genes, accumulation of SA and NHP 

and enhance SAR (Guerra et al., 2020; Dubiella et al., 2013). In addition, ROS formation 

leads to fragmentation of C18 membrane lipids into C9 dicarboxylic acid (AzA) (Vlot et al., 

2021). It is suggested that AzA acts as a further SAR signal because it is pathogen induci-

ble, systemically mobile and exogenous AzA application stimulates defense responses in 

a SA-Pip/NHP-dependent manner (Jung et al., 2009). In summary, SAR signaling in the 

plant is based on SA, Pip/NHP and ROS, among other factors such as Aza or EDS1 (Zeier, 

2021). Plants are also able to propagate SAR from plant-to-plant. Infected plants emit vol-

atile organic compounds (VOCs) such as pinenes and camphene that are recognized via 

Legume Lectin-like Protein1 (LLP1) which leads to ROS- and Pip-accumulation, enhanced 

expression of SAR-associated genes and emission of further VOCs in signal receiving 

plants (Wenig et al., 2019; Riedlmeier et al., 2017). 

 

1.4 Cold acclimation and cold priming  

In temperate or boreal climates low to freezing temperatures affect plant growth and de-

velopment. Low temperatures (< 10 °C) suppress growth, whereas freezing temperatures 

(< 0 °C) lead to drought stress and mechanical wounding. Consequently, plants of cold 

climates have evolved strategies including cold acclimation to acquire increased freezing 

tolerance while experiencing low temperatures (Leuendorf et al., 2020; Penfield, 2008). 

Cold exposure is immediately sensed through membrane rigidification, Ca2+-signaling, 

and imbalance in photosynthetic electron transport. Among multiple other cell responses, 

cold-inducible transcripts and phytohormones respond to cold within hours. Although 

cold sensing and responding starts quickly, it takes a few days of adjustment for full cold 

acclimation (Baier et al., 2019; Zhao et al., 2017; Ensminger et al., 2006). Freezing tem-

peratures cause a reduction in water potential within plant cells, resulting in a substantial 

loss of osmotically active water. To prevent subsequent drought stress, the plant synthe-

sizes cryoprotectants such as soluble sugars, proline, and polyamine. Soluble sugars, in-

cluding sucrose, glucose, and fructose, are particularly effective in preventing mechanical 

damage caused by the formation of ice crystals within the cells (Satyakam et al., 2022; Xin 

& Browse, 2000). Because maintenance of cold acclimation is cost-intensive (Jackson et 

al., 2004; Browse & Lange, 2004), plants inititate a fast deacclimation process after tem-

peratures increase again (Zuther et al., 2015). Next to long-term cold acclimation pro-

cesses that are useful for plants to survive freezing temperatures in the winter, short pe-

riod temperature drops in the spring are also stressful for plants (Baier et al., 2019). 
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Therefore, plants need further adjustment strategies. One such strategy is called cold 

priming. Priming is a modified stress response in which an initial sequential and transient 

stress recognition leads to an earlier, faster, stronger, or more sensitive reaction during a 

subsequent stress experience (trigger). Priming can be a consequence of very different 

types of stressors and both stress stimuli (priming and triggering) can be of the same (cis-

priming) or different origin (trans-priming). Furthermore, priming implies a stress-free 

memory phase between the two stress treatments (Hilker et al., 2016). Cold priming (24 

h at 4 °C) leads to a different expression pattern of cold and pleiotropic stress-responsive 

genes like the Zinc Finger of Arabidopsis thaliana 10 (ZAT10, AT1G27730), increased ROS 

generation and revealed tAPX as a priming mediator, whereas cold priming memory was 

lost after 7 days (van Buer et al., 2019). The crucial function of tAPX as a mediator for cold 

priming is likely attributed to its hypothetic localization at photosystem I, where tAPX-

dependent H2O2 detoxification impacts H2O2 signaling (van Buer et al., 2019; van Buer et 

al., 2016;). In addition, cold priming builds a stress memory that modifies the stress re-

sponse to the triggering stress without additional metabolic adjustment, which occurs in 

cold-acclimatized plants (Baier et al., 2019; Hilker et al., 2016).  

 

1.5 Cold perception in chloroplasts  

Chloroplasts as the sites of photosynthesis are highly sensitive to the balance of redox 

potential energy generated in the light reaction and the main metabolic sink, the Calvin 

cycle. This balance, known as photostasis, can become disrupted because the light reac-

tion is less temperature-dependent than the downstream reactions of the Calvin cycle 

(Ensminger et al., 2006). Abiotic stress, such as cold exposure, reduce the sink's ability to 

utilize the total redox potential energy, resulting in excess energy and increased for-

mation of ROS (Ensminger et al., 2006; Huner et al., 1993) (Fig. 1). ROS include free radi-

cals such as superoxide anion (O2-), hydroxyl radical (-HO), singlet oxygen (1O2), and hy-

drogen peroxide (H2O2). In addition to the toxic properties of high ROS levels, which can 

destroy lipids, DNA, and proteins, ROS are essential signaling molecules in the plant and 

induce nuclear transcriptional changes, inhibition of phosphatases or trigger protein re-

dox switches (e.g. cystein residues) and activation of the Mitogen-activated Protein Ki-

nase (MAPK) pathway (Ugalde et al., 2021; Magder, 2006; Apel & Hirt, 2004). H2O2 pro-

duced by chloroplasts after photo-oxidative stress migrates via aquaporines into the cy-

tosol and other cell compartments (Ugalde et al., 2021) (Fig. 1), indicating putative cold-
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induced redox changes and downstream signaling changes that are not restricted to chlo-

roplasts. In summary, chloroplasts function as a cold sensor. 

 

1.6 Role of chloroplast localized sAPX and tAPX for ROS homeostasis  

As mentioned in section 1.5, cold exposure disrupts photostasis and leads to increased 

ROS generation in chloroplasts (Ensminger et al., 2006; Huner et al., 1993). In order to 

counteract toxic ROS accumulation, the plant has several chloroplast-localized ROS scav-

enging systems. Enzymatic ROS scavenging systems in chloroplasts includes ascorbate 

peroxidases (APX) (Miyake et al., 1993), 2-Cys Peroxiredoxins (2CPA) (Baier & Dietz, 

1997), glutathione peroxidases (Chang et al., 2009), and superoxide dismutases (SOD) 

(Asada, 1999). Ascorbate is the most abundant water-soluble redox compound in plants, 

highlighting the importance of APX as a ROS scavenging system (Ishikawa & Shigeoka, 

2008). APX reduces H2O2 to H2O with the help of ascorbate (Groden & Beck, 1979) (Fig. 

1). Nine nuclear-encoded APX isoforms are located in different cellular compartments 

(cytosol, chloroplasts, mitochondria, and peroxisomes) in Arabidopsis. Two of the nine 

APX isoforms from Arabidopsis are catalytically active and localized in chloroplasts, of 

which one is soluble in the stroma (sAPX) and one is bound to the thylakoid membrane 

(tAPX) (Fig. 1). One additional APX isoform was identified in the thylakoid lumen, alt-

hough its function remains unknown (Ishikawa & Shigeoka, 2008). Under high-light 

stress, which has a comparable impact on photostasis as cold exposure (Kameoka et al., 

2021), knockout of sAPX or tAPX leads to lower expression of H2O2-responsive genes, 

higher H2O2 accumulation in leaves and more oxidized proteins. In contrast, knockout of 

sAPX and tAPX show wild-type-like expression of other APX isoenzymes and chloroplast-

localized antioxidant enzymes without stress application (Kameoka et al., 2021; Maruta 

et al., 2010).  

 

1.7 Cold acclimation at the plant cell wall 

Temperatures below the freezing point lead to the formation of extracellular ice crystals, 

resulting in dehydration of the cell and thereby, destruction of the membrane. The cell 

wall acts as a physical barrier, protecting against ice ingress and controlling its spread, 

making it important for freezing tolerance and a potential site for cold acclimation 

(Takahashi et al., 2021). The plant cell wall is composed of cellulose, which provides me-

chanical strength. Hemicellulose cross-links the cellulose fibrils to enhance this function. 
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Pectin is another essential component that is also considered to play a role in the struc-

tural integrity of the cell wall (Tenhaken, 2015). Additionally, the cell wall of Arabidopsis 

contains 14 % proteins (Zablackis et al., 1995). It was shown that increased pectin content 

is associated with cold acclimation in oilseed rape, while other cell wall polysaccharides 

remain unaffected (Kubacka-Zębalska & Kacperska, 1999). This effect was also observed 

in a frost-tolerant pea genotype after cold acclimation in comparison to a frost-sensitive 

genotype (Baldwin et al., 2014). β-1,4-galactan, a polysaccharide that is a part of pectin, 

shows a higher abundance in spinach (Spinacia oleracea “Progress”), Japanese mustard 

spinach (Brassica rapa var. Perviridis “Hamatsuduki”), crown daisy (Glebionis coronaria 

“Satoakira”), and Arabidopsis thaliana, which correlates with enhanced frost tolerance. 

Additionally, these cold acclimation-induced changes are associated with lower cell wall 

extensibility and higher rigidity in Arabidopsis (Takahashi et al., 2024). Taken together, 

these results suggest that pectin plays an important role in altering the mechanical prop-

erties of the plant cell wall, which is crucial during cold acclimation. Cellulose and hemi-

cellulose exhibit cold exposure-dependent regulation, but with contrasting results, mak-

ing it difficult to determine their specific roles in cold acclimation (Le Gall et al., 2015). 

Lignin is another putative compound for cold acclimation in plants . Lignin is synthesized 

primarily in the secondary cell wall of specialized cells, such as tracheal elements and en-

dodermal cells. However, it can also be synthesized in the mesophyll/epidermis after 

stress recognition (Barros et al., 2015; Cabané et al., 2004). The biosynthesis of lignin be-

gins with phenylalanine from the phenylalanine ammonia-lyase (PAL) pathway in chloro-

plasts. The product cinnamic acid is utilized to synthesize three main monolignols that 

are formed in multiple steps in the cytoplasm (sinapyl alcohol, S-unit; coniferyl alcohol, 

G-unit; and p-coumarcyl alcohol, H-unit). These lignol monomers are transported into the 

apoplast and polymerized to lignin via peroxidases and laccases (Liu et al., 2018). In Bras-

sica napus., PAL activity significantly increases after cold acclimatization, and lignin pre-

cursors, such as hydroxycinnamic acids, are also significantly more abundant (Solecka & 

Kacperska, 2003; Solecka et al., 1999). In Arabidopsis, exposure to as little as 12 hours of 

cold is enough to significantly upregulate several genes responsible for lignin biosynthe-

sis (Hannah et al., 2005). It is suggested that pectin and lignin may work together to 

strengthen the cell wall and are involved in the response to cold exposure. However, the 

exact molecular mechanisms, including cell wall acclimation, that contribute to cold tol-

erance are still largely unknown (Takahashi et al., 2024). 
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1.8 Pre-exposures to abiotic changes affecting plant pathogen defence 

While the plant immune system and many host pathogen interactions are conceptually 

understood (Albert et al., 2020; Lolle et al., 2020; Jones et al., 2016), the impact of abiotic 

stress on host pathogen interactions is less understood. Evidence suggests that the antag-

onistic phytohormones SA and JA together with ROS play an important role in the cross-

talk between abiotic and biotic stresses but further research is needed to fully understand 

the concept of stress crosstalk (Ku et al., 2018; Fujita et al., 2006). Environmental factors 

such as the infection timepoint or photoperiodic stress significantly impacts the suscepti-

bility of Arabidopsis against Pst, whereby, for example, the enhanced resistance of Ara-

bidopsis correlates with increased SA accumulation in the case of an early infection event 

during the day (Lajeunesse et al., 2023; Griebel und Zeier 2008). Some studies have inves-

tigated the impact of different temperatures during infection on the susceptibility of Ara-

bidopsis against Pst. It has been shown that higher temperatures (28 – 30 °C) dampen ETI 

and HR but enhance PTI, which is linked to stronger susceptibility against Pst. Conversely, 

temperatures of about 23 °C result in decreased susceptibility of Arabidopsis against Pst 

. One possible explanation for the enhanced susceptibility at higher temperatures is the 

plant's compromised capacity to accumulate SA after infection, which is also associated 

with weaker ICS1 and PR1 expression (Huot et al., 2017; Menna et al., 2015). In addition, 

exposure to cold (4 °C) for more than a week leads to significant enhanced SA accumula-

tion in Arabidopsis even in the absence of a pathogen infection (Scott et al., 2004; Kim et 

al., 2013). There are limited reports about the impact of a prior abiotic stressor on re-

sistance against Pst. A total of 7 stress treatments (1.5 h per day) with heat stress (38 °C), 

cold stress (4 °C) or salt stress leads to increased resistance against Pst in Arabidopsis and 

the effect of the increased resistance is lost after 7 days. Increased resistance in response 

to such repetitive stress treatments correlates with upregulation of PTI-responsive genes 

and is mediated by the epigenetic regulator Histone Acetyltransferase 1. Interestingly, a 

heat stress treatment is not sufficient to enhance resistance against the necrotrophic 

pathogen B. cinerea (Singh et al., 2014). Another report shows that a 10-hour cold expo-

sure during the night phase is sufficient to transiently increase the H2O2 content and re-

sistance of Arabidopsis against Pst in a SA-dependent manner. However, the cold-primed 

memory upon only 10 h cold exposure is already lost after 12 hours (Wu et al., 2019). In 

summary, the examples show that SA is elevated during extended exposure to cold, or at 

cooler temperatures during infection, and could therefore contribute to increased re-

sistance againt pathogens with a biotrophic phase (Huot et al., 2017; Kim et al., 2013; Scott 
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et al., 2004). In contrast, the effect of brief cold stress on plant immune response is less 

well understood (Wu et al., 2019; Singh et al., 2014). Moreover, there are limited studies 

on the impact of short-term cold stress on the interaction of plants and necrotrophic path-

ogens such as B. cinerea. 

 

1.9 Aim of the work 

In the context of rising temperatures due to climate change, cold temperatures and frost 

in particular continue to present a significant challenge for plants in our growing regions 

(Leuendorf et al., 2020; Wersebe et al., 2019; Penfield, 2008).  

The primary objective of this thesis was to elucidate the impact of a brief cold exposure 

(4°C, 24h) on the resistance against Pst (Chapter I, II) and B. cinerea (Chapter III). Both 

pathogens employ distinct infection strategies for disease progression. We compared two 

experimental setups with and without a memory phase to ascertain whether Arabidopsis 

benefits from a memorized cold exposure when colonized by pathogens. In addition, the 

impact of such cold pre-treatments on the establishment of SAR was determined (Chapter 

IV). 

The second aim of this work (Chapter I-III) was to determine the role of the chloroplast 

as a cold sensing hub, whereby cold stress-induced ROS formation may affect plant im-

mune signaling pathways. Therefore, we hypothesized that the chloroplast plays an im-

portant role in fine-tuning plant resistance after prior cold exposure, which involves the 

chloroplast-localized ROS scavenger’s sAPX and tAPX for cold sensing and crosstalk with 

plant pathogen defence systems. Finally, we aimed to identify plant immune signaling 

pathways and metabolites which are affected at the interplay of cold stress signaling and 

pathogen defense activation. 
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2.1 Abstract 

Chloroplasts serve as cold priming hubs modulating the transcriptional response of Ara-

bidopsis thaliana to a second cold stimulus for several days by postcold accumulation of 

thylakoid ascorbate peroxidases (tAPX). In an attempt to investigate cross-priming effects 

of cold on plant pathogen protection, we show here that such a single 24-h cold treatment 

at 4°C decreased the susceptibility of Arabidopsis to virulent Pseudomonas syringae pv. 

tomato DC3000 but did not alter resistance against the avirulent P. syringae pv. tomato 

avRPM1 and P. syringae pv. tomato avrRPS4 strains or the effector-deficient P. syringae pv. 

tomato strain hrcC−. The effect of cold priming against P. syringae pv. tomato was active 

immediately after cold exposure and memorized for at least 5 days. The priming benefit 

was established independent of the immune regulator Enhanced Disease Susceptibility 1 

(EDS1) or activation of the immune-related genes NHL10, FRK1, ICS1 and PR1 but re-

quired thylakoid-bound as well as stromal ascorbate peroxidase activities because the ef-

fect was absent or weak in corresponding knock-out-lines. Suppression of tAPX postcold 

regulation in a conditional-inducible tAPX-RNAi line led to increased bacterial growth 

numbers. This highlights that the plant immune system benefits from postcold regenera-

tion of the protective chloroplast peroxidase system. 

https://doi.org/10.1094/MPMI-11-21-0283-FI
https://creativecommons.org/licenses/by-nc-nd/4.0/
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2.2 Introduction 

Plants have evolved sophisticated molecular networks that respond differently to simul-

taneous or sequentially experienced stress events than to single stress situations (Saijo 

and Loo 2020; Zhang and Sonnewald 2017). The combination of two sequential and tran-

sient stress events in which the exposure to a prior stress leads to earlier, faster, stronger, 

or more sensitive responses during the subsequent triggering stress defines a priming 

scenario (Crisp et al. 2016; Hilker et al. 2016). Although plants lack a nervous system and 

an antibody-based adaptive immune system, the plant capacity for a stress memory is ev-

ident and well described (Conrath 2011; Crisp et al. 2016; Gourbal et al. 2018; Hilker et al. 

2016). The molecular priming memory is formed during a stress-free interphase (lag or 

memory phase), when primary stress responses are lost (Hilker et al. 2016). Such a prim-

ing memory, which subsequently modifies the response to a later triggering stimulus, can 

result from chromatin modifications but also be imprinted by preparatory formation or 

persistence of key signaling metabolites and proteins which are kept in an inactive form 

during the stress-free memory phase (Baier et al. 2019; Conrath 2011; Crisp et al. 2016). 

The priming and the subsequent stress events can be of the same nature (cis-priming) or 

differ from each other (trans-priming) (Hilker et al. 2016). The phenomenon of systemic 

acquired resistance (SAR) is an intensively studied example of priming in plants, in which 

a pathogen infection leads to improved and preactivated immune responses in distant, 

uninfected tissues (Conrath 2011). SAR requires long-distance signaling and provides 

long-lasting protection against a broad range of pathogens (Fu and Dong 2013; Shah and 

Zeier 2013). Pathogen-induced priming leads to a transcriptional reprogramming in un-

infected plant tissues, including chromatin opening and modification and preactivation of 

immune-related genes (Baum et al. 2019; Gruner et al. 2013; Jaskiewicz et al. 2011). 

In contrast to multiple and ternary stress concepts, the dual plant–pathogen interaction 

based on the plant innate immune system is broadly and conceptually understood (Albert 

et al. 2020; Jones et al. 2016; Lolle et al. 2020). Plants detect pathogens through recogni-

tion of pathogen-associated molecular patterns (PAMPs) by cell surface-exposed pattern 

recognition receptors (PRRs). PRR activation induces defense responses, summarized as 

PRR- or PAMP-triggered immunity (PTI), and is efficient against a broad range of patho-

gens (Albert et al. 2020). Host-adapted and virulent pathogens suppress PTI by secreting 

virulence proteins (so-called effectors) into the host cells with the aim to manipulate cel-

lular physiology and to suppress innate immunity (Büttner 2016). This process strongly 
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affects the susceptibility of the plant against pathogens and is designated accordingly as 

effector-triggered susceptibility (ETS) (Jones and Dangl 2006). A further layer of patho-

gen defense comprises intracellular nucleotide-binding leucine-rich repeat immune re-

ceptors (NLRs) that intercept the presence or activity of pathogen virulence effectors and 

initiate plant responses summarized as effector-triggered immunity (ETI) (Lolle et al. 

2020). Two structurally different N-terminal domains, Toll-interleukin1 receptor-like and 

coiled-coiled, form two major groups of plant NLRs: TNLs and CNLs, respectively (Jacob 

et al. 2013). For instance, the CNL Resistance to Pseudomonas syringae pv. maculicola 1 

(RPM1) detects the presence of the bacterial effector avrRPM1 by sensing its virulence 

activity on the RPM1-Interacting Protein 4 (RIN4) (Mackey et al. 2002). An alternative 

scenario is described by immune activation through the TNL receptor pair Resistance to 

Ralstonia solanacearum 1 (RRS1) and Resistance to P. syringae 4 (RPS4) (Griebel et al. 

2014). When the bacterial effector AvrRps4 from P. syringae pv. pisi is expressed in the 

otherwise virulent P. syringae pv. tomato DC3000, the TNL pair RPS4/RRS1 traces 

avrRPS4 interference by using the integrated WRKY domain in RRS1 as a decoy and trap 

and turns ETS into ETI (Hinsch and Staskawicz 1996; Le Roux et al. 2015; Sarris et al. 

2015). Although the bacterial effectors and corresponding NLRs inducing ETI are numer-

ous, all TNL receptors share the requirement of the nucleocytoplasmic immune regulator 

Enhanced Disease Susceptibility 1 (EDS1) for all identified signaling responses (Dongus 

and Parker 2021). 

The outcome of a dual plant–pathogen interaction is determined at the genetic level and 

by the repertoire of available plant immune receptors. In addition, environmental factors 

such as light or temperature shape the plants’ capacity to defeat pathogens (Roeber et al. 

2021; Saijo and Loo 2020; Velásquez et al. 2018). Lower temperatures often lead to sim-

ultaneous activation of plant responses required for cold protection and pathogen re-

sistance, indicating plant cross-tolerance of cold and pathogen defense (Saijo and Loo 

2020). At the transcriptional level, even after a several-day-long cold period, reacclima-

tion to precold conditions occurs fast and within hours (Byun et al. 2014; Zuther et al. 

2015). Although a single 10-h cold exposure during the night phase is not sufficient to 

prime plant resistance against the hemibiotrophic bacterial pathogen P. syringae pv. to-

mato for several days (Wu et al. 2019), daily repetitive cold treatments of 1.5 h (in the 

dark) result in a memorized and enduring effect on in planta P. syringae pv. tomato growth 

numbers and a preactivation of PTI responses (Singh et al. 2014). 
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Ascorbate peroxidases (APX) scavenge H2O2 by using ascorbate as an electron donor 

(Groden and Beck 1979). Arabidopsis thaliana has nine nuclear-encoded APX genes that 

translate into isoforms with different subcellular localizations (cytosol, peroxisomes, 

chloroplasts, and mitochondria) (Ishikawa and Shigeoka 2008). Most plants have two ac-

tive chloroplast APX, of which one is soluble in the stroma (sAPX) and one is anchored in 

the thylakoid membrane (tAPX) (Ishikawa and Shigeoka 2008; Miyake and Asada 1992; 

Pitsch et al. 2010). Chloroplastic APX differ from other APX by containing two additional 

sequence insertions (Pitsch et al. 2010; Wada et al. 2003). At the functional level, active 

chloroplast APX have a faster half-inactivation time (15 s) compared with cytosolic 

isoforms (>40 min) when the ascorbate levels are low (<10 µM) (Kitajima 2008). tAPX is 

part of a first layer to scavenge photosynthesis-generated H2O2 at the thylakoids, while 

sAPX provides downstream antioxidant protection in the stroma (Asada 1999). Chloro-

plastic APX activity is suggested to be central for increased abiotic stress tolerance by 

avoiding oxidative damage and supporting retrograde signaling (Caverzan et al. 2012; 

Maruta et al. 2016; Pandey et al. 2017). However, extreme phenotypes in loss-of-function 

mutants of single genes could not be observed, probably because of strong functional 

compensation by other antioxidant enzymes and low molecular weight antioxidants 

(Kangasjärvi et al. 2008; Maruta et al. 2016). 

As shown recently, 4-week-old A. thaliana Columbia-0 (Col-0) plants memorize a 24-h ex-

posure (including day and night phase) to mild cold (4°C) for up to 7 days (van Buer et al. 

2019). Such cold priming leads to modified activation of cold-stress-responsive genes 

during a second cold treatment and requires reincreasing expression of tAPX after cold 

priming (Bittner et al. 2020; van Buer et al. 2016, 2019). Consistently, conditional over-

expression of tAPX establishes a cold memory in the absence of the priming cold treat-

ment (van Buer et al. 2019). Levels of neither reactive oxygen species (ROS) nor ascorbate 

are altered in cold-primed plants 5 days after the end of the initial cold exposure com-

pared with control plants (van Buer et al. 2016). Here, we investigated whether a single, 

memorized cold exposure lasting 24 h (including day and night phase) affects plants path-

ogen resistance against P. syringae pv. tomato, given that such a cold priming event spe-

cifically alters gene regulation during a second cold exposure or a high light treatment in 

a trigger-specific manner (Bittner et al. 2020, 2021; van Buer et al. 2016, 2019). Further-
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more, we analyzed whether plastid APX contribute to cold priming against pathogens be-

cause tAPX was shown to be a cold priming mediator during a subsequent cold exposure 

(van Buer et al. 2016, 2019). 

 

2.3 Results 

2.3.1 Cold exposure of 24 h reduces Arabidopsis immune susceptibility for up 

to 5 days in an EDS1-independent manner. 

To study whether cold priming affects the plant immune response, we challenged cold-

pretreated 4-week-old Arabidopsis Col-0 plants (4°C, 24 h) after a recovery period of 5 

days by infiltration with different strains of the bacterial pathogen P. syringae pv. tomato 

DC3000 (Fig. 1A). In addition to the virulent P. syringae pv. tomato, avirulent P. syringae 

pv. tomato strains were used that additionally express either the bacterial effector 

avrRPM1 or avrRPS4. Both strains are recognized in planta by intracellular immune re-

ceptors and activate ETI immune responses (Grant et al. 1995; Hinsch and Staskawicz 

1996). The nonvirulent P. syringae pv. tomato strain hrcC− is deficient of a functional type 

three secretion system (Roine et al. 1997) and provides information about the plant’s re-

sistance without the involvement of type three secretion system–dependent bacterial ef-

fectors. Cold-primed Col-0 plants (4°C, 24 h) showed significantly reduced titers of the 

virulent P. syringae pv. tomato strain 3 days after infiltration compared with naive control 

plants when the inoculation was performed 5 days after cold exposure (Fig. 1A). Bacterial 

titers of the avirulent ETI-inducing P. syringae pv. tomato strains avrRPM1 and avrRPS4 

and the nonvirulent PTI-inducing strain hrcC− (Fig. 1A) did not differ in cold-primed and 

control plants. This indicates that, specifically, plant defense against virulent pathogens 

benefits from a prior cold exposure while plant resistance against avirulent and nonviru-

lent pathogens is not affected. Consistent with the results of Wu et al. (2019), P. syringae 

pv. tomato infections immediately (1 h) after 24 h of cold exposure (4°C) resulted in re-

duced bacterial growth in Col-0 (Fig. 1B). Our experiment showed that the effect lasted 

for 5 days, during which the plants did not experience cold (Fig. 1B). Hence, the priming 

effect of the 24-h cold treatment counteracted pathogen growth in the plants not only 

during the period when cold regulation of gene expression weakens out but also later, 

when the priming effect on the cold sensitivity was established (van Buer et al. 2019). 

Equal density of the starting inoculum and the infiltration efficiency was confirmed by 
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measuring bacterial titers 3 h after plant infiltration in control and cold-primed plants 

(Supplementary Fig. S1). 

 

Figure 1: Bacterial growth of Pseudomonas syringae pv. tomato (Pst) in Col-0 and eds1-2 after a 24-h cold 
exposure. A, Four-week-old Arabidopsis thaliana plants were exposed to a 4°C cold priming treatment for 
24 h (+). At 5 days after cold exposure, plants were infiltrated with P. syringae pv. tomato strains to deter-
mine the plant’s level of resistance and susceptibility. Bacterial titers (log10-transformed) of virulent P. sy-
ringae pv. tomato, avirulent P. syringae pv. tomato avrRPM1 and avrRPS4, and the type-three-secretion-de-
ficient P. syringae pv. tomato hrcC− strains in cold-primed (+) and control (−) Col-0 plants were determined 
at 3 days post inoculation (dpi). Bars represent means and standard errors calculated from three independ-
ent experiments, each with six to eight biological replicates using a mixed linear model. B, Bacterial titers 
of P. syringae pv. tomato (log10-transformed) in cold-primed (+) and control plants (−) of Col-0 and eds1-2 
null mutants were determined 3 dpi. Plants were infiltrated with P. syringae pv. tomato (optical density at 
600 nm = 0.001) 1 h (left panel) or 5 days (right panel) after the cold exposure. Bars represent means and 
standard errors calculated from five independent experiments each, with five to six biological replicates 
using a mixed linear model. Different letters above the bars denote statistically significant differences (ad-
justed P < 0.05; two-tailed t tests). 

To distinguish cold priming regulation from induced basal immunity and resistance re-

sponses, we included the strongly immune-compromised eds1-2 null mutant (Bartsch 

et al. 2006) into our analyses. EDS1 is an essential molecular plant immune regulator that 
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contributes to resistance mediated by cell-surface receptors and intracellular TNLs and, 

hereby, is an integral part of TNL-driven immune signaling in PTI, ETI, and SAR (Breiten-

bach et al. 2014; Dongus and Parker 2021). The enhanced susceptibility of eds1-2 against 

P. syringae pv. tomato was significantly reduced compared with the level of control plants 

when the plants were inoculated immediately or after 5 days of recovery from the cold 

treatment (72 and 65% reduction of bacterial titers, respectively) (Fig. 1B). Cold exposure 

and its memorization weakened plant susceptibility independent or downstream of 

EDS1-mediated immune signaling. 

 

2.3.2 Cold response and recovery is functional in immune-impaired eds1. 

Priming and memory concepts require the perception and response of a first (priming) 

stimulus which initiates the formation of a molecular memory for future stresses (Hilker 

et al. 2016). We compared initial cold response and recovery effects between Col-0 and 

eds1-2 at the transcriptional level of selected genes directly after 24 h of exposure to 4°C 

(0 days) and after 3 days. For this analysis, we harvested plant leaves of the same size and 

developmental status as used for bacterial infiltrations. We selected four genes based on 

recent work on cold cis-priming: Cold-Regulated Gene 15A (COR15A; At2g42540), Zinc Fin-

ger of Arabidopsis thaliana 10 (ZAT10; At2g27730), Bon-Associated Protein 1 (I; 

At3g61190), and Phenyl Ammonia Lyase 1 (PAL1; At2g37040) (van Buer et al. 2016). 

COR15A, which encodes a protein protecting the inner envelope of chloroplasts against 

freezing damage, is strongly induced in the cold and quickly (within 24 h) reset at optimal 

growth temperatures (Steponkus et al. 1998; Zarka et al. 2003). The same applies to the 

ROS-induced and pleiotropic stress-responsive genes ZAT10, BAP1, and PAL1 (van Buer 

et al. 2016, 2019). Cold induction of COR15A and ZAT10 reached a similar level in Col-0 

and eds1-2 at the end of the cold exposure and was reset to control rates within 3 days 

(Fig. 2). This is similar for BAP1 regulation in Col-0 and eds1-2, although at an overall 

lower level in eds1-2. The conversion of L-phenylalanine to cinnamic acid by PAL1 is a key 

enzymatic step for a multitude of phenlypropanoids such as anthocyanins, flavonoids, hy-

droxycinnamates, and monolignols but also for the synthesis of basal amounts of the plant 

hormone salicylic acid (SA) (Ding and Ding 2020). However, pathogen-induced SA is 

mainly metabolized by iso-chorismate synthase 1 (ICS1), and its gene expression is 

strongly induced after pathogen attack (Hartmann and Zeier 2019). We could not detect 

a clear and significant upregulation of ICS1 at the end of cold priming exposure and after 
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3 days of reacclimation; however, ICS1 transcripts were rather reduced after 24 h at 4°C 

in eds1-2 (Fig. 2). 

 

Figure 2: Postcold expression of stress-responsive genes in Col-0 and eds1-2. Transcript levels of COR15A, 
ZAT10, BAP1, PAL1, and ICS1 in leaves of Col-0 and eds1-2 null mutants immediately (0 days) and 3 days 
after end of cold exposure (+; 4°C, 24 h) were determined by quantitative real-time PCR. Transcript levels 
in leaves harvested from control plants (−) of the same age are also shown and were determined in four 
independent experiments as relative expression to the geometric mean of three reference genes (ACT2, 
YLS8, and RHIP1). Different letters denote statistically significant differences (analysis of variance and least 
significant difference, P < 0.05). 
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In all of the samples, transcripts of SA-responsive immune marker gene Pathogenesis-Re-

lated 1 (PR1) remained at low and basal levels and were not detectable. Overall, this anal-

ysis demonstrated that cold signaling during and after exposure to 4°C is perceived and 

processed in Col-0 and in plants lacking the central immune regulator EDS1. Although 

infections directly after cold exposure might benefit from overlapping with postcold deac-

climation of gene expression, infections 5 days after priming required a molecular 

memory, because cold-induced genes were already reset for at least 2 days (Fig. 2) 

(Zuther et al. 2015). The low responsiveness of ICS1 and PR1 during and after the postcold 

phase distinguished cold priming-reduced susceptibility from SAR, in which a first infec-

tion leads to an upregulation of immunity genes (including ICS1 and PR1) in the nonin-

fected systemic tissue (Bernsdorff et al. 2016; Gruner et al. 2013; Hartmann and Zeier 

2019). The eds1-2 null mutant, which is impaired in establishing SAR (Breitenbach et al. 

2014), showed reduced susceptibility in response to cold priming (Fig. 1). This indicates 

different regulation of SAR and cold-primed pathogen resistance. 

 

2.3.3 Pathogen-induced transcript levels of selected PTI genes and SA signal-

ing are independent from crosstalk with the cold priming memory. 

Two recently published transcriptomic data sets showed that, 5 days after 24 h of cold 

exposure, gene expression patterns differ only marginally (Bittner et al. 2020, 2021). To 

differentiate transcriptional cold priming effects from preactivation of genes in P. syringae 

pv. tomato-induced SAR, we had a closer look at the transcript ratios of all genes from 

gene ontology (GO) group “SAR” (GO:0009627) at the end of the 5-day recovery phase 

from both data sets (Bittner et al. 2020; Bittner et al. 2021) and compared with data after 

24 h cold exposure (Bittner et al. 2020) and with gene regulation data in a SAR-induced 

state (Gruner et al. 2013). Although genes from the GO term group “SAR” showed strong 

differential expression in the SAR data set, differential expression after 5 days recovery 

from cold exposure or after 24 h cold exposure (4°C) was weak or absent (Supplementary 

Fig. S2). This analysis confirmed that preactivation of SAR-related genes is not a central 

component reduced susceptibility by cold priming. 

Next, we tested transcript levels of selected immune-related genes as indicators for a 

stronger and primed activation upon P. syringae pv. tomato infection. Transcriptome dy-

namics upon infections with virulent P. syringae pv. tomato are established rather late 

(between 16 and 24 h after infection), whereas ETI-inducing pathogens trigger mainly 
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identical transcriptional changes already between 4 and 6 h (Mine et al. 2018). Hence, we 

tested the expression levels of PTI-triggered gene NDR1/HIN1-like10 (NHL10, also known 

as YLS9; At2g35980) and mitogen-activated protein kinase-specific target gene FLG22 In-

duced Receptor Kinase 1 (FRK1; At2g19190) (Boudsocq et al. 2010) 0, 6, and 24 h after P. 

syringae pv. tomato infection in leaves of cold-primed and control plants. At the time of 

pathogen infiltration, no cold-priming-related preactivation of NHL10 and FRK1 was de-

tectable (Fig. 3). NHL10 and FRK1 were significantly induced 24 h after infiltration in Col-

0 but remained at very low basal amounts in eds1-2 (Fig. 3). Expression levels in cold-

primed and control plants did not differ in time or intensity (Fig. 3). Next, we tested for 

cold-priming-responsive expression profiles of SA-biosynthetic ICS1 and the SA-respon-

sive PR1. ICS1 and PR1 were significantly induced at 24 h but not at 6 h after the pathogen 

treatment in Col-0 (Fig. 3). The induction levels did not differ between cold-primed and 

control samples (Fig. 3), indicating that pathogen-triggered SA production and signaling 

were not cold-primed and, therefore, not causative for the cold-reduced susceptibility. 

This conclusion is further supported by the requirement of functional EDS1 for a robust 

activation of SA-related immune pathways upon infection with virulent pathogens (Cui 

et al. 2017; Rietz et al. 2011). Cold priming did not affect ICS1 and PR1 levels downstream 

or independent of EDS1 because induced transcripts in Col-0 were absent or low in cold-

pretreated and inoculated eds1-2 (Fig. 3). 
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Figure 3: Transcript levels of selected pathogen-responsive genes during Pseudomonas syringae pv. tomato 
infection upon cold priming. Transcript levels of pathogen-associated molecular pattern-triggered immun-
ity marker genes NHL10 and FRK1, salicylic acid (SA) biosynthetic ICS1, and SA-responsive PR1 in leaves of 
Col-0 and eds1-2 null mutants after infiltration with P. syringae pv. tomato (optical density at 600 nm = 
0.005). Infiltrations were done 5 days after end of cold treatment with cold-primed plants (+; 4°C, 24 h) or 
control plants (−). Transcript levels were determined at the time of P. syringae pv. tomato infiltrations (0, 6, 
and 24 h post inoculation [hpi]) using quantitative PCR in four independent experiments as relative expres-
sion to the geometric mean of three reference genes (ACT2, YLS8, and RHIP1). Different letters denote sta-
tistically significant differences (analysis of variance and least significant difference, P < 0.05); n.d. = not 
detectable. 
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2.3.4 Postcold and P. syringae pv. tomato-triggered regulation of tAPX and 

sAPX transcripts. 

Recently, tAPX was described for its role in establishing the memory that controls cold 

regulation of gene expression after cold priming for several days (van Buer et al. 2016, 

2019). Hereby, postcold accumulation of tAPX transcripts was essential for the memory 

function (van Buer et al. 2016, 2019). In addition to tAPX, Arabidopsis expresses sAPX 

(Ishikawa and Shigeoka 2008), which evolved from the same ancestral gene as tAPX and 

still has a highly similar catalytic subunit (Pitsch et al. 2010). We compared regulation of 

tAPX and sAPX after cold exposure and after subsequent P. syringae pv. tomato infection 

in leaves of cold-primed and control plants of Col-0 and eds1-2 (Fig. 4). Our data confirmed 

previously described postcold induction of tAPX in Col-0 (van Buer et al. 2016) and 

showed that this memory phase lasting process was also functional and significant in 

eds1-2 (Fig. 4A). sAPX was upregulated during a 24-h cold phase of 4°C and quickly read-

justed to precold levels at normal temperature (van Buer et al. 2016) (Fig. 4A). Cold-in-

duced sAPX upregulation was less pronounced in eds1-2 (Fig. 4A). Similar to cold expo-

sure, infiltration of leaves with P. syringae pv. tomato reduced tAPX amounts in Col-0 be-

tween 3 and 24 h after infection in control and cold-primed plants (Fig. 4B). This effect 

was marginally less in eds1-2 (Fig. 4B). At 24 h after P. syringae pv. tomato treatment, sAPX 

transcripts were enhanced in Col-0. Pathogen induction of sAPX was weaker in eds1-2 and 

only marginal in cold-primed eds1-2 (Fig. 4B). Therefore, our data reveal a regulatory sim-

ilarity between cold- and pathogen-responsive cellular plant stress management: EDS1-

dependent upregulation of sAPX and repressive regulation of tAPX. The pathogen-respon-

sive diametrical regulation of tAPX and sAPX is further supported by other published tran-

scriptomic studies; for example, after infiltration with P. syringae pv. tomato and ETI-in-

ducing P. syringae pv. tomato strain avrRPM1 (Mine et al. 2018) and EDS1-dependent ETI-

inducing P. syringae pv. tomato strain avrRPS4 (Bhandari et al. 2019) in the P. syringae pv. 

tomato-primed SAR state (Gruner et al. 2013); and detectable, even though less pro-

nounced, after treatment with the bacterial PAMP flg22 peptide (Birkenbihl et al. 2017) 

(Supplementary Fig. S3). 
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Figure 4: Transcript regulation of plastid ascorbate peroxidases (APX) encoding APX soluble in the stroma 
(sAPX) and thylakoid-bound APX (tAPX) genes during postcold phase and after Pseudomonas syringae pv. 
tomato (Pst) infection. A, Postcold (4°C, 24 h) transcript levels of tAPX (upper panel) and sAPX (lower panel) 
in leaves of Col-0 and eds1-2 null mutants immediately (0 d), 3 days (3 d), and 5 days (5 d) after the end of 
cold treatment. Transcript levels are shown as ratios from samples of cold-primed leaves (+) compared with 
samples from untreated control plants (−) of the same age. B, Transcript levels of tAPX (upper panel) and 
sAPX (lower panel) in leaves of Col-0 and eds1-2 null mutants 3 and 24 h post inoculation (hpi) with P. 
syringae pv. tomato (optical density at 600 nm = 0.005) of cold-primed (+) or control (−) plants. Plants were 
infected 5 days after the end of the cold treatment. Transcript levels were determined in four independent 
experiments as relative expression to the geometric mean of three reference genes (ACT2, YLS8, and RHIP1). 
Different letters denote statistically significant differences (analysis of variance and least significant differ-
ence, P < 0.05). 

 

2.3.5 Cold priming-reduced pathogen susceptibility requires plastid APX. 

To test whether tAPX is required not only for cold priming of ROS-responsive genes dur-

ing cold triggering (van Buer et al. 2019) but also for beneficial responses during P. syrin-

gae pv. tomato infections, we included tapx- and sapx-knockout (KO) lines (Kangasjärvi 

et al. 2008) in our analysis. Although altered phenotypes in both lines can be observed 

under stress conditions, both lines show wild-type-like phenotypes under normal and sta-

ble laboratory conditions, probably through compensation by other antioxidant com-

pounds (Kangasjärvi et al. 2008; Maruta et al. 2010). Here, cold-primed (4°C, 24 h) and 

control plants of both KO lines and Col-0 were infiltrated with P. syringae pv. tomato 5 
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days after the priming stimulus. The bacterial titers measured in control plants revealed 

that tAPX did not contribute, per se, to the degree of plant pathogen susceptibility and 

basal resistance (Fig. 5A) and that sapx-KO lines were not significantly more resistant 

against P. syringae pv. tomato (Fig. 5A). The cold priming effect on reducing bacterial titers 

was strong in Col-0, weak in tapx-KO, and absent in sapx-KO (Fig. 5A). Although cold trig-

gering responses specifically required tAPX but not sAPX (van Buer et al. 2019), cold-

primed pathogen susceptibility was supported by functionality of both plastid APX vari-

ants. Consequently, the cold memory that reduces pathogen susceptibility can be postu-

lated to be more generally controlled by plastid APX activity than priming of the cold re-

sponsiveness. We have recently shown that cold-induced accumulation of tAPX tran-

scripts affects cold regulation of cold-primable genes (van Buer et al. 2019). To test 

whether postcold tAPX affects plant susceptibility, we used an estradiol-responsive tAPX-

inducible RNA interference (iRNAi) line (Maruta et al. 2012; van Buer et al. 2019). We sup-

pressed postcold regulation of tAPX by spraying cold-primed plants after the initial cold 

exposure and, 4 days later, with an estradiol or a mock solution before P. syringae pv. to-

mato was infiltrated the following day. Both the estradiol and the mock treatment after 

cold exposure resulted in increased susceptibility in the Col-0 and tAPX-iRNAi lines com-

pared with the cold-primed-only control group (Fig. 5B). However, the bacterial numbers 

were specifically enhanced by the estradiol treatment in cold-primed tAPX-iRNAi (Fig. 

5B). To confirm the effect of the estradiol treatment on reducing tAPX transcript abun-

dance in tAPX-iRNAi, we monitored the tAPX transcripts at the time point of infection 

(Supplementary Fig. S4). We concluded that the regeneration of the plastid antioxidant 

protection by the tAPX postcold induction supports plastid functions during a subsequent 

infection with P. syringae pv. tomato, which again results in a perturbation of plastid APX 

at the transcriptional level (Fig. 4; Supplementary Fig. S3). When tAPX transcript recovery 

was suppressed after the initial cold phase, plants infected with P. syringae pv. tomato 

showed increased pathogen susceptibility, as determined by bacterial numbers (Fig. 5B; 

Supplementary Fig. S4). We suggest that the regeneration of the tAPX pool and the resta-

bilization of the plastid antioxidant protection after the cold stress phase provides bene-

fits for plant fitness and defense during a subsequent pathogen infection. 
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Figure 5: Bacterial growth of Pseudomonas syringae pv. tomato (Pst) in cold-primed Col-0, thylakoid-bound 
ascorbate peroxidase (tAPX), and APX soluble in the stroma (sAPX) knock-out (KO) lines and after condi-
tional repression of tAPX. A, Cold-primed (+) and control (−) Col-0, sapx-KO, and tapx-KO plants were infil-
trated with P. syringae pv. tomato (optical density at 600 nm [OD600] = 0.001) 5 days after cold exposure 
(4°C, 24 h). Bacterial titers (log10-transformed) were measured 3 days post inoculation (dpi). Bars represent 
means and standard errors calculated from five independent experiments, each with five to six biological 
replicates using a mixed linear model. B, Cold-primed (+) and control (−) Col-0 and tAPX-inducible RNA 
interference (iRNAi) plants were infiltrated with P. syringae pv. tomato (OD600 = 0.001) 5 days after cold 
exposure (4°C, 24 h). For conditional repression of tAPX transcript in tAPX-iRNAi, plants were sprayed with 
a mock or an estradiol (EST) solution after the cold treatment and after 4 days. Bacterial titers (log10-trans-
formed) were measured 3 dpi. Bars represent means and standard errors calculated from four independent 
experiments, each with six to eight biological replicates using a mixed linear model. Different letters above 
the bars denote statistically significant differences within each graph (adjusted P < 0.05; two-tailed t tests). 
Numbers between two bars show the effect size between two means according to Cohen’s d. 
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2.4 Discussion 

When plants are exposed to simultaneously or sequentially occurring combined abiotic 

and biotic stress situations, responses often differ compared with single and individual 

stresses (Zhang and Sonnewald 2017). The outcome of different combined stresses can 

result in a trade-off situation or enable cross-tolerance (Saijo and Loo 2020). Cross-toler-

ance upon two sequentially applied stresses disconnected by a stress-free interphase, 

which enables recovery and requires memorization of the first stressor, is a characteristic 

feature of the transpriming phenomenon (Hilker et al. 2016). Here, we showed that a sin-

gle 24-h cold exposure primed the susceptibility of A. thaliana Col-0 against the virulent 

plant pathogen P. syringae pv. tomato for up to 5 days (Figs. 1 and 5). This cold-priming-

reduced pathogen susceptibility was independent from plant immunity pathways con-

trolled by EDS1 but it required the chloroplast-located sAPX and tAPX (Fig. 5). 

The immune system of A. thaliana benefits from the experience of cold temperatures. A 

single 24-h cold (4°C) exposure resulted in immediate decrease of pathogen susceptibility 

(shown by infection 1 h after cold), and was also robust for 5 to 8 days (shown by infection 

5 days after cold) (Fig. 1), although the initial transcriptional cold response (e.g., COR15A, 

ZAT10, BAP1, and PAL1) was quickly reset to precold levels (Fig. 2). As shown recently by 

Wu et al. (2019), a shorter 10-h cold treatment applied during the night phase also de-

creases pathogen susceptibility in A. thaliana. However, the shorter night stimulus is only 

transiently memorized for up to 12 h (Wu et al. 2019). Repetitive application of seven 1-

h cold periods (one treatment per day) equally results in reduced growth of P. syringae 

pv. tomato and entraines protection for 7 days (Singh et al. 2014). Our study showed that, 

already, a single cold treatment lasting 24 h, including day and night phase, primed and 

established a molecular stress memory lasting for 5 to 8 days (Fig. 1). Whereas repetitive 

cold treatments resulted in enhanced activation of PTI-responsive genes FRK1 and NHL10 

upon triggering with type three secretion–deficient P. syringae pv. tomato strain hrcC− 

(Singh et al. 2014), the single 24-h cold priming stimulus did not reveal a priming pattern 

for FRK1 and NHL10 transcripts. Activation of FRK1 and NHL10 without priming signa-

tures excludes a cross-stress memory formation similar to that with the repetitive cold 

stimuli and suggests a PTI-independent memory (Fig. 3). 

In summary, our data showed that cold priming memory formation was independent 

from the central plant immune regulator EDS1: (i) bacterial growth was reduced in cold-
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primed eds1 null mutants (Fig. 1), (ii) initial cold sensing in eds1 was wild-type-like lead-

ing to COR15A, ZAT10, BAP1, and PAL1 activation (Fig. 2), and (iii) EDS1-dependent tran-

script activation of selected immune-related genes (NHL10, FRK1, ICS1, and PR1) did not 

show a cold priming signature or an activation downstream of EDS1 (Fig. 3). Several 

EDS1-dependent responses have been well described for their effects in reducing plant 

susceptibility to virulent pathogens: EDS1, together with its homolog and heteromeric 

complex partner PAD4, boosts SA biosynthesis (Cui et al. 2017) and promotes tocopherol 

production in an SA-independent manner upon P. syringae pv. tomato infection (Stahl 

et al. 2019). Furthermore, EDS1 is required for the plant immune cis-priming SAR by con-

tributing to signal generation in primary infected leaves and signal perception in the sys-

temic uninfected tissues (Breitenbach et al. 2014). Based on the functionality of cold-

priming-reduced susceptibility in eds1-2, we conclude that the molecular mechanisms of 

cold priming memory formation are independent from EDS1-controlled immune activa-

tion and are established regardless of SA production during P. syringae pv. tomato infec-

tion or SAR signaling. In addition, the indispensable requirement for EDS1 in TNL-medi-

ated immunity (Dongus and Parker 2021; Griebel et al. 2014) excludes the possibility that 

(post)cold activation of TNL immune receptor signaling is causative for the reduced sus-

ceptibility in cold-primed plants. Several articles have described an induction of SA under 

low-temperature conditions (Kim et al. 2013, 2017). As during pathogen attack, cold-in-

duced SA derives from the plastid isochorismate pathway but SA levels are not increasing 

before 7 days at 4°C (Kim et al. 2013, 2017). Cold exposure lasting 24 h was not sufficient 

to significantly increase ICS1 transcript levels (Fig. 2) or enhance SA levels; these required 

a constant cold exposure of at least 1 week (Kim et al. 2013; Wu et al. 2019). In contrast 

to the independence of EDS1 during mild cold exposure (4°C, 24 h) and cold memory for-

mation, induction and activation of the EDS1 complex at temperatures below 4°C nega-

tively affected freezing tolerance in an SA-dependent manner (Chen et al. 2015). 

Chloroplasts can be considered as an important cellular origin of cold sensing and prim-

ing: cold exposure supports chloroplast ROS production by an imbalance between the Cal-

vin-Benson cycle and photosynthetic electron transport (Ensminger et al. 2006; Huner 

et al. 1993) and leads to reduced activation of chloroplast-to-nucleus redox-sensitive 

genes during a second cold phase (van Buer et al. 2016, 2019). tAPX, the main regulator 

of cold priming memory in chloroplasts, is transcriptionally activated during the postcold 
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phase (van Buer et al. 2016, 2019) in an EDS1-independent manner (Fig. 4). Gene expres-

sion regulation upon cold triggering specifically benefits from tAPX activation but not 

from sAPX (van Buer et al. 2019). Bacterial growth rates in tapx-KO were wild-type-like 

and not affected, except for the missing cold memory response (Fig. 5). Similar to cold 

exposure, infections with virulent pathogens resulted in reduced tAPX transcript levels 

(Fig. 4). Conditional silencing of tAPX transcripts during the memory phase increased 

plant susceptibility and P. syringae pv. tomato titers during a subsequent infection (Fig. 

5). Whereas cold priming responses during a second cold exposure were solely regulated 

by tAPX (van Buer et al. 2016, 2019), pathogen triggering of cold-primed plants also re-

quired functional sAPX for memory effects (Fig. 5). This suggests that the sAPX upregula-

tion during the initial cold phase and the tAPX increase during the subsequent recovery 

phase contribute to cold-priming-reduced susceptibility against P. syringae pv. tomato. 

tAPX and sAPX jointly scavenge plastid ROS and, therefore, contribute to the plastid anti-

oxidant protection and redox-mediated signaling and communication between cellular 

compartments. We assume that the regeneration of the plastid APX pool and the restabi-

lization of the plastid antioxidant protection after the initial cold stress phase supports 

the plant’s fitness and primes defense activation by altering cellular redox communication 

in response to a pathogen infection. 

 

2.5 Material and Methods 

2.5.1 Plant material and cultivation. 

A. thaliana var. Col-0 plants, eds1-2 null mutant (Bartsch et al. 2006), T-DNA knockout 

lines tapx and sapx (Kangasjärvi et al. 2008), and tAPX-iRNAi (Maruta et al. 2012) were 

used in this study. All lines are in the Col-0 background. Plants were cultivated in round 

pots (6 cm in diameter) containing a soil mixture (14:14:5) of Topferde (Einheitserde, 

Sinntal-Altengronau, Germany), Pikiererde (Einheitserde, Sinntal-Altengronau), and Per-

ligran Classic (Knauf, Germany) supplemented with dolomite lime (Deutsche Raiffeisen-

Warenzentrale, Germany) at 0.5 g liter−1 and in a controlled environmental chamber with 

a day and night temperatures of 20 ± 2 and 18 ± 2°C, respectively; a cycle of 10 h of light 

(100 to 110 µmol photons m−2 s−1; Lumilux Cool White fluorescence stripes, Osram, Ger-

many) and 14 h of darkness; and a constant relative humidity of 60 ± 5% after stratifica-

tion at 4°C for 2 days. 
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2.5.2 Cold treatments. 

Cold treatments were performed as previously described (van Buer et al. 2016, 2019). 

Four-week-old plants were exposed to cold 2.5 h after onset of light by transferring them 

to a growth chamber with a constant temperature of 4 ± 2°C but otherwise identical aer-

ation, illumination, and air humidity as in the 20°C chamber. After a continuous cold ex-

posure for 24 h (comprising a full day and night phase), the plants were placed back to 

the 20°C chamber, labeled, and randomized with the noncold-treated control plants. 

 

2.5.3 Estradiol treatments. 

For estradiol-sensitive conditional silencing of tAPX in tAPX-iRNAi, plants were sprayed 

with 100 μM estradiol (Roth, Karlsruhe, Germany) dissolved in 0.8% (vol/vol) dimethyl 

sulfoxide (DMSO) and supplemented with 0.01% (vol/vol) Tween 20 as described re-

cently (Bittner et al. 2021; van Buer et al. 2019). Control plants were sprayed with a mock 

solution (0.8% [vol/vol] DMSO and 0.01% [vol/vol] Tween 20) without estradiol. The 

treatments were performed immediately after the cold exposure (= 5 days before bacte-

rial infiltration) and repeated after 4 days. 

 

2.5.4 Cultivation and inoculation of bacteria. 

P. syringae pv. tomato DC3000, P. syringae pv. tomato strains carrying either the aviru-

lence gene avrRpm1 or avrRPS4, and type three secretion system–deficient P. syringae pv. 

tomato strain hrcC− were grown for 24 h at 28°4 C on nutrient-yeast extract glycerol agar 

(NYGA) solid medium containing the appropriate antibiotics. Bacterial cultures were sus-

pended in 10 mM MgCl2 and diluted to optical density at 600 nm (OD600) of 0.001 for bac-

terial growth assays or 0.005 for gene expression analyses. The bacterial suspensions 

were infiltrated from the abaxial side into the leaves with a needleless syringe. For tran-

script analyses, control plants were mock treated with 10 mM MgCl2. Bacterial inocula-

tions were performed 3.5 h ± 0.5 h after onset of light and either 1 h or 5 days after the 

end of cold treatment, as indicated. The three youngest but fully-grown leaves of each 

plant were selected for infiltration. 
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2.5.5 Bacterial growth assays. 

In planta bacterial titers were determined at the indicated time point after infiltration by 

combining three leaf discs for one sample and shaking in 10 mM MgCl2 with 0.01% 

(vol/vol) Silwet L-77 at 28°C for 1 h. From each sample, a dilution series was spread in 

15-µl spots on NYGA plates with appropriate antibiotics and incubated for 2 days at 28°C. 

CFU per leaf surface area were calculated for each sample. Statistical analysis of bacterial 

growth data was described previously (Tsuda et al. 2009). Log10-transformed data from 

all independent experiments were analyzed using the lme4 package in the R environment 

and the following model was fitted to the data: log10 CFUgyr = GYgy + Rr + egyr, where GY = 

genotype–treatment interaction, R = biological replicate, and e = residual. The mean esti-

mates were used as the modeled log10-transformed bacterial titers and were compared 

using two-tailed t tests. To correct for multiple hypothesis testing, the Benjamini-

Hochberg method was applied. 

 

2.5.6 Quantitative real-time PCR analysis. 

For transcript analyses using quantitative real-time PCR (qRT-PCR), plant material was 

harvested from leaves of the same age and developmental status as the ones used for 

pathogen infiltrations. Each sample included leaves from at least two plants. Total RNA 

was extracted from frozen leaves using the Gene Matrix Universal RNA Purification Kit 

(EURx, Gdansk, Poland). cDNA was synthesized using the High-Capacity Reverse Tran-

scription Kit (Applied Biosystems, Carlsbad, CA, U.S.A.) and Oligo dT16V primer according 

to the manufacturer’s instructions using 1 µg of RNA for a 20-µl reaction. qRT-PCR assays 

were performed in technical triplicate on the CFX96 real-time system (Bio-Rad, Hercules, 

CA, U.S.A.) as described previously (van Buer et al. 2016) using SYBR Green (Sigma-Al-

drich, Germany) and OptiTaq Polymerase (EURx) and a cycling program of 95°C for 5 min; 

followed by 40 cycles at 95°C for 15 s, 60°C for 30 s, and, finally, 72°C for 30 s. All qRT-

PCR primers are listed in Supplementary Table S1. The cycle threshold (Ct) values were 

determined using the CFX Manager software and relative expression values (ΔCt) of genes 

of interest were analyzed against the geometric mean of the actin 2 (ACT2), yellow leaf 

specific protein 8) (YLS8), and RGS1-HXK1 interacting protein 1 (RHIP) transcript levels as 

reference. The relative expression (2−ΔCt) was determined based on three technical repli-

cates in four independently performed experiments. Box plots of the summarized data 

were generated using the R package gglpot2 and showed the median, the distance be-

tween the upper quartile (qn = 0.75) and lower quartiles (qn = 0.25), and the raw values 
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of each experiment as dots. For statistical analysis, basic R environment and the agricolae 

package were used. 
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3.1 Abstract 

24 h cold exposure (4°C) is sufficient to reduce pathogen susceptibility in Arabidopsis tha-

liana against the virulent Pseudomonas syringae pv. tomato (Pst) strain even when the 

infection occurs five days later. This priming effect is independent of the immune regula-

tor Enhanced Disease Susceptibility 1 (EDS1) and can be observed in the immune-com-

promised eds1-2 null mutant. In contrast, cold priming-reduced Pst susceptibility is 

strongly impaired in knock-out lines of the stromal and thylakoid ascorbate peroxidases 

(sAPX/tAPX) highlighting their relevance for abiotic stress-related increased immune re-

silience. Here, we extended our analysis by generating an eds1 sapx double mutant. eds1 

sapx showed eds1-like resistance and susceptibility phenotypes against Pst strains con-

taining the effectors avrRPM1 and avrRPS4. In comparison to eds1-2, susceptibility 

against the wildtype Pst strain was constitutively enhanced in eds1 sapx. Although a prior 

cold priming exposure resulted in reduced Pst titers in eds1-2, it did not alter Pst re-

sistance in eds1 sapx. This demonstrates that the genetic sAPX requirement for cold prim-

ing of basal plant immunity applies also to an eds1 null mutant background. 

https://doi.org/10.1080/15592324.2023.2300239
http://creativecommons.org/licenses/by-nc/4.0/
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3.2 Short Communication 

Plants have evolved strategies for improved stress responses based on prior stress expe-

riences. One such strategy that differs from acclimation and adaptation but requires a mo-

lecular stress imprint or memory is defined as priming.1,2 A diverse set of stimuli has been 

shown for being effective in priming the plant immune system against pathogens.3,4 This 

includes abiotic changes and pretreatments with altered environmental conditions as a 

consequence of activated cross-tolerance. Several short (1.5 h) and repetitive cold (4°C) 

or heat (38°C) treatments increase the resistance of Arabidopsis thaliana (Arabidopsis) 

against the hemi-biotrophic, virulent pathogen Pseudomonas syringae pv. tomato DC3000 

(Pst).5 Improved plant resistance was also observed when the light period the day prior 

to the Pst infection is extended from 8 h to 16-32 h as a consequence of photoperiod 

stress.6 A 24 h pre-exposure of Arabidopsis to an extended or continuous light phase in-

creases the ability for a strong apoplastic production of reactive oxygen species, boosts 

pathogen-driven salicylic acid accumulation and signaling, and reduces the capability of 

Pst for inducing so-called water-soaking leasions.7,8 

Recently, we showed that a 24 h cold exposure (4°C) is sufficient to prime plant immunity 

for an infection with Pst occurring 5 days later and resulting in reduced bacterial titers in 

cold pre-treated Arabidopsis plants (accession: Col-0) compared to naïve control plants.9 

This effect is independent of the plant immune regulator Enhanced Disease Susceptibility 

1 (EDS1) and can be observed in the highly susceptible null mutant eds1-2.9 In contrast, 

cold priming did not lead to reduced bacterial titers when Pst strains delivering the path-

ogen effector proteins avrRPM1 or avrRPS4 were used.9 When detected by the host, these 

strains initiate strong and robust plant immune responses in the context of effector-trig-

gered immunity (ETI).10–13 While avrRPS4-tiggered ETI is strongly EDS1-dependent, de-

fense activation triggered by the recognition of avrRPM1 is mainly EDS1-independent.14  

EDS1 is part of a small family of nucleocytoplasmic lipase-like proteins.15–18 Together with 

its other family members Phytoalexin-Deficient 4 (PAD4) and Senescence-Associated 

Gene 101 (SAG101), EDS1 forms exclusive heterodimers and functions as a central regu-

lator of ETI, basal immunity, and systemic acquired resistance.17,19–21 Intracellular im-

mune receptors containing Toll-Interleukin 1 receptor (TIR) domains catalyze ribosyl-

ated nucleotide second messengers that specifically bind either to EDS1-PAD4 or to EDS1-

SAG101 heterodimers and initiate complex activation.22–25 Mobilized EDS1 complexes 
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contribute to the activation of pathogen-triggered transcriptional defence reprogram-

ming and cell death, and boost accumulation of immune enhancing metabolites, such as 

salicylic acid and pipecolic acid derivatives.20,21,26 

As mentioned above, EDS1-dependent signaling is dispensable for cold priming-enhanced 

Pst resistance. However, functional plastid ascorbate peroxidases (APX) are indispensa-

ble.9 Two APX isoforms reside in the chloroplasts of Arabidopsis and most tracheophytes: 

a soluble stromal APX (sAPX) and thylakoid-bound APX (tAPX).27–29 While tAPX specifi-

cally resides in the plastids, sAPX is dual targeted to the chloroplast stroma and the mito-

chondrial matrix.30,31 Based on homologies, a further plastid APX-like protein, named 

TL29, was identified with location to the thylakoid lumen, but does not possess peroxi-

dase activities.32,33 The interplay of tAPX and sAPX provides two spatial layers for scav-

enging photosynthesis-related H2O2 in the plastid.27,28 In this context, sAPX and tAPX have 

mainly redundant functions for photooxidative protection under abiotic stress situations 

in mature plants.34–36 However, also distinct roles are reported. Photoprotection in seed-

lings rather requires sAPX, while tAPX functions in leaves as central regulator of cold 

priming mediated-repression of core stress-responsive genes during a second cold 

phase.35–38 In the priming control, tAPX-mediated suppression of chloroplast NADPH de-

hydrogenase subunits resulting in less cyclic electron transport provides a source for al-

tered chloroplast-to-nucleus stress signaling.39 While cold priming-reduced Pst suscepti-

bility is significantly weakened in tapx-knockout (KO) lines compared to Col-0, Pst titers 

are similar in cold-pretreated and control sapx-KO (hereafter: sapx) plants indicating a 

stronger contribution of sAPX.9 

To test, whether cold priming-reduced Pst susceptibility requires plastid ascorbate pe-

roxidases also in the background of the null mutant eds1-2, we generated an eds1 sapx line 

(Fig. 1A) using the eds1-2 null mutant and the sapx line (SALK_083737).9,35,40 We tested 

EDS1 and sAPX protein abundance in the eds1 sapx line using a plastid APX serum37 and 

a commercial EDS1 antibody. 
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(AS13 2751, Agrisera, Sweden) confirming (in addition to prior genotyping) lack of EDS1 

and sAPX in the eds1 sapx line (Fig. 1B). Growth and developmental phenotype of 5-week-

old plants did not differ between eds1 sapx and parental lines (Fig. 1C). 

Next, we analysed the impact of sAPX for EDS1-dependent and -independent immunity. 

For this purpose, we infiltrated the eds1 sapx double line either with Pst avrRPM1 or Pst 

avrRPS4. We could neither detect differences in bacterial titers between the wildtype Col-

0 and the sapx nor between eds1-2 and eds1 sapx (Fig. 1 D,E). The bacterial titers of Pst 

avrRPM1 determined three days after inoculation were equally ~0.5 log10 higher in eds1-

2 and eds1 sapx compared to Col-0 (Fig. 1D). In contrast, bacterial numbers of Pst avrRPS4 

Figure 1: Generation and first analyses of an eds1 sapx double mutant line. (A) The eds1-2 null 
mutant was crossed with the T-DNA-inserted sapx-knockout line (sapx) to receive an eds1 sapx 
line. (B) Protein detection of stromal Ascorbate Peroxidase (sAPX) and Enhanced Disease Sus-
ceptibility1 (EDS1) in leaf extracts of eds1 sapx and corresponding single lines. Ponceau S stain-
ing of the Rubisco large subunit (rbcL) is shown as loading control. (C) Representative picture 
of rosettes of 5-week-old plants. Scale bar = 1 cm. (D,E) Pathogen-related immune phenotyping 
of eds1 sapx line and parental single lines (5-week-old) was verified by leaf syringe infiltration 
using Pseudomonas syringae pv. tomato DC3000 (Pst) strains (OD600 = 0.001 in 10 mM MgCl2) 
delivering either the EDS1-independent effector avrRPM1 (D) or the EDS1-dependent effector 
avrRPS4 (E). Bacteria were re-isolated 3 days post infection (dpi) and colony-forming units per 
leaf disk area (CFU/cm²) were determined. Bars show mean of log10-transfromed CFU/cm² and 
standard error (n = 18 from 3 independent experiments). Different letters above the bars denote 
statistically significant differences (Tukey HSD, P < 0.05). 
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were ~3 log10 higher in eds1-2 and eds1 sapx than in Col-0 and sapx (Fig. 1E). This demon-

strates that under stable conditions sAPX does not affect plant immunity and that eds1 

sapx largely resembles the immune phenotype of eds1-2. 

 

  

Our main aim with this study was to investigate whether sAPX is not only required for 

cold priming-reduced Pst susceptibility in Col-0 but also in eds1-2. We repeated the cold 

priming experiments from our recent study9 in the exact same way, but compared this 

time eds1-2 and eds1 sapx (Fig 2A). As shown before9, a 24 h lasting cold exposure reduced 

the enhanced susceptibility of eds1-2 when the Pst inoculation was performed 5 days later 

(Fig. 2B). Pst titers were lower in cold-primed eds1-2 than in the non-primed control 

group (Fig. 2B). Pst numbers in eds1 sapx were already significantly lower without a pre-

cold exposure (Fig. 2B), which was similar but not significant between Col-0 and sapx in 

our earlier study9. The cold priming exposure did not further alter Pst titers in eds1 sapx. 

This confirms our recent finding, (i) that a prior cold exposure does not alter Pst suscep-

tibility when sAPX is lacking. (ii) It additionally shows, that the requirement of sAPX for 

cold priming-reduced susceptibility also exists in eds1-2. (iii) It further highlights, that in 

the absence of sAPX, Pst susceptibility in eds1 sapx is constitutively reduced to the level of 

Figure 2: Pst titers in eds1 sapx after prior cold exposure (A) Experimental design: 4-week-old eds1-2 and 
eds1 sapx Arabidopsis plants were cold-treated (4 °C) for a full light/dark phase (10 h /16 h) of 24 h starting 
2.5 h after the onset of light. After 5 d back at normal temperature conditions (day/night: 22 °C/ 20 °C), 
plants were infiltrated with Pst (OD600 = 0.001). (B) Bacterial titers of Pst (log10-transformed) in (+) cold-
primed and (-) control eds1-2 and eds1 sapx plants were determined 3 days post infection (dpi). Bars rep-
resent means of log10-transformed colony-forming units (CFU/cm²) and standard errors calculated from 3 
independent experiments (n = 15-18). Different letters above the bars denote statistically significant differ-
ences (Tukey HSD, P < 0.05). Numbers between two bars show the effect size between two means according 
to Cohen’s d. 
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cold-primed eds1-2. As outlined above, EDS1 is required for many different pathogen re-

sponses, but not the main player in the cold priming signalling cascade. The generated 

eds1 sapx line provides the opportunity to further analyse the cold priming signalling re-

sponse on plant immunity in the absence of well-known and strong EDS1-dependent de-

fence responses.  
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4.1 Abstract 

A sudden cold exposure (4°C, 24 h) primes resistance of Arabidopsis thaliana against the 

virulent biotrophic pathogen Pseudomonas syringae pv. tomato DC3000 (Pst) for several 

days. This effect is mediated by chloroplast cold sensing and the activity of stromal and 

thylakoid-bound ascorbate peroxidases (sAPX/tAPX). In this study, we investigated the 

impact of such cold exposure on plant defence against the necrotrophic fungus Botrytis 

cinerea. Plant resistance was transiently enhanced if the B. cinerea infection occurred im-

mediately after the cold exposure, but this cold-enhanced B. cinerea resistance was absent 

when the cold treatment and the infection were separated by 5 days at normal growth 

conditions. Plastid ascorbate peroxidases partially contributed to the transient cold-en-

hanced resistance against the necrotrophic fungus. In response to B. cinerea, the levels of 

reactive oxygen species (ROS) were significantly higher in cold-pretreated Arabidopsis 

leaves. Pathogen-triggered ROS levels varied in the absence of sAPX, highlighting the 

strong capacity for sAPX-dependent ROS regulation in the chloroplast stroma. The cold-

enhanced resistance against B. cinerea was associated with cold-induced plant cell wall 

modifications, including sAPX-dependent callose formation and significant lignification in 

cold-treated Arabidopsis leaves.  

https://doi.org/10.1101/2024.05.28.596154
https://creativecommons.org/licenses/by-nc-nd/4.0/
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4.2 Introduction 

Abiotic factors, such as temperature, fluctuate strongly in most environments. In temper-

ate regions, short temperature drops in spring are common and occur in irregular pat-

terns. The frequency and risk of such late-spring frosts has increased in Europe and Asia 

within the last 60 years (Zohner et al., 2020). Sudden frost (< 0°C) often causes extracel-

lular ice crystal formation, damages the plasma membrane, and reduces osmotically ac-

tive water in the plant cells (Xin and Browse, 2000; Satyakam et al., 2022). Already chilling 

temperatures (0°C – 10°C) affect plant performance and growth. Such softer sudden cold 

exposures cause energy imbalances between the photosynthetic light reaction and the 

Calvin-Benson cycle and lead to the formation of reactive oxygen species (ROS) in chloro-

plasts (Huner et al., 1993; Ensminger et al., 2006), but also modify susceptibility of plants 

against pathogens. Several days after transition to 4°C, Arabidopsis thaliana (Col-0 acces-

sion) plants activate plant immune responses, such as salicylic acid production, and en-

hance immune gene expression even in the absence of pathogens (Kim et al., 2013; Kim 

et al., 2017). Daily repetitive 1.5 h cold treatments entrain and single 8-24 h lasting pre-

exposures to 4°C prime plant resistance against subsequent infections with the bacterial 

pathogen Pseudomonas syringae pv. tomato DC3000 (Pst) (Singh et al., 2014; Wu et al., 

2019; Griebel et al., 2022). In contrast to acclimation that describes plant adjustments to 

a sustained environmental change, entrainment results from repetitive and regular exter-

nal cues, and priming is the outcome of an initial and single stress stimulus that influences 

plant response to a subsequent stress exposure (Hilker et al., 2016; Baier et al., 2019).  

Botrytis cinerea is a necrotrophic pathogenic fungus and causes grey mould disease on 

plants (Williamson et al., 2007). It kills plant host cells as part of its infection strategy and 

can infect numerous plant species (Glazebrook, 2005; Williamson et al., 2007; Bi et al., 

2023). Upon spore germination, B. cinerea forms specialized cells, so-called appressoria, 

to penetrate host epidermal tissues and cells (Bi et al., 2023). The fungal pathogen pro-

duces various cell wall-degrading enzymes, toxins, and oxalic acid to turn the host’s de-

fence into susceptibility (Williamson et al., 2007; Nakajima and Akutsu, 2014). Plants em-

ploy an interconnected two-layered defence system against pathogen threats (Jones and 

Dangl, 2006; Jones et al., 2016; Ngou et al., 2021; Yuan et al., 2021): First, pattern recog-

nition receptors (PRRs) anchored in plant membranes identify pathogen-associated mo-

lecular patterns (PAMPs) and initiate pattern-triggered immunity (PTI) (Zipfel, 2014; Al-

bert et al., 2020). The PAMP chitin, for instance, is a major component of fungal cell walls 

and is detected by a receptor-like kinase known as Chitin Elicitor Receptor Kinase 1 
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(CERK1) (Miya et al., 2007). Second, intracellular receptors intercept pathogen virulence 

factors, so-called effectors, and activate effector-triggered immunity (ETI) (Jones et al., 

2016; Lolle et al., 2020). This second layer, however, plays a negligible role against ne-

crotrophic fungal pathogens and is rather important for defence against biotrophs (Liao 

et al., 2022). 

Plant defence responses against B. cinerea include the generation of ROS, the biosynthesis 

of phytoalexins, such as camalexin, but also a fine-tuned activation of the plant hormones 

jasmonic acid (JA) and salicylic acid (SA), callose deposition, and cell wall modifications 

(Thomma et al., 1998; Ferrari et al., 2003; Veronese et al., 2006; Ferrari et al., 2007; 

Ramírez et al., 2011; Birkenbihl et al., 2012; Yang et al., 2018). Callose is a central compo-

nent of papillae, which are locally and transiently formed plant cell wall modifications at 

the site of infection (Jacobs et al., 2003; Nishimura et al., 2003). The polymer lignin 

strengthens the plant cell walls and lignification is often enhanced in response to distinct 

biotic, but also abiotic stress treatments (Eynck et al., 2012; Cesarino, 2019; Lee et al., 

2019; Nakamura et al., 2020; Ma, 2024). 

ROS are important sub- and intra-cellular signalling molecules but also mediate cell-to-

cell signalling (Miller et al., 2009; Ugalde et al., 2021; Peláez-Vico et al., 2024). In photo-

synthesis, ROS generation by the light-driven electron transport is unavoidable (Smirnoff 

and Arnaud, 2019; Foyer and Hanke, 2022). Plants neutralize these ROS by a highly effi-

cient chloroplast antioxidant system. Tightly functionally interacting with superoxide dis-

mutases, chloroplast ascorbate peroxidases (APX) utilize ascorbate as an electron donor 

to detoxify H2O2 (Groden and Beck, 1978). Thylakoid-bound APX (tAPX) is part of a first 

layer of protection and scavenges photosynthesis-related H2O2 directly at the thylakoid 

membrane (Asada, 1999; Jardim-Messeder et al., 2022). Stromal APX (sAPX) provides 

downstream antioxidant protection in the plastid stroma (Asada, 1999; Jardim-Messeder 

et al., 2022). Increasing evidence suggests that both plastid APX have additional functions 

in chloroplast energy metabolism and signalling (Kangasjarvi et al., 2008; Maruta et al., 

2010; van Buer et al., 2016; Maruta et al., 2016; van Buer et al., 2019; Seiml-Buchinger et 

al., 2022). tAPX specifically regulates cold priming-mediated repression of core stress-re-

sponsive genes during a subsequent cold exposure (van Buer et al., 2019). In response to 

the initial cold, tAPX promotes the suppression of the chloroplast NADPH dehydrogenase 

subunits and alters chloroplast-to-nucleus stress signalling (Seiml-Buchinger et al., 2022). 

While tAPX transcripts decrease in the cold and slowly rise again during the post-cold 

phase, sAPX transcripts are upregulated in the cold and are quickly reset at normal 
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growth temperatures (van Buer et al., 2016; Griebel et al., 2022). Previous work showed 

that both plastid APX contribute to cold priming-enhanced resistance against the bacterial 

pathogen Pst (Griebel et al., 2022). Even in the immune-compromised null mutant en-

hanced disease susceptibility 1-2 (eds1-2), which is competent to establish cold priming-

mediated Pst resistance, lack of sAPX abolishes cold priming-enhanced resistance against 

Pst (Griebel et al., 2022; Schütte et al., 2024). 

Here, we investigated whether a single cold exposure (4°C, 24 h) impacts not only re-

sistance of Arabidopsis against the virulent bacterial pathogen Pst but also against the 

necrotroph fungus B. cinerea. In addition, we analysed the role of plastid APX for cold ex-

posure-enhanced fungal resistance and clarified their contribution for (post-)cold and B. 

cinerea-triggered ROS and callose deposition. 

 

4.3 Results 

4.3.1 Cold pretreatment of Arabidopsis transiently enhances resistance 

against Botrytis cinerea 

A 24 h cold exposure (4°C) of Arabidopsis Col-0 plants results in enhanced resistance 

against the bacterial hemibiotrophic pathogen Pseudomonas syringae pv. tomato (Pst) if 

the inoculation occurs immediately after the cold treatment, but also 5 days later (Griebel 

et al., 2022). Here, we studied the impact of such a prior cold exposure (4°C, 24 h) on plant 

resistance against the necrotrophic fungal pathogen Botrytis cinerea. Two different exper-

imental setups were compared  (Fig. 1A): (i) The first one consisted of the cold pretreat-

ment (4°C, 24 h) and an immediately (2 h) subsequent infection (CT), (ii) the second in-

cluded a stress-free period of 5 days at regular growth conditions (day/night: 20°C/18°C) 

between the initial cold exposure and the inoculation, and was therefore designated as 

cold priming (CP) setup. While the infection in the CT setup might be affected by the post-

cold deacclimation, the infection 5 days after the cold exposure requires a priming 

memory, because cold-responsive genes and metabolites, such as soluble sugars and pro-

line, are already reset after three days of deacclimation (Byun et al., 2014; Zuther et al., 

2015; Griebel et al., 2022) 
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Figure 1: Impact of a prior cold exposure on resistance against Botrytis cinerea in Arabidopsis thaliana. (A) 
5-week-old Arabidopsis thaliana (accession Col-0) plants were cold-pretreated (CT; 4°C, 24 h) and drop-
inoculated (5 x 104 spores ml-1) with Botrytis cinerea (B.c.) after 2 h at 20°C. For the cold priming setup (CP), 
4-week-old Col-0 plants were cold-exposed (4°C, 24 h). Plants were drop-inoculated (5 x 104 B.c. spores ml-

1) after a memory phase of 5 days at normal growth conditions. (B) Lesion diameters of B. c.-infected plants 
were measured 3 days post inoculation (dpi) after preceding CT-treatment (left panel) or PT-treatment 
(right panel). Data points are shown from three independent experiments indicated by different colors (n= 
23-24). Box plots show the median (central line) and asterisks denote statistically significant differences (P 
≤ 0.05 (*), 0.01 (**), 0.001 (***), two-tailed t-test). (C) Representative picture of cold-pretreated (CT, +) and 
control (CT, -) Col-0 leaves with B. c. lesions at 3 dpi. Scale bar indicates 1 cm. 

 

To study the impact of such prior cold treatments on resistance against B. cinerea, we 

analysed plant lesion sizes 3 days after drop inoculations with B. cinerea spores immedi-

ately and 5 days after the 24 h lasting cold exposure (Fig. 1B,C). Arabidopsis Col-0 exhib-
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ited significant smaller lesion diameters compared to naïve control plants, if the cold ex-

posure immediately preceded the inoculation (Fig. 1B,C; CT). By contrast, lesions diame-

ters in the CP group, with a 5-day memory phase after the cold, were similar to those in 

the control group (Fig. 1C). This indicates that a directly preceding cold exposure en-

hances the resistance of Col-0 against B. cinerea, but the effect is not sufficiently long-

lasting to restrict fungal growth several days later. 

 

4.3.2 Plastid ascorbate peroxidases contribute to cold-enhanced resistance 

against Botrytis cinerea 

Recently, we showed that cold-enhanced resistance against the bacterial pathogen Pst re-

quires the plastid ascorbate peroxidases sAPX and tAPX (Griebel et al., 2022; Schütte et 

al., 2024). We repeated the experiment with B. cinerea including previously used sapx and 

tapx knockout lines (Kangasjarvi et al., 2008). In addition, we reduced the experimental 

set-up to the immediate cold pretreatment as this was effective in enhancing resistance 

against B. cinerea (Fig. 1). Again, cold-pretreated Col-0 plants showed significantly smaller 

B. cinerea lesions compared to the control group at 3 days post inoculation (dpi) (Fig. 2). 

In contrast, the difference in lesion sizes between cold-pretreated and control sapx and 

tapx plants was less pronounced and remained at a non-significant level (Fig. 2). This 

demonstrates that the availability of functional plastid peroxidases partially contributes 

to cold-enhanced resistance against the necrotrophic pathogen B. cinerea.  

Next, we tested transcript levels of selected B. cinerea-triggered defence genes for cold- 

or APX-related differential activation patterns. Pathogenesis-related 1 (PR1) is responsive 

to SA, while Plant Defensin 1.2 (PDF1.2) and Pathogenesis-related 4 (PR4) belong to the 

group of pathogen-triggered genes that depend on JA signalling (Thomma et al., 1998). 

Phytoalexin-deficient 3 (PAD3) encodes the cytochrome P450 enzyme CYP71B15 which 

catalysis the final biosynthetic step of the phytoalexin camalexin (Zhou et al., 1999; 

Schuhegger et al., 2006). A prior cold treatment did not result in altered PR1, PDF1.2, PR4 

and PAD3 transcript levels 2 hours after the cold exposure (0 dpi) in the plant lines Col-0, 

sapx, and tapx (Fig. 3). Consequently, the cold pre-treatment had no impact on the level of 

the analysed transcripts prior to B. cinerea infection. (Fig. 3). 
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Figure 2: Impact of a cold pretreatment (CT; 24 h at 4°C) on resistance against Botrytis cinerea (B.c.) in Col-
0 and in knockout lines of stromal ascorbate peroxidase (sapx) and thylakoid ascorbate peroxidase (tapx). 
Leaves of cold-pretreated (CT, +) and control (CT, -) plants were drop-inoculated (5 x 104 B.c. spores ml-1) 
and the lesion diameter was measured 3 days post inoculation (dpi). ). Data points are shown from three 
independent experiments indicated by different colours (n = 23-24). Box plots show the median (central 
line) and letters denote statistically significant differences (Tukey-HSD; P ≤ 0.05). Numbers between two 
boxes show the effect size between two means according to Cohen’s d. 

 

At 1 dpi and 2 dpi after inoculation with B. cinerea, relative expression of PR1, PDF1.2a, 

PR4, and PAD3 was increased. However, the prior cold treatment did not significantly im-

pact B. cinerea-triggered transcript levels in Col-0, sapx, and tapx (Fig. 3). Since these 

genes are strongly connected with SA, JA, or camalexin pathways, it indicates that cold-

enhanced resistance against B. cinerea does not correlate with altered SA and JA signalling 

or increased biosynthesis of camalexin. 
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Figure 3: Botrytis cinerea (B.c.)-triggered transcripts of PR1, PDF1.2a, PR4, and PAD3 in Col-0, stromal ascor-
bate peroxidase knockout (sapx) and thylakoid ascorbate peroxidase knockout (tapx) lines. Transcript levels 
in leaves were analysed after cold pretreatment (CT +; 4°C, 24 h) and subsequent B.c. spray infection (+; 2 
x 105 B.c. spores ml-1) at 0 days post inoculation (dpi), 1 dpi, and 2 dpi. Mock spraying (-; Vogel buffer) was 
used as infection treatment control. Transcript levels were determined by quantitative real-time PCR and 
were calculated as relative expression to the geometric mean of the reference genes YLS8 and RHIP1. Bars 
show the mean of 3 independent experiments (n = 3) and the standard deviation. For mock treatments, only 
2 independent experiments were performed and analysed (n = 2). No significant differences were observed 
for the comparison between the B.c.-treated samples (not significant, ns.; Fisher`s LSD test, P ≤ 0.05). 
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4.3.3 B. cinerea-triggered ROS generation is enhanced in cold-pretreated Col-

0 and in the absence of sAPX 

sAPX and tAPX have central functions in scavenging photosynthesis-related H2O2 in the 

plastids (Asada, 1999). At the end of a 10 or 24 h cold exposure to 4 °C, H2O2 is signifi-

cantly enhanced in  Arabidopsis Col-0 leaves (van Buer et al., 2016; Wu et al., 2019). We 

analysed H2O2 levels by staining leaves with 3, 3′-diaminobenzidine (DAB) (Bittner et al., 

2020). At the time point of  inoculation (2 hours after the cold; 0 dpi), we could not de-

tect increased H2O2 in cold-pretreated or naïve Col-0, sapx, and tapx (Fig. 4A). This is 

consistent with a rapid downregulation of cold-triggered ROS in Arabidopsis under opti-

mal growth conditions given that enhanced ROS levels are detectable directly after the 

cold pretreatment (van Buer et al., 2016). 1 dpi after B. cinerea treatment, H2O2 re-

mained at a low, not detectable level in Col-0, but it was significantly increased, if the 

plants where cold-treated before (Fig. 4A,B). Similarly, the tapx line showed enhanced 

H2O2 accumulation after B. cinerea infection (1 dpi) in prior cold-exposed leaves (Fig. 

4A,B). In contrast to Col-0 and tapx, we detected strong B. cinerea-induced H2O2 accumu-

lation in non-cold-treated sapx at 1 dpi, and the prior cold exposure even resulted in a 

weaker pathogen-triggered ROS accumulation in sapx (Fig. 4A,B). 

To prove our results for Col-0 and sapx with an independent method, we used the luminol-

based leaf disc assay for H2O2/ROS quantification (Bisceglia et al., 2015) and measured 

luminescence within a time frame of 1 h at 1 dpi. Although the differences were overall 

less pronounced, we observed the same trend as from the DAB staining (Fig. 4C): (i) B. 

cinerea-triggered ROS production was stronger in cold-pretreated Col-0 than in Col-0 that 

were constantly grown at normal growth conditions. (ii) Without a prior cold, B. cinerea-

triggered ROS signals were significantly higher in sapx compared to Col-0 (p ≤ 0.001, t-

test). (iii) Cold-pretreated sapx showed lower B. cinerea-triggered ROS levels than not 

cold-treated sapx plants suggesting that the antioxidant system overcompensates for the 

lack of sAPX. 
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Figure 4: Reactive oxygen species (ROS) after cold pretreatment (CT +; 24 h at 4°C) and Botrytis cinerea 
spray infection (2 x 105 spores ml-1 (+), Vogel buffer (-)) in leaves of Col-0, stromal ascorbate peroxidase 
knockout (sapx) and thylakoid ascorbate peroxidase knockout (tapx) lines. (A) Hydrogen peroxide accumu-
lation at 0 days post infection (dpi) and 1 dpi visualized with DAB staining. Representative pictures are 
shown. Scale bar indicates 0.5 cm. (B) Quantification of DAB-stained H2O2. Pictures from (A) were analysed 
for the percentage of DAB-stained area of the leaf area. For each treatment and genotype 12 leaves from 3 
independent experiments were analysed. Data points from independent experiments are shown in different 
colours. Box plots show the median (central line) and different letters denote statistically significant differ-
ences (Tukey-HSD: P ≤ 0.05). (C) Quantification of B.c.-triggered H2O2 with the luminol assay 1 dpi in Col-0 
and sapx. Data points show the total amount of measured relative light units (RLU) counted within 1 hour 
relative to the non-infected control samples Data points from 3 independent experiments are shown in dif-
ferent colours (n = 46-48). Box plots show the median (central line) and asterisks denote statistically sig-
nificant differences (two-tailed t-test, P ≤ 0.05 (*), 0.01 (**), 0.001 (***)).  
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4.3.4 Cold-induced callose deposition requires sAPX 

Callose, a β-1,3-glycan polymer, is transiently synthesized between the plasma membrane 

and the cell wall and contributes to the physical barrier (papillae) against pathogen at-

tacks (Nishimura et al., 2003; Zavaliev et al., 2011; Ellinger and Voigt, 2014; Schneider et 

al., 2016). Callose biosynthesis and degradation in the neck region of plasmodesmata re-

stricts their permeability and the transport of signalling compounds for intercellular com-

munication (Zavaliev et al., 2011; German et al., 2023). In response to pathogens, callose 

deposition is initiated following detection of conserved pathogen-associated molecular 

patterns (Gómez-Gómez et al., 1999; Iriti and Faoro, 2009; Luna et al., 2011). However, 

callose can also be triggered by abiotic changes, such as cold (Wu et al., 2019). In some 

cases, increased callose accumulation correlates with enhanced resistance against B. ci-

nerea in Arabidopsis (Nie et al., 2017; Sanmartín et al., 2020). We analysed callose depo-

sition 2 h after the 24 h cold exposure (0 dpi) and in response to B. cinerea infection at 1 

dpi. At 0 dpi, callose deposition in Col-0, but not in sapx, was significantly enhanced in 

cold-pretreated plants (Fig. 5 A,B). We could not anymore detect the cold-responsive cal-

lose in the non-infected Col-0 at 1 dpi. After infection with B. cinerea (Fig. 5 A,B), an in-

creased callose deposition was observed in Col-0 and sapx. However, the number of B. 

cinerea-triggered callose spots was not affected by the cold treatment. We concluded that 

sAPX-promoted cold-triggered callose deposition correlates with enhanced resistance 

against B. cinerea.  
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Figure 5: Callose formation after cold treatment (CT +; 4°C, 24 h) and subsequent Botrytis cinerea spray 
inoculation in Col-0 and stromal ascorbate peroxidase knockout (sapx). (A) Pictures of aniline blue-stained 
callose in Arabidopsis leaves immediately after CT (+, 0 days post inoculation (dpi)) and 1 dpi after subse-
quent B. cinerea infection (+) or mock infection (-) at 1 dpi. Scale bar = 500 µm. (B) Quantification of the 
callose depositions from (A). Each data point (biological replicate) represents the mean of 5 randomly ana-
lysed leaf areas (7 mm²). Counts from three independent experiments (n = 9) are shown and indicated by 
different colors. Box plots show the median (central line) and different letters denote statistically significant 
differences and different letters denote statistically significant differences (Tukey-HSD, P ≤ 0.05).  
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4.3.5 Cold exposure enhances lignin content in cell walls 

To analyse lignification of the cell wall in response to cold and Botrytis cinerea, we meas-

ured the lignin contents of extracted cell wall residues (CWR) using the acetyl bromide 

(AcBr) method (Moreira-Vilar et al., 2014; Chezem et al., 2017) in Col-0 and sapx leaves 

after prior cold exposure and 2 days after additional B. cinerea infection. The lignin con-

tent in the leaves of Col-0 significantly increased in response to cold (Fig. 6). Even at 2 

dpi, the lignin ratio was still enhanced in cold-pretreated Col-0 samples, but not further 

altered in the B. cinerea-inoculated samples. This demonstrated that solely cold expo-

sure but not fungal invasion was responsible for the significantly higher lignin content in 

Col-0 leaves. In contrast, the lignin content in sapx did not show any cold-related signa-

tures (Fig. 6). Besides, lignin content measurements from sapx resulted in high variation 

and did not provide a decent basis for further interpretations. Taken together, we con-

cluded that cold exposure but not B. cinerea infection promoted plant lignification. Path-

ogen-triggered lignification was reported before, but mainly after inoculation with bac-

terial pathogens or in the response of resistant plants to otherwise necrotrophic fungi 

(Menden et al., 2007; Eynck et al., 2012; Lee et al., 2019; Kim et al., 2020; Jeon et al., 

2023). We assume that the absence of B. cinerea-triggered lignification is not caused by 

fungal lignin degradation as it was reported earlier that B. cinerea is most likely not ca-

pable of degrading lignin   (Hörmann et al., 2013). 

 

 

Figure 6: Lignin content in cell walls of leaves of Col-0 and stromal ascorbate peroxidase knockout (sapx) after 
prior cold pretreatment (CT +; 4 °C, 24 h) and Botrytis cinerea (B.c) spray infection (2 x 105 spores ml-1 (+), 
Vogel buffer (-)). Bars show the mean percentage (%) of acetyl bromide-soluble lignin in the fraction of isolated 
cell wall residues (CWR) from three independent experiments (n = 4 – 5). Left panel: data from samples ana-
lyzed immediately after the cold exposure at the day of infection (0 dpi), two-tailed t-test, P ≤ 0.05 (*), 0.01 (**), 
0.001 (***). Right panel: samples analyzed at 2 dpi. Different letters denote statistically significant differences 
within each genotype (Tukey-HSD, P ≤ 0.05). AcBr = acetyl bromide; CWR = cell wall residues; dpi = days post 
inoculation 
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4.4 Discussion 

A single 8-24 h lasting pre-exposure to cold conditions (4°C) boosts immunity in 4-week-

old Arabidopsis Col-0 against a subsequent infection with the hemibiotroph bacterial 

pathogen Pst (Wu et al., 2019; Griebel et al., 2022). Also, daily repetitive 1.5 h cold (4°C) 

exposures enhance plant resistance against Pst (Singh et al., 2014). Much less is known 

about the impact of cold pretreatments on plant immunity against necrotrophic patho-

gens. Here, we investigated the effects of preceding cold exposures on the susceptibility 

against the necrothrophic fungus B. cinerea. When B. cinerea (B05.10) spore inoculation 

was performed on cold-pretreated plants, we observed a reduction of disease lesion di-

ameters (Fig. 1B,C). This indicates that Arabidopsis Col-0 benefits from a temporally close 

and timely limited cold pretreatment with an immunity boost against a broad spectrum 

of virulent pathogens with biotrophic and necrotrophic lifestyles. Interestingly, a milder 

cold exposure to only 12°C but for a longer time period of 3 days results in enhanced sus-

ceptibility of 2-week-old Arabidopsis seedlings against B. cinerea and Pst (Garcia-Molina 

and Pastor, 2024).  

Short but more severe cold exposures and other abiotic stress treatments can be memo-

rized in Arabidopsis for up to 5-7 days (Ding et al., 2012; Singh et al., 2014; van Buer et 

al., 2019). If such a memory of an experienced stress exposure results in an improved 

response during a subsequent stress exposure, this is defined as priming (Hilker et al., 

2016). However, when cold exposure and pathogen inoculation are separated by 5 days 

at normal growth conditions, only plant resistance against the hemibiotroph Pst is poten-

tiated (Griebel et al., 2022; Schütte et al., 2024) but not plant defence against the necrot-

rophic B. cinerea (Fig. 1). Hence, the cold priming memory is beneficial for defence against 

virulent hemibiotrophic Pst but not supportive for the defence against the necrotrophic 

fungus B cinerea. Host resistance mechanisms vary according to the lifestyle of the path-

ogen (Liao et al., 2022). We assume that defence responses enhanced by a cold priming 

memory rather include signal pathways beneficial for immunity against virulent bio-

trophs. 

Recently, we reported that the effects of cold priming on plant resistance against bacterial 

pathogens relies on the availability of plastid APX (Griebel et al., 2022; Schütte et al., 

2024). Here, we showed that the transient cold-enhanced resistance against B. cinerea 

immediately upon cold exposure was also stronger when plastid APX were present (Fig. 

2). How do plastid APX contribute to plant pathogen defence subsequent to an abiotic 

stress exposure? APX scavenge ROS by using ascorbate as an electron donor (Asada, 
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1999). At the end of a 10-24 h lasting cold exposure (4°C), 4-week-old Arabidopsis have 

transiently enhanced ROS amounts (van Buer et al., 2016; Wu et al., 2019). When we 

measured ROS 2 h after the cold at the time point of inoculation (Fig. 4A, 0 dpi), we could 

not anymore observe the cold-triggered ROS burst. This indicates a fast reacclimation to 

a precold ROS homeostasis at normal growth conditions. Transient ROS waves are often 

observed in plant stress signalling (Lamb and Dixon, 1997; Apel and Hirt, 2004; Miller et 

al., 2009; Peláez-Vico et al., 2024). In response to a post-cold B. cinerea inoculation, cellu-

lar and apoplastic ROS generation was stronger in cold-pretreated than in control plants 

at 1 dpi. (Fig 4). In our study, higher B. cinerea-triggered ROS levels in cold-pretreated 

Col-0 plants correlated with higher resistance (Fig. 1,4). However, the contribution of 

plant ROS in defence against necrotrophic pathogens is complex (Torres et al., 2006). For 

instance, Pogány et al. (2009) suggested that ROS generated by plasma-membrane located 

NADPH oxidase RBOHD support plant resistance during the early phase of defence against 

necrotrophic fungi but enhance susceptibility at later stages. Also, transgenic Nicotiana 

tabacuum lines with less chloroplastic ROS triggered by B. cinerea at later stages of infec-

tions (3 dpi) showed enhanced resistance against this necrotrophic fungus (Rossi et al., 

2017). We suggest that the enhanced ROS levels observed already at 1 dpi in our study of 

cold-pretreated Arabidopsis are connected with smaller fungal lesions and a strength-

ened plant resistance. Interestingly, sAPX- but not tAPX,-deficient lines responded with 

stronger B. cinerea-triggered ROS generation even without a cold-pretreatment (Fig. 4). 

This indicates that sAPX scavenges a significant proportion of B. cinerea-triggered ROS in 

the wildtype, but also in tapx, and that tAPX contributes less than sAPX to the amount of 

fungal-triggered plant ROS amounts. In addition, the enhanced ROS levels in sapx lines 

matched with a slightly, but not significantly, improved resistance of control sapx against 

B. cinerea (Fig. 3). In contrast, the weakened fungal-triggered ROS response of cold-

treated sapx plants compared to cold-treated Col-0 or control sAPX was connected with 

weaker cold-enhanced resistance (Fig. 2,4). The measured ROS levels in tapx did not differ 

from Col-0. We suggest, that the stromal ROS protection with contribution from sAPX but 

without tAPX is sufficient to result in a wildtype-like plastid ROS homeostasis. In contrast, 

tAPX, but not sAPX, was identified as a specific mediator of cold priming-dependent al-

tered activation of stress-related transcripts during a second cold exposure and affects 

cold priming-dependent regulation of chloroplast NADPH dehydrogenase activity (van 
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Buer et al., 2016; van Buer et al., 2019; Seiml-Buchinger et al., 2022). Our ROS measure-

ments (Fig.4) support the concept of distinct functions for sAPX and tAPX on plastid ROS 

control and redox signalling in response to cold pretreatments. 

Among other functions, the interplay of apoplastic ROS and peroxidases plays pivotal 

roles in modifying and remodelling plant cell walls (Kärkönen and Kuchitsu, 2015). Cell 

wall modifications also occur in responses to abiotic stress exposures, such as cold (Le 

Gall et al., 2015). In biotic stress interactions, plant cell walls are physical barriers and 

provide protection against the invasion of pathogens (Underwood, 2012). Necrotrophic 

fungi secrete a large repertoire of cell wall degrading enzymes to facilitate their successful 

infection. To counteract this, plants sense pathogens by monitoring cell wall integrity and 

activate defence pathways including remodelling of cell walls (Bellincampi et al., 2014; 

Lee et al., 2019; Pontiggia et al., 2020; Wolf, 2022; Kim et al., 2023). Precursors of lignin 

derive from the phenylalanine ammonia-lyase (PAL) pathway and Arabidopsis PAL1 is 

induced during cold exposure (Rohde et al., 2004; Olsen et al., 2008; van Buer et al., 2016; 

Griebel et al., 2022). We observed an enhanced lignification in Arabidopsis Col-0 after the 

24 h lasting cold exposure (Fig. 6), which might hamper fungal penetration and support 

plant resistance. By contrast, degradation of lignin or additional lignification was not de-

tectable at 2 dpi with B. cinerea (Fig. 6). It was already proposed by Hörmann et al. (2013) 

that B. cinerea is not able to degrade lignin. Avirulent PTI/ETI-triggering Pst strains and 

to a lower extent the virulent Pst strain, promote plant lignification as part of induced 

plant immune responses (Lee et al., 2019). Lignin enhances disease resistance against the 

hemibiotrophic Pst (Lee et al., 2019) and might also contribute to resistance against the 

necrotrophic fungus B. cinerea (Fig. 1, 6). 

The most prominent plant cell wall modification in response to pathogen detection is the 

deposition of callose (Nishimura et al., 2003; Ellinger and Voigt, 2014). Our findings (Fig 

5) corroborate previous observations (Wu et al., 2019) that cold exposure triggers callose 

formation in Arabidopsis leaf tissue (in the absence of pathogens). Cold-triggered callose 

formation was absent in sapx, but pathogen-triggered callose deposition did not depend 

on sAPX (Fig. 5). This indicates an additional and novel contribution for plastid sAPX in 

cold-triggered callose formation and distinguishes cold and pathogen-responsive path-

ways for callose deposition. 

In summary, we conclude that also resistance to necrotrophic pathogens benefits from a 

short preceding cold treatment with increased resistance that correlates with stronger 

ROS formation, cold stress-induced lignification and callose deposition. 
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4.5 Material and Methods 

4.5.1 Plant material and cultivation 

Experiments were carried out with Arabidopsis thaliana accession Columbia-0 (Col-0) and 

described knockout lines sapx and tapx (Kangasjarvi et al., 2008). All lines are in Col-0 

background. Plants were cultivated in round pots (Ø 6 cm) on a substrate composed of 

Topferde (Einheitserde, Germany), Pikiererde (Einheitserde, Germany), Perligran Classic 

(Knauf, Germany) in a 14:14:5 ratio supplemented with 0.5 g liter-1 dolomite lime 

(Deutsche Raiffeisen-Warenzentrale, Germany). After sowing, seeds were stratified at 4°C 

for 2 days and seedlings were pricked out approximately 8 days after stratification. Plants 

were grown in a controlled environmental chamber at constant humidity (60 ± 5 %) with 

10 h of light (100 – 120 µmol photons m-2 s-1; Luminol Cool White fluorescence stripes, 

Osram, Germany) and a temperature of 20°C ± 2°C during the day and 18°C ± 2°C during 

the night (14 h). 

 

4.5.2 Cold stress treatments 

Cold treatments were performed as previously described (van Buer et al., 2016; van Buer 

et al., 2019; Griebel et al., 2022). Briefly, four-week-old plants were exposed to cold 2.5 h 

after onset of light by transferring them to a growth chamber with a constant temperature 

of 4 ± 2°C but otherwise identical aeration, illumination, and air humidity as in the 20°C 

chamber. After a continuous cold exposure for 24 h (comprising a full day and night 

phase), the plants were placed back to the 20°C chamber, labelled, and randomized with 

the non-cold-treated control plants. After 2 h (CT, cold treatment set-up) or 5 days (CP, 

cold priming set-up) at normal growth conditions (20°C), plants were used for pathogen 

infection assays  

 

4.5.3 Botrytis cinerea infection  

Inoculations with the Botrytis cinerea strain B05.10 were performed 4.5 h after onset of 

light. For drop inoculation assays, spore suspensions were adjusted to 5 x 104 spores ml-

1 potato dextrose broth (PDB, 6 g l-1). Spray-inoculation was carried out with spore sus-

pensions adjusted to 2 x 105 spores ml-1 in Vogel buffer (sucrose 15 g l-1, tri-sodium citrate 

2.5 g l-1, K2HPO4 5 g l-1, MgSO4 x 7 H2O 0.2 g l-1, CaCl2 x 2 H2O 0.1 g l-1, NH4NO3 2 g l-1, pH 6). 

The adjusted spore suspension was incubated under gently agitation at room tempera-

ture for 4 h to allow germination. Drop inoculation was conducted by pipetting a 6 µl 
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droplet next to the midrib of a fully expanded leaf. The mean of four drop-inoculated 

leaves of one plant represents one biological replicate in the lesion diameter experiments. 

Spray inoculations were carried out by evenly spraying the leaf surface with the spore 

suspension. Spore-free Vogel buffer was used for mock spray treatments as control. In-

fected plants were kept as described above except for an additional high humidity envi-

ronment created by watering and light permeable coverage of the pots. 

 

4.5.4 Quantitative real-time PCR analysis 

Transcript analyses were performed using quantitative real-time PCR (qRT-PCR). One 

sample (= one biological replicate) consisted of 4 pooled plant rosettes. Plant samples 

were harvested at the indicated time points. RNA extractions, cDNA syntheses and qRT-

PCR assays from ground plant material were performed as previously described (van 

Buer et al., 2016; Griebel et al., 2022). A mix of oligo(dT)16 primers and random primers 

was used for cDNA syntheses. The qTower3 G instrument (Analytik Jena, Germany) was 

used for qRT-PCR assays. Primers for genes of interest and reference genes are listed in 

Table 1. Values of cycle thresholds were determined using qPCRsoft (Analytik Jena, Ger-

many) and relative expression of transcripts of interest were calculated using the ΔCT-

method against the geometric mean of two reference genes Yellow Leaf Specific Protein 8 

(YLS8) and RGS1-HXK1 Interacting Protein 1 (RHIP1). 

 

 

 

 

 

 

 

 

Table 1. Primers used in this study 

Gene  Gene name Forward primer Reverse primer 

AT5G44420 PDF1.2a TTTGCTTCCATCATCACCCTTA GCGTCGAAAGCAGCAAAGA 

AT2G14610 PR1 TTCTTCCCTCGAAAGCTCAA AAGGCCCACCAGAGTGTATG 

AT3G04720 PR4 GCGGCAAGTGTTTAAGGGTGAAG CGTTGCTGCATTGGTCCACTATTC 

AT3G26830 PAD3 CTTTAAGCTCGTGGTCAAGGAGAC TGGGAGCAAGAGTGGAGTTGTTG 

AT5G08290 YLS8 TCATTCGTTTCGGCCATGACTGG ACGCAAGCACCTCATCCATCTG 

AT4G26410 RHIP1 GAGCTGAAGTGGCTTCCATGAC GGTCCGACATACCCATGATCC 
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4.5.5 DAB-staining 

To analyse hydrogen peroxide abundance after cold exposure and B. cinerea infection, 

3,3′-diaminobenzidine (DAB) was used as previously described (Bittner et al., 2020). 1 

mg ml-1 DAB was dissolved in phosphate-buffered saline (PBS; 73 mM NaCl, 10 mM, 

Na2HPO4, 3 mM KCl, 2 mM KH2PO4, pH 7.2). A minimum of 4 leaves from 3 plants per treat-

ment was harvested and collected in a tube with DAB-staining solution. The collected 

leaves were infiltrated with the staining solution by applying a gentle vacuum for 5 min 

in a desiccator. Afterward, samples were incubated overnight in the dark. The background 

of stained leaves was removed in a 1:1:3 mixture of acetic acid, glycerol, and ethanol be-

fore analysis and image acquisition. The intensity of DAB staining per leaf was calculated 

using ImageJ (Schneider et al., 2012; Bittner et al., 2020). 

 

4.5.6 Luminol-based ROS assay 

ROS was measured by horseradish peroxidase (HRP)-catalyzed luminol oxidation in the 

presence of H2O2. 21 h after B. cinerea spray-inoculation, leaf discs (Ø 4 mm) from at least 

3 plants per treatment were collected in ddH20-filled petri dishes and incubated for 3 h 

under normal growth conditions to minimize wounding response during the measure-

ment. Thereupon, leaf discs were transferred to 96-well plates. 150 µl reaction solution 

(200 µM luminol, 0.04 µg HRP ml-1 ddH20) was added to each well. Chemiluminescence 

was measured with a CLARIOstarPLUS plate reader (BMG Labtech, Germany) and is shown 

as the sum of all counted relative light units (RLU) within 1 h of measurement. RLU of 

inoculated samples were normalized to the corresponding mean of the non-infected mock 

treatments (RLUtreatment – RLUmock treatment = normalized RLU) within each independent ex-

periment. 

 

4.5.7 Callose quantification  

Callose was stained with aniline blue (Carl Roth GmbH, Germany) according to Schenk 

and Schikora (2015) with the alteration of an extended aniline blue incubation overnight. 

One biological replicate of the callose quantification was defined as the mean of five ran-

domly imaged field of views (7 mm²) from one leaf. Leaves were taken from three differ-

ent plants and the experiments were repeated three times independently. Monochrome 

pictures were taken using a AxioImager Z2 microscope (Zeiss, Germany) equipped with a 

Zeiss filter 49 (G 365/ FT 395 / BP 445/ 50) and an Axiocam 712mono (Zeiss, Germany) 
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camera. Images were acquired with the software ZEN blue (Zeiss, version 3.3) and num-

bers of callose depositions were manually counted. 

 

4.5.8 Lignin quantification 

Quantifications of lignin were performed according to Moreira-Vilar et al.(2014) with 

modification from Chezem et al. (2017). 14 leaf discs (Ø 8 mm) from at least 3 plants were 

pooled to one sample and defined as one biological replicate. Samples were frozen in liq-

uid nitrogen and ground in 2 ml tubes, each containing 2 x 4 mm glass beads, using a swing 

mill (Retsch, Germany) at 30 Hz for 2 min. Ground samples were vacuum-dried using a 

Concentrator plus (Thermofisher, Germany) and the dried leaves were ground again as 

described above. Next, cell wall residues (CWR) were twice extracted in an ultrasonic bath 

with each of the following solvents for 15 min: 1 ml methanol, 1 ml PBS with 0.1 % (v/v) 

Tween 20, 1 ml ethanol, 1 ml chloroform/methanol (1:1 ratio) and at least 1 ml acetone. 

After each extraction step, samples were centrifuged at 16.000 g for 10 min and the su-

pernatant was discarded. CWR were dried at 45°C using a Concentrator plus and ground 

with a swing mill (2 ml tubes, each containing 2 x 4 mm glass beads) at 30 Hz for 10 min. 

Approximately 3 mg of CWR from each sample was used for the spectrometric analysis. 

For this purpose, 500 µl of 25 % (v/v) acetylbromid in glacial acetic acid was added to 

each sample and incubated at 50°C with rotation (800 rpm) for 2 h. After dissolving the 

lignin, samples were cooled on ice and centrifuged at 20.000 g for 15 min. 125 µl of the 

lignin-containing supernatant was mixed with 500 µl glacial acetic acid and 250 µl of 5 M 

hydroxylamine HCl / 2 M NaOH (1:9 ratio). Photometric measurements were done in a 

single glass cuvette (10 mm) using an Ultrospec 2100 pro at 280 nm and a sample without 

CWR as blank. Acetylbromid soluble lignin content was calculated with the extinction co-

efficient ε of 23.35 mg cm-1 l-1 (Chang et al., 2008). 

 

4.5.9 Statistical analyses and boxplot design  

The statistical analysis was conducted using Excel for Student’s t-tests, basic R environ-

ment for ANOVA and the follow-up Tukey-HSD test, the R agricolae package for LSD-

Fisher test after prior ANOVA. Box plots of the summarized data were generated using the 

R package ggplot2 and show the median, the distance between the upper quartile (qn = 

0.75) and lower quartiles (qn = 0.25), and the values of each data point as dots. Data points 

form independent experiments are shown in different colour.  



 

   99 

4.6 Acknowledgement 

We would like to thank Marcel Wiermer and Philipp Rohmann (FU Berlin) for providing 

the Botrytis cinerea strain and methodical expertise on culturing the strain. We also thank 

Mitja Remus-Emsermann and his group (FU Berlin) for sharing access to their microscope 

and plate reader facilities and for providing technical support. 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



 

   100 

4.7 References 

Albert I, Hua C, Nürnberger T, Pruitt RN, Zhang L (2020) Surface sensor systems in plant immunity. 
Plant Physiol. 182: 1582–1596 

Apel K, Hirt H (2004) Reactive oxygen species: metabolism, oxidative stress, and signal transduction. 
Annu Rev Plant Biol. 55: 373–399 

Asada K (1999) The water-water cycle in chloroplasts: scavenging of active oxygens and dissipation of 
excess photons. Annu Rev Plant Biol. 50: 601–639 

Baier M, Bittner A, Prescher A, van Buer J (2019) Preparing plants for improved cold tolerance by prim-
ing. Plant Cell Environ. 42: 782–800 

Bellincampi D, Cervone F, Lionetti V (2014) Plant cell wall dynamics and wall-related susceptibility in 
plant-pathogen interactions. Front Plant Sci. 5: 228  

Bi K, Liang Y, Mengiste T, Sharon A (2023) Killing softly: a roadmap of Botrytis cinerea pathogenicity. 
Trends Plant Sci. 28: 211–222 

Birkenbihl RP, Diezel C, Somssich IE (2012) Arabidopsis WRKY33 is a key transcriptional regulator of 
hormonal and metabolic responses toward Botrytis cinerea infection. Plant Physiol. 159: 266–285 

Bisceglia N, Gravino M, Savatin D (2015) Luminol-based assay for detection of immunity elicitor-in-
duced hydrogen peroxide production in Arabidopsis thaliana leaves. Bio-protocol. 5: e1685 

Bittner A, Griebel T, van Buer J, Juszczak-Debosz I, Baier M (2020) Determining the ROS and the anti-
oxidant status of leaves during cold acclimation. Methods Molecular Biol. 2156:241-254 

van Buer J, Cvetkovic J, Baier M (2016) Cold regulation of plastid ascorbate peroxidases serves as a 
priming hub controlling ROS signaling in Arabidopsis thaliana. BMC Plant Biol. 16: 163 

van Buer J, Prescher A, Baier M (2019) Cold-priming of chloroplast ROS signalling is developmentally 
regulated and is locally controlled at the thylakoid membrane. Sci Rep. 9: 3022 

Byun YJ, Koo MY, Joo HJ, Ha-Lee YM, Lee DH (2014) Comparative analysis of gene expression under cold 
acclimation, deacclimation and reacclimation in Arabidopsis. Physiol Plant. 152: 256–274 

Cesarino I (2019) Structural features and regulation of lignin deposited upon biotic and abiotic stresses. 
Curr Opin Biotechnol. 56: 209–214 

Chang XF, Chandra R, Berleth T, Beatson RP (2008) Rapid, microscale, acetyl bromide-based method 
for high-throughput determination of lignin content in Arabidopsis thaliana. J Agric Food Chem. 
56: 6825–6834 

Chezem WR, Memon A, Li F-S, Weng J-K, Clay NK (2017) SG2-type R2R3-MYB transcription factor 
MYB15 controls defense-induced lignification and basal immunity in Arabidopsis. Plant Cell. 29: 
1907–1926 

Ding Y, Fromm M, Avramova Z (2012) Multiple exposures to drought “train” transcriptional responses 
in Arabidopsis. Nat Commun. 3: 740 

Ellinger D, Voigt CA (2014) Callose biosynthesis in Arabidopsis with a focus on pathogen response: what 
we have learned within the last decade. Ann Bot. 114: 1349–1358 

Ensminger I, Busch F, Huner NPA (2006) Photostasis and cold acclimation: sensing low temperature 
through photosynthesis. Physiol Plant. 126: 28–44 

Eynck C, Séguin‐Swartz G, Clarke WE, Parkin IAP (2012) Monolignol biosynthesis is associated with 
resistance to Sclerotinia sclerotiorum in Camelina sativa. Mol Plant Pathol. 13: 887–899 

Ferrari S, Galletti R, Denoux C, De Lorenzo G, Ausubel FM, Dewdney J (2007) Resistance to Botrytis 
cinerea induced in Arabidopsis by elicitors is independent of salicylic acid, ethylene, or jasmonate 
signaling but requires Phytoalexin Deficient3. Plant Physiol. 144: 367–379 

Ferrari S, Plotnikova JM, De Lorenzo G, Ausubel FM (2003) Arabidopsis local resistance to Botrytis ci-
nerea involves salicylic acid and camalexin and requires EDS4 and PAD2, but not SID2, EDS5 or 
PAD4. Plant J. 35: 193–205 

Foyer CH, Hanke G (2022) ROS production and signalling in chloroplasts: cornerstones and evolving con-
cepts. Plant J. 111: 642–661 

Garcia-Molina A, Pastor V (2024) Systemic analysis of metabolome reconfiguration in Arabidopsis after 
abiotic stressors uncovers metabolites that modulate defense against pathogens. Plant Commun. 
5:100645 

German L, Yeshvekar R, Benitez‐Alfonso Y (2023) Callose metabolism and the regulation of cell walls 
and plasmodesmata during plant mutualistic and pathogenic interactions. Plant Cell Environ. 46: 
391–404 

Glazebrook J (2005) Contrasting mechanisms of defense against biotrophic and necrotrophic pathogens. 
Annu Rev Phytopathol. 43: 205–227 

Gómez-Gómez L, Felix G, Boller T (1999) A single locus determines sensitivity to bacterial flagellin in 
Arabidopsis thaliana. Plant J. 18: 277–284 



 

   101 

Griebel T, Schütte D, Ebert A, Nguyen HH, Baier M (2022) Cold exposure memory reduces pathogen 
susceptibility in Arabidopsis based on a functional plastid peroxidase system. Mol Plant Microbe 
Interact. 35: 627–637 

Groden D, Beck E (1978) H202 destruction by ascorbate-dependent systems from chloroplasts. Biochim 
Biophys Acta. 546: 426–435 

Hilker M, Schwachtje J, Baier M, Balazadeh S, Bäurle I, Geiselhardt S, Hincha DK, Kunze R, Mueller-
Roeber B, Rillig MC, et al (2016) Priming and memory of stress responses in organisms lacking a 
nervous system. Biol Rev Camb Philos Soc. 91: 1118–1133 

Hörmann V, Goßmann M, Büttner C, Ulrichs C (2013) Lignin als biologische Barriere gegen Schimmel-
pilze in Innenräumen. Gesunde Pflanzen. 65:15-20 doi: 10.1007/s10343-013-0290-9 

Huner NPA, Öquist G, Hurry VM, Krol M, Falk S, Griffith M (1993) Photosynthesis, photoinhibition and 
low temperature acclimation in cold tolerant plants. Photosynth Res. 37: 19–39 

Iriti M, Faoro F (2009) Chitosan as a MAMP, searching for a PRR. Plant Signal Behav. 4: 66–68 
Jacobs AK, Lipka V, Burton RA, Panstruga R, Strizhov N, Schulze-Lefert P, Fincher GB (2003) An Ara-

bidopsis callose synthase, GSL5, is required for wound and papillary callose formation. Plant Cell. 
15: 2503–2513 

Jardim-Messeder D, Zamocky M, Sachetto-Martins G, Margis-Pinheiro M (2022) Chloroplastic ascor-
bate peroxidases targeted to stroma or thylakoid membrane: the chicken or egg dilemma. FEBS 
Lett. 596: 2989–3004 

Jeon HS, Jang E, Kim J, Kim SH, Lee M-H, Nam MH, Tobimatsu Y, Park OK (2023) Pathogen-induced 
autophagy regulates monolignol transport and lignin formation in plant immunity. Autophagy. 
19: 597–615 

Jones JDG, Dangl JL (2006) The plant immune system. Nature. 444: 323–329 
Jones JDG, Vance RE, Dangl JL (2016) Intracellular innate immune surveillance devices in plants and ani-

mals. Science. 354: aaf6395 
Kangasjarvi S, Lepisto A, Hannikainen K, Piippo M, Luomala E-M, Aro E-M, Rintamaki E (2008) Di-

verse roles for chloroplast stromal and thylakoid-bound ascorbate peroxidases in plant stress re-
sponses. Biochem J. 412: 275–285 

Kärkönen A, Kuchitsu K (2015) Reactive oxygen species in cell wall metabolism and development in 
plants. Phytochemistry. 112: 22–32 

Kim S, Bhandari DD, Sokoloski R, Brandizzi F (2023) Immune activation during Pseudomonas infection 
causes local cell wall remodeling and alters AGP accumulation. Plant J. 116: 541–557 

Kim SH, Lam PY, Lee M-H, Jeon HS, Tobimatsu Y, Park OK (2020) The Arabidopsis R2R3 MYB transcrip-
tion factor MYB15 is a key regulator of lignin biosynthesis in effector-triggered immunity. Fron-
tiers in Plant Science 11: 583153 

Kim Y, Park S, Gilmour SJ, Thomashow MF (2013) Roles of CAMTA transcription factors and salicylic 
acid in configuring the low-temperature transcriptome and freezing tolerance of Arabidopsis. 
Plant J. 75: 364–376 

Kim YS, An C, Park S, Gilmour SJ, Wang L, Renna L, Brandizzi F, Grumet R, Thomashow MF (2017) 
CAMTA-mediated regulation of salicylic acid immunity pathway genes in Arabidopsis exposed to 
low temperature and pathogen infection. Plant Cell. 29: 2465–2477 

Lamb C, Dixon RA (1997) The oxidative burst in plant disease resistance. Annu Rev Plant Biol. 48: 251–
275 

Le Gall H, Philippe F, Domon J-M, Gillet F, Pelloux J, Rayon C (2015) Cell wall metabolism in response 
to abiotic stress. Plants 4: 112–166 

Lee M-H, Jeon HS, Kim SH, Chung JH, Roppolo D, Lee H-J, Cho HJ, Tobimatsu Y, Ralph J, Park OK 
(2019) Lignin-based barrier restricts pathogens to the infection site and confers resistance in 
plants. EMBO J. 38: e101948 

Liao C-J, Hailemariam S, Sharon A, Mengiste T (2022) Pathogenic strategies and immune mechanisms 
to necrotrophs: Differences and similarities to biotrophs and hemibiotrophs. Cur Opin Plant Biol. 
69: 102291 

Lolle S, Stevens D, Coaker G (2020) Plant NLR-triggered immunity: from receptor activation to down-
stream signaling. Curr Opin in Immunol. 62: 99–105 

Luna E, Pastor V, Robert J, Flors V, Mauch-Mani B, Ton J (2011) Callose deposition: a multifaceted plant 
defense response. Mol Plant Microbe Interact. 24: 183–193 

Ma Q-H (2024) Lignin biosynthesis and its diversified roles in disease resistance. Genes 15: 295 
Maruta T, Sawa Y, Shigeoka S, Ishikawa T (2016) Diversity and evolution of ascorbate peroxidase func-

tions in chloroplasts: more than just a classical antioxidant enzyme? Plant Cell Physiol. 57: 1377–
1386 



 

   102 

Maruta T, Tanouchi A, Tamoi M, Yabuta Y, Yoshimura K, Ishikawa T, Shigeoka S (2010) Arabidopsis 
chloroplastic ascorbate peroxidase isoenzymes play a dual role in photoprotection and gene regu-
lation under photooxidative stress. Plant Cell Physiol. 51: 190–200 

Menden B, Kohlhoff M, Moerschbacher BM (2007) Wheat cells accumulate a syringyl-rich lignin during 
the hypersensitive resistance response. Phytochemistry. 68: 513–520 

Miller G, Schlauch K, Tam R, Cortes D, Torres MA, Shulaev V, Dangl JL, Mittler R (2009) The plant 
NADPH oxidase RBOHD mediates rapid systemic signaling in response to diverse stimuli. Sci Sig-
nal. 84: ra45 

Miya A, Albert P, Shinya T, Desaki Y, Ichimura K, Shirasu K, Narusaka Y, Kawakami N, Kaku H, 
Shibuya N (2007) CERK1, a LysM receptor kinase, is essential for chitin elicitor signaling in Ara-
bidopsis. Proc Natl Acad Sci USA. 104: 19613–19618 

Moreira-Vilar FC, Siqueira-Soares RdC, Finger-Teixeira A, de Oliveira DM, Ferro AP, da Rocha GJ, 
Ferrarese MdL, dos Santos WD, Ferrarese-Filho O (2014) The acetyl bromide method is faster, 
simpler and presents best recovery of lignin in different herbaceous tissues than klason and thio-
glycolic acid methods. PLoS ONE. 9: e110000 

Nakajima M, Akutsu K (2014) Virulence factors of Botrytis cinerea. J Gen Plant Pathol. 80: 15–23 
Nakamura M, Kamehama T, Sato Y (2020) Image analysis of stress-induced lignin deposition in Ara-

bidopsis thaliana using the macro program LigninJ for ImageJ software. Plant Biotechnol. 37: 105–
109 

Ngou BPM, Ahn HK, Ding P, Jones JDG (2021) Mutual potentiation of plant immunity by cell-surface and 
intracellular receptors. Nature. 592: 110–115 

Nie P, Li X, Wang S, Guo J, Zhao H, Niu D (2017) Induced systemic resistance against Botrytis cinerea by 
Bacillus cereus AR156 through a JA/ET- and NPR1-dependent signaling pathway and activates 
PAMP-triggered immunity in Arabidopsis. Front Plant Sci. 8: 238 

Nishimura MT, Stein M, Hou B-H, Vogel JP, Edwards H, Somerville SC (2003) Loss of a callose synthase 
results in salicylic acid-dependent disease resistance. Science. 301: 969–972 

Olsen KM, Lea US, Slimestad R, Verheul M, Lillo C (2008) Differential expression of four Arabidopsis 
PAL genes; PAL1 and PAL2 have functional specialization in abiotic environmental-triggered fla-
vonoid synthesis. J Plant Physiol. 165: 1491–1499 

Peláez-Vico MÁ, Fichman Y, Zandalinas SI, Foyer CH, Mittler R (2024) ROS are universal cell-to-cell 
stress signals. Curr Opin Plant Biol. 79: 102540 

Pogány M, Von Rad U, Grün S, Dongó A, Pintye A, Simoneau P, Bahnweg G, Kiss L, Barna B, Durner J 
(2009) Dual roles of reactive oxygen species and NADPH oxidase RBOHD in an Arabidopsis- Alter-
naria pathosystem. Plant Physiol. 151: 1459–1475 

Pontiggia D, Benedetti M, Costantini S, De Lorenzo G, Cervone F (2020) Dampening the DAMPs: how 
plants maintain the homeostasis of cell wall molecular patterns and avoid hyper-immunity. Front 
Plant Sci. 11: 613259 

Ramírez V, Agorio A, Coego A, García-Andrade J, Hernández MJ, Balaguer B, Ouwerkerk PBF, Zarra 
I, Vera P (2011) MYB46 modulates disease susceptibility to Botrytis cinerea in Arabidopsis. Plant 
Physiol. 155: 1920–1935 

Rohde A, Morreel K, Ralph J, Goeminne G, Hostyn V, De Rycke R, Kushnir S, Van Doorsselaere J, 
Joseleau J-P, Vuylsteke M, et al (2004) Molecular phenotyping of the pal1 and pal2 mutants of 
Arabidopsis thaliana reveals far-reaching consequences on phenylpropanoid, amino acid, and car-
bohydrate metabolism. Plant Cell. 16: 2749–2771 

Rossi FR, Krapp AR, Bisaro F, Maiale SJ, Pieckenstain FL, Carrillo N (2017) Reactive oxygen species 
generated in chloroplasts contribute to tobacco leaf infection by the necrotrophic fungus Botrytis 
cinerea. Plant J. 92: 761–773 

Sanmartín N, Pastor V, Pastor-Fernández J, Flors V, Pozo MJ, Sánchez-Bel P (2020) Role and mecha-
nisms of callose priming in mycorrhiza-induced resistance. J Exp Bot. 71: 2769–2781 

Satyakam, Zinta G, Singh RK, Kumar R (2022) Cold adaptation strategies in plants - An emerging role of 
epigenetics and antifreeze proteins to engineer cold resilient plants. Front Genet. 13: 909007 

Schenk S, Schikora A (2015) Staining of callose depositions in root and leaf tissues. Bio-protocol. 5: 
e1429 

Schneider CA, Rasband WS, Eliceiri KW (2012) NIH Image to ImageJ: 25 years of image analysis. Nat 
Methods. 9: 671–675 

Schneider R, Hanak T, Persson S, Voigt CA (2016) Cellulose and callose synthesis and organization in 
focus, what’s new? Curr Opin Plant Biol. 34: 9–16 

Schuhegger R, Nafisi M, Mansourova M, Petersen BL, Olsen CE, Svatoš A, Halkier BA, Glawischnig E 
(2006) CYP71B15 (PAD3) catalyzes the final step in camalexin biosynthesis. Plant Physiol. 141: 
1248–1254 



 

   103 

Schütte D, Baier M, Griebel T (2024) Cold priming on pathogen susceptibility in the Arabidopsis eds1 
mutant background requires a functional stromal Ascorbate Peroxidase. Plant Signal Behav. 19: 
2300239 

Seiml-Buchinger V, Reifschneider E, Bittner A, Baier M (2022) Ascorbate peroxidase postcold regula-
tion of chloroplast NADPH dehydrogenase activity controls cold memory. Plant Physiol. 190: 
1997–2016 

Singh P, Yekondi S, Chen P-W, Tsai C-H, Yu C-W, Wu K, Zimmerli L (2014) Environmental history mod-
ulates Arabidopsis pattern-triggered immunity in a Histone Acetyltransferase1-dependent man-
ner. Plant Cell. 26: 2676–2688 

Smirnoff N, Arnaud D (2019) Hydrogen peroxide metabolism and functions in plants. New Phytol. 221: 
1197–1214 

Thomma BPHJ, Eggermont K, Penninckx IAMA, Mauch-Mani B, Vogelsang R, Cammue BPA, Broeka-
ert WF (1998) Separate jasmonate-dependent and salicylate-dependent defense-response path-
ways in Arabidopsis are essential for resistance to distinct microbial pathogens. Proc Natl Acad Sci 
USA. 95: 15107–15111 

Torres MA, Jones JDG, Dangl JL (2006) Reactive oxygen species signaling in response to pathogens. Plant 
Physiol. 141: 373–378 

Ugalde JM, Fuchs P, Nietzel T, Cutolo EA, Homagk M, Vothknecht UC, Holuigue L, Schwarzländer M, 
Müller-Schüssele SJ, Meyer AJ (2021) Chloroplast-derived photo-oxidative stress causes 
changes in H2O2 and EGSH in other subcellular compartments. Plant Physiol. 186: 125–141 

Underwood W (2012) The plant cell wall: a dynamic barrier against pathogen invasion. Front Plant Sci. 3: 
85 

Veronese P, Nakagami H, Bluhm B, AbuQamar S, Chen X, Salmeron J, Dietrich RA, Hirt H, Mengiste T 
(2006) The membrane-anchored Botrytis-Induced Kinase1 plays distinct roles in Arabidopsis re-
sistance to necrotrophic and biotrophic pathogens. Plant Cell. 18: 257–273 

Williamson B, Tudzynski B, Tudzynski P, Van Kan JAL (2007) Botrytis cinerea : the cause of grey mould 
disease. Mol Plant Pathol. 8: 561–580 

Wolf S (2022) Cell wall signaling in plant development and defense. Annu Rev Plant Biol. 73: 323–353 
Wu Z, Han S, Zhou H, Tuang ZK, Wang Y, Jin Y, Shi H, Yang W (2019) Cold stress activates disease re-

sistance in Arabidopsis thaliana through a salicylic acid dependent pathway. Plant Cell Environ. 
42: 2645–2663 

Xin Z, Browse J (2000) Cold comfort farm: the acclimation of plants to freezing temperatures. Plant Cell 
Environ. 23: 893–902 

Yang C, Liang Y, Qiu D, Zeng H, Yuan J, Yang X (2018) Lignin metabolism involves Botrytis cinerea 
BcGs1- induced defense response in tomato. BMC Plant Biol. 18: 103 

Yuan M, Ngou BPM, Ding P, Xin XF (2021) PTI-ETI crosstalk: an integrative view of plant immunity. Curr 
Opin Plant Biol. 62:102030 

Zavaliev R, Ueki S, Epel BL, Citovsky V (2011) Biology of callose (β-1,3-glucan) turnover at plasmodes-
mata. Protoplasma. 248: 117–130 

Zhou N, Tootle TL, Glazebrook J (1999) Arabidopsis PAD3, a gene required for camalexin biosynthesis, 
encodes a putative cytochrome P450 monooxygenase. Plant Cell. 11: 2419–2428 

Zipfel C (2014) Plant pattern-recognition receptors. Trends Immunol. 35:345-351 
Zohner CM, Mo L, Renner SS, Svenning JC, Vitasse Y, Benito BM, Ordonez A, Baumgarten F, Bastin JF, 

Sebald V, et al (2020) Late-spring frost risk between 1959 and 2017 decreased in North America 
but increased in Europe and Asia. Proc Natl Acad of Sci USA. 117: 12192–12200 

Zuther E, Juszczak I, Lee YP, Baier M, Hincha DK (2015) Time-dependent deacclimation after cold accli-
mation in Arabidopsis thaliana accessions. Sci Rep. 5: 12199 

 

 
  



 

   104 

Chapter IV: Impact of cold exposure on systemic acquired resistance in Ara-

bidopsis thaliana 

Dominic Schütte, Margarete Baier, Thomas Griebel 

Publication in preparation. 

 
 
 
Contribution to the publication: 
 
Concept: 85 % 

Experiments: 100 % 

Writing: 75 % 

 

 

 

 

5.1 Abstract 

Plants face numerous environmental challenges, including pathogen attacks and abiotic 

stresses like cold temperatures. Understanding how these factors interact is crucial for 

improving plant resilience. Here, we investigated the effects of cold exposure on systemic 

acquired resistance (SAR) in Arabidopsis thaliana challenged with Pseudomonas syringae 

pv. tomato (Pst). We demonstrated that a 24-hour cold exposure at 4 °C immediately be-

fore Pst infection (CT) led to significantly enhanced systemic PR1 expression. Although 

the induction of SAR in cold-pretreated plants was successful, cold pre-treatment and the 

increased systemic PR1 expression did not translate into further enhanced systemic re-

sistance against Pst. Moreover, cold priming (CP), with a 3-day memory period between 

cold exposure and infection, did not show additive effects on SAR-induced gene expres-

sion or additional benefits of cold priming at the level of systemic Pst resistance . Interest-

ingly, we observed a transient increased systemic susceptibility against Pst in cold pre-

treated plants in response to mock infiltration, suggesting a potential alteration in im-

mune signaling pathways. This effect was independent of SAR and might be associated 

with a stronger wound response. However, we proved that cold-pretreated plants are 

fully competent in establishing a SAR resonse.  
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5.2 Introduction 

Plants are exposed to a constantly changing environment that hosts a diversity of mi-

crobes. Some microbes have the potential to become pathogenic and cause diseases in the 

plant. Abiotic changes cannot only be a challenge in themselves; they also impact the 

plant's resistance against pathogens (Saijo et al., 2020). One abiotic factor is cold, and 

plants have developed strategies, including cold acclimation, to avoid cold-induced dam-

age such as ice crystal formation in plant cells (Satyakam et al., 2022). Even a single, brief 

cold experience increases the plant's tolerance against cold. This phenomenon is defined 

as cold priming (Baier et al., 2019). Priming, as a result of a first stress experience, impacts 

performance on a future stress stimulus (trigger) with a stress-free phase (memory 

phase) between both stimuli (Hilker et al., 2016). Priming can be caused by all different 

types of stressors. In addition to cold or abiotic stress priming, systemic acquired re-

sistance (SAR) is a form of biotic priming due to pathogen infection. Within SAR, a local 

pathogen infection induces systemic long-distance signaling that results in an improved 

and pre-activated immune response in systemic, non-infected tissues against a broad 

spectrum of hemibiotrophic pathogens. (Shah & Zeier et al., 2013; Conrath, 2011).  

Pathogen recognition at the infection site involves the detection of pathogen-associated 

molecular patterns (PAMPs) by plasma membrane-anchored pattern recognition recep-

tors (PRRs) and initiates so called PAMP-triggered immunity (PTI) (Bigeard et al., 2015). 

Another local recognition layer of the plant immune system comprises intracellular nu-

cleotide-binding leucine-rich repeat immune receptors (NLRs), which recognize effectors 

released by pathogens and activate effector-triggered immunity (ETI) (Lolle et al., 2020; 

Bu ttner et al., 2016). Activation of PTI and ETI at the local infection site triggers SAR (Vlot 

et al., 2021; Conrath et al., 2015; Mishina & Zeier, 2007). The establishment of SAR re-

quires signaling by salicylic acid (SA) and by pipecolic acid (Pip) or its derivative N-hy-

droxy-pipecolic acid (NHP) in the local and the systemic tissue. Arabidopsis mutant lines 

with impaired biosynthesis/accumulation of SA or Pip/NHP fail to establish SAR (Chen et 

al., 2018; Vlot et al., 2009). SA is mobile in apoplastic and vascular tissues and one com-

ponent of the long-distance SAR signaling metabolites. NHP accumulates in systemic tis-

sues 1 day after infection and thereby, prior to the systemic increase of Pip. This indicates 

that NHP is transported over long distances from the local infected tissue and is therefore 

a central mobile SAR signal (Chen et al., 2018; Hartmann et al., 2018; Vlot et al., 2009). In 

addition to SA and Pip/NHP, a number of other compounds were suggested to contribute 

to SAR signaling, including mitogen-activated protein kinase 3 and 6 (MAPK 3, MAPK 6), 
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reactive oxygen species (ROS), azelaic acid (AzA) and volatile organic compounds like pi-

nenes (Guerra et al., 2020; Wenig et al., 2019; Wang et al., 2018; Riedlmeier et al., 2017; 

Dubiella et al., 2013; Jung et al., 2009). The successful activation of SAR appears with in-

creased systemic expression of pathogenesis-related (PR) genes, including PR1, PR2, and 

PR5, as well as Phytoalexin Deficient 3 (PAD3). PAD3 is crucial for biosynthesis of the anti-

microbial compound camalexin (Bektas & Eulgem, 2014; Gruner et al., 2013; Návarová et 

al., 2012). In total, the transcriptional changes due to SAR involve the upregulation of over 

3400 genes and the downregulation of about 2900 genes indicating a large and complex 

reprogramming process (Bernsdorff et al., 2016).  

Our understanding of how abiotic factors such as cold affect the establishment of SAR is 

limited. Recently, it was demonstrated that exposing Arabidopsis thaliana (Col-0) to a sin-

gle 24-hour cold exposure (4 °C), either immediately (1 hour after cold exposure) or after 

a subsequent 5-day stress-free memory phase, is sufficient to increase local resistance 

against the virulent, hemibiotrophic pathogen Pseudomonas syringae pv. tomato (Pst) 

(Griebel et al., 2022). Additionally, no link was found between SAR signaling and cold ex-

posure mediated enhanced resistance against a local Pst infection (Griebel et al., 2022). 

While it has not been demonstrated that there is a link between SAR and cold exposure 

enhanced resistance against local Pst infection in Col-0, it is possible that a single short 

cold stress could potentiate the outcome of SAR against Pst. Therefore, we investigated 

whether cold exposures affect the establishment of SAR in Arabidopsis plants.  

 

5.3 Results 

5.3.1 Pst-triggered, systemic PR-1 expression is enhanced when a cold expo-

sure immediately precedes the infection 

Recently, we demonstrated that transcript patterns of genes belonging to gene ontology 

group of SAR only marginally overlap with genes regulated in response to a 24 h cold ex-

posure (Griebel et al. 2022). To analyze the impact of such prior cold treatments on tran-

script regulations within the Pst-triggered SAR response, we investigated systemic tran-

script abundance of the SA-inducible PR1 and Flavin-dependent Monooxygenase 1 (FMO1), 

which is crucial for the biosynthesis of the SAR mediator NHP (Chen et al., 2018; Hart-

mann et al 2018; Zhang et al., 1999). We either applied a 24 h lasting cold exposure im-

mediately before the SAR-triggering Pst infection (CT) or 3 days earlier (CP) to elucidate 

effects of a longer preceded cold exposure (Fig. 1A). As SAR is transcriptionally estab-

lished in the systemic tissue after two days (Bernsdorff et al., 2016; Gruner et al., 2013), 
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we removed the SAR-inducing leaves 2 days after infection (Fig. 1A) to achieve a uniform 

cutoff of the SAR signal (local infection) in all treatments. We analyzed PR1 and FMO1 

transcripts at 1, 2, 4, and 6 dpi. At 2 dpi, the systemic transcript abundance of PR1 in Col-

0 control plants (CT - and CP -) significantly increased compared to the corresponding 

mock treatments (two-tailed t test: p-value ≤ 0.05) (Fig.1 B,C). This indicates the success-

ful establishment of the SAR response at the transcriptional level. At 4 dpi and 6 dpi, the 

increase in PR1 transcripts was again back to pre-activation levels and the levels in non-

induced, mock-treated samples. Transcripts of PR1 and FMO1 were not enhanced in the 

cold-pre-exposed plants of both experimental setups at 1 dpi, 4 dpi, or 6 dpi, suggesting 

that cold exposure does not induce an earlier or prolonged SAR response (Fig. 1 B,C). 

However, Pst-triggered SAR resulted in significantly higher PR1 expression at 2 dpi when 

the exposure to cold immediately preceded the infection (CT), but not when the cold treat-

ment was applied 4 day earlier (CP).  
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Figure 1: Relative expression (RE) of pathogen-responsive genes after cold exposure and SAR induction in 
non-inoculated (systemic) leaves of Col-0. (A) Experimental set-up for transcript analysis upon SAR induc-
tion (first Pst inoculation) after cold exposure (4 °C) for 24 h either as an immediate pre-treatment (CT) or 
with a 3-day long stress-free period between cold exposure and infection, called cold priming (CP). Sys-
temic, uninfected leaves were harvested 1 day post inoculation (dpi), 2 dpi, 4 dpi and 6 dpi. Infected leaves 
were cut for a uniform SAR signal termination at 2 dpi. (B & C) Transcript levels of PR1 and FMO1 are ana-
lyzed after CT (B) or CP (C) and subsequent Pst inoculation (OD600 = 0.002) or mock (10 mM MgCl2) infiltra-
tion at 1dpi, 2 dpi, 4 dpi, and 6 dpi. The quantification of transcripts was determined by qPCR. The results 
were calculated as relative expression (delta-Ct) against the geometric mean of the reference genes YLS8 
and RHIP1. Bars show mean and standard deviation. (B) CT: N = 3 (3 independent experiments). (C) CP: N 
= 2-3 (2-3 independent experiments). Statistical differences are calculated for each day separately (exclud-
ing samples from mock treatments): two-tailed t test, p ≤ 0.05).   
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Due to the significantly increased expression of PR1 in SAR-induced Col-0 leaves 2 dpi 

after an immediately preceding cold treatment (CT), we investigated further SAR-induci-

ble transcripts in both cold exposure experimental setups (Fig. 1). We analyzed Isochoris-

mate Synthase 1 (ICS1), which is crucial for pathogen-induced SA biosynthesis, and PR2, 

another SAR marker transcript (Bernsdorff et al., 2016; Wildermuth et al., 2001). PAD3 is 

tightly regulated with camalexin biosynthesis but can be independent of SA signaling 

(Ferrari et al., 2007; Zhou et al., 1999). The cold pre-treatments, with or without memory 

phase, did not significantly affect the transcript levels of ICS1, PR2, and PAD3 in SAR-in-

duced leaves two days after Pst infection (Fig. 2). If the cold treatment was applied 3 d 

before the SAR-inducing Pst infiltration (CP), transcript levels of ICS1 were lower than in 

non-cold-treated, SAR-induced leaves. This weaker ICS1 activation in CP leaves was, how-

ever, not significant.   

 

 
Figure 2: Relative expression (RE) of pathogen-responsive genes after SAR-induction leaves of Col-0. Tran-
script levels of ICS1, PR2 and PAD3 were analyzed after the cold pre-treatment (CT) or cold priming (CP) 
and subsequent Pst inoculation (OD600 = 0.002) or mock treatment (10 mM MgCl2) at 2 days post inoculation 
(dpi). The quantification of transcripts was determined by qPCR. The results were calculated as relative 
expression (delta-Ct) using the mean of the reference genes YLS8 and RHIP1. Bars show mean and standard 
deviation. N = 2 (2 independent experiments): two-tailed t test, p ≤ 0.05, no significant differences deter-
mined.   
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5.3.2 Cold pretreatment transiently enhances systemic susceptibility against 

Pst in response to a prior mock infiltration 

Next, we wanted to test the relevance of cold treatments for SAR at the decisive level of 

bacterial titers. Again, the two different experimental setups were compared (Fig. 3A): the 

cold pre-treatment (CT, 4 °C for 24 h), followed by the first SAR inducing Pst inoculation 

1 hour after the cold pre-treatment or after a 3-day memory phase between the identical 

cold treatment and the first Pst infection (CP). Afterwards, a subsequent second Pst inoc-

ulation was performed in upper non-infected leaves to quantify the SAR response on bac-

terial titers at 3 dpi (Fig. 3A). In addition to Col-0, we included the flavin-dependent 

monooxygenase 1 (fmo1-1) mutant, in which SAR is abolished and a first Pst infection does 

not result in enhanced resistance against a subsequent infection (Mishina & Zeier, 2006) 

(Fig. 3B, C). In the control plants (CT -, CP -) of Arabidopsis Col-0, a significant lower bac-

terial titer was detected in the plants with a first Pst infection compared to the mock treat-

ment. Taken together, with the absence of enhanced resistance in the fmo1-1 mutant, the 

results indicate a successful SAR response in the control Col-0 plants of both experimental 

setups (Fig. 3 B, C). 



 

   111 

 

Figure 3. Bacterial titers of secondary, systemic Pst inoculation after cold pre-treatment (CT) or cold prim-
ing (CP) and subsequent first SAR inducing Pst infection in Col-0 and flavin-dependent monooxygenase 1 
(fmo1-1). (A) Experimental setup to determine the impact of cold treatments (CT or CP) on the SAR re-
sponse against Pst. (B) Bacterial titers of second Pst inoculation (OD600 = 0.001) after CT and subsequent 
first Pst inoculation (OD600 = 0.005; +) or mock treatment (-) in Col-0 and fmo1-1 3 days post inoculation 
(dpi). (C) Bacterial titers of second Pst inoculation (OD600 = 0.001) after CP and subsequent first Pst inocu-
lation (OD600 = 0.005; +) or mock infiltration (-) in Col-0 and fmo1-1 3 dpi. Bars represent means of log10-
transformed colony-forming units (cfu / cm²) and standard errors calculated from 2 independent experi-
ments (n = 12) using a mixed linear model. Different letters above the bars denote statistically significant 
differences (two-tailed t tests, adjusted P < 0.05).  

 

The enhanced resistance induced by SAR was present in Col-0 plants after both cold treat-

ments. Surprisingly, the cold-pretreated (CT) Col-0 and fmo1-1 plants showed a signifi-

cantly higher Pst titer after the mock (10 mM MgCl2) infiltration compared to the mock-

treated control plants (CT -) (Fig. 3 B). The mock infiltration-mediated enhanced systemic 
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susceptibility was only transiently as we did not observe this in the CP experimental setup 

with 3 days between the cold exposure and the first infiltration (Fig. 3 C). In contrast to 

the local immune response against Pst, where Col-0 shows enhanced resistance after a 

prior cold treatment or a cold treatment with memory phase (Griebel et al., 2022), an ad-

ditional SAR response or mock inoculation leads to the loss of the cold-induced increased 

resistance against Pst in Col-0 (Fig. 3). 

 

5.4 Discussion 

The aim of this study was to elucidate the impact of preceding cold treatments on SAR in 

Arabidopsis thaliana (Col-0) plants challenged with Pst. Prior cold exposure, with and 

without a 5-day memory phase before the infection, has been demonstrated to enhance 

resistance in Arabidopsis against Pst (Griebel et al., 2022). Based on these recent results, 

we determined whether immediate cold pre-treatment or an earlier cold priming results 

in an earlier, prolonged, or stronger SAR response, ultimately leading to improved sys-

temic resistance against Pst.  

At the level of selected transcripts, no earlier, prolonged, or stronger SAR response was 

observed in systemic, non-infected leaves following both cold exposure treatments and a 

primary Pst infection (Fig. 1, 2). However, a significant enhanced PR1 expression was de-

tectable in the CT experimental setup at 2 dpi and indicates a stronger SAR response fol-

lowing a cold pre-treatment (Fig. 1). Enhanced PR1 expression often correlates with in-

creased resistance against Pst (Cheng et al., 2022; Lim et al., 2014; Kloek et al., 2001). 

However, in our experimental CT setup, increased PR1 expression (2 dpi) did not seem to 

correlate with enhanced resistance against Pst (Fig. 1, 3). At the level of bacterial titers, 

resistance against Pst was equally pronounced in SAR-induced tissues of non-cold and 

cold-pretreated plants. Though, systemic resistance upon a primary mock infiltration in 

the absence of pathogens caused a higher plant susceptibility when the infiltration imme-

diately followed the prior cold exposure (CT, Fig. 3B). It is unlikely that the increased sus-

ceptibility in cold-pretreated and mock-infiltrated plants is induced by cold alone, as we 

have previously shown that the cold exposure confers higher resistance against Pst 

(Griebel et al., 2022). The cold-enhanced resistance observed in Col-0 against local Pst 

infection in Griebel et al. (2022) was not replicated after additional mock infiltration or 

SAR-inducing Pst inoculation. In addition, mock-infiltration of cold-pretreated leaves did 

not results in altered transcript levels of SA or SAR-responsive genes (PR1, FMO1) (Fig. 2). 

We suggest that mock infiltration may elicit a stronger JA-mediated wound response in 
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cold pre-treated plants (Fig. 4) (Liu et al., 2015). Wounding induces an electric signal 

through membrane potential changes, which leads to the formation of bioactive JA in sys-

temic, non-wounded tissue within minutes. This ultimately activates JA-dependent wound 

responses, such as the protection of the plant against herbivores (Lee & Seo, 2022; Savatin 

et al. 2014; Koo et al., 2009). Enhanced JA signaling can increase the susceptibility of Ara-

bidopsis against hemibiotrophic pathogens like Pst (Glazebrook, 2005), which could be a 

putative explanation for the increased susceptibility in cold pre-treated and mock treated 

Col-0 plants (Fig. 3 B). Furthermore, our findings demonstrate that this effect is independ-

ent of FMO1, as we also observed mock treatment-enhanced susceptibility in cold-pre-

treated fmo1-1 (Fig. 3 B). Consequently, it can be concluded that the mock-induced in-

creased susceptibility against Pst must occur independently of known SAR signals. Never-

theless, the indications for an enhanced wound response after a cold pre-treatment re-

quires further investigations. For instance, repeating the bacterial growth experiments 

with JA-insensitive lines would be appropriate to further analyze the role of the wound 

response, since JA is not essential for the establishment of SAR induction against Pst (At-

taran et al., 2009). 

 

 

Figure 4: Model of susceptibility degree of Arabidopsis thaliana after a cold pre-treatment (CT, 4 °C for 24 h) 
and subsequent SAR-inducing first Pst infection: The establishment of systemic acquired resistance (SAR) 
is in cold-pretreated plants neither impaired nor does it additionally benefit form the prior cold. Mock infil-
tration after a cold-pre-treatment, instead of the primary Pst infection, leads to an enhanced susceptibility 
against Pst. This might result from a putative cold-mediated enhanced wound response (WR) in Col-0. 
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Furthermore, we hypothesize that the mock-triggered susceptibility levels observed after 

both cold treatments (CT and CP; Fig. 4) in Col-0 indicate altered immune signaling path-

ways, depending on SAR activation during the cold deacclimation phase or a later  cold 

memory requiring phase . 

We observed a precipitous decline in PR1 and FMO1 transcripts to mock levels already two 

days after the infected leaves were severed (Fig. 1, 4 dpi)., suggesting a fast deactivation 

of SAR. This observation seems to contradict the definition of SAR as a long-lasting effect 

(Li et al., 2023; Conrath, 2006; Mou et al., 2003). However, Colletotrichum lagenarium only 

induces systemic resistance in cucumber scions when the infected leaf is left on trans-

planted rootstocks. Once the infected leaf is removed from the rootstock, the transplanted 

scion is no longer able to benefit from systemic resistance, suggesting that SAR is abol-

ished after local SAR-inducing infection is removed (Dean & Kuc, 1986). In Arabidopsis, P. 

syringae pv. maculicola infection triggers SAR at the level of bacterial titers  for up to 4 

days when the primary infected leaves remain on the plant (Baum et al., 2019). In conclu-

sion, it can be postulated that the maintenance of SAR may be prolonged in the sustained 

presence of local infection. However, further time series experiments would be beneficial 

in order to ascertain the duration of SAR maintenance. 

We defined the experimental set-up with a stress-free phase of 3 days between the cold 

exposure and the first SAR-inducing Pst infection as cold priming (CP). In such a similar 

set-up, we showed before that the memorized cold exposure has a beneficial impact on 

plant resistance against Pst (Griebel et al., 2022). By definition, a beneficial effect of the 

first stressor during a following stress application is a requirement for the priming phe-

nomenon (Hilker et al., 2016). However, our findings did not show a positive effect of a 

several days earlier cold exposure on SAR against Pst at the level of bacterial titers. Nev-

ertheless, we cannot rule out the possibility that SAR establishment in cold-primed leaves 

benefits from the prior cold exposure at levels distinct from immunity against Pst. SAR is 

established at the expense of growth and photosynthesis (Bernsdorff et al., 2016). Based 

on this, it would be interesting to study whether the preceding cold treatment leads to a 

beneficial balance between growth and systemic immunity for the plant.  

While we know that abiotic factors like light are essential for SAR induction (Griebel & 

Zeier, 2008; Zeier et al., 2004), little attention has been paid to the impact of temperature 

on SAR. Recent work revealed that elevated temperatures of 28 °C during the infection 

period abolishes SAR in Col-0 due to suppressed Pip accumulation, but the crosstalk re-
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mains elusive (Shields et al., 2023). In contrast, this study provides results that SAR induc-

tion can be achieved not only in naï ve plants, but also in plants that experienced a cold 

stress treatment before the SAR-triggering pathogen infection.  

 

5.5 Materials and Methods 

5.5.1 Plant material and cultivation  

Experiments were conducted using Arabidopsis thaliana accession Columbia-0 (Col-0) 

and the T-DNA knockout line fmo1-1 (Bartsch et al., 2006; Mishina & Zeier, 2006). 

For cultivation and growth conditions see section 4.4.1 (Chapter III, 4.5.1). 

 

5.5.2 Cold treatments 

Experiments were conducted using the cold priming experimental setup with a shortened 

memory phase of 3 days between the cold treatment and the first Pst inoculation. 

Further informations can be found in section 4.4.2 (Chapter III, 4.5.2). 

 

5.5.3 Cultivation and inoculation of bacteria 

Pst were cultivated overnight at 28 °C on NYGA-plates (5 g peptone, 3 g yeast extract, 2 % 

glycerol, 1,5 % agar l-1, rifampicin 100 ng ml-1) prior to infiltration, the bacteria were sus-

pended in 10 mM MgCl2 and a dilution of OD600 = 0.002 was used for SAR induction when 

analyzing  systemic transcript levels. 10 mM MgCl2 was used for the mock infiltration. For 

the bacterial growth assay, OD600 = 0.005 was used for first Pst inoculation and 0.001 for 

second Pst inoculation. A needleless syringe was used to infiltrate the bacterial suspen-

sion abaxial into the leaves. For the bacterial growth assays, younger leaves above the 

leaves of the first Pst inoculation were selected for the second infiltration. The time of 

infection was approximately 3 h after the onset of light. 

 

5.5.4 Bacterial growth assays 

To analyse the outcome of SAR, Pst titers of the secondary Pst infection were determined 

at 3 dpi. Three infected-leaf discs (Ø 8 mm) of one plant were combined for one sample (= 

one biological replicate). Harvested leaf discs (samples) were incubated while shaking at 

28 °C for 1 h in 10 mM MgCl2 with 0.01 % (v/v) Silwet-77. After the bacteria have been 

extracted out of the leaves, each sample was diluted several times and spread in 15 µl 

spots on rifampicin –containing (100 µg ml-1) NYGA-plates . The plates were incubated at 
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28°C for two days and the log10-transformed colony forming units (CFU) per cm2 leaf were 

calculated (Griebel et al., 2022). 

 

5.5.5 Transcript analysis 

Transcript analyses were performed using quantitative real-time PCR (qRT-PCR). One 

sample (= one biological replicate) consisted of 9 non-infected leaves of 3 different plants. 

RNA extraction, cDNA synthesis, and qRT-PCR were carried out as described in section 

4.4.4. (Chapter III), using primers (Tab. 1) for genes well-known for showing enhanced 

systemic transcription upon SAR induction (Bernsdorff et al 2016; Gruner et al., 2013). 

 

Table 1: Primers used in this study. 

Gene  Gene name Forward primer Reverse primer 

AT1G19250 FMO1 CTCCATGATAGGCCTAACCAAAGC AAACTACGGCACGCAGAAGAGAG 

AT1G74710 ICS1 GCTTGGCTAGCACAGTTACAGC CACTGCAGACACCTAATTGAGTCC 

AT2G14610 PR1 TTCTTCCCTCGAAAGCTCAA AAGGCCCACCAGAGTGTATG 

AT3G26830 PAD3 CTTTAAGCTCGTGGTCAAGGAGAC TGGGAGCAAGAGTGGAGTTGTTG 

AT3G57260 PR2 AGCTTCCTTCTTCAACCACACAGC TGGCAAGGTATCGCCTAGCATC 

AT4G26410 RHIP1 GAGCTGAAGTGGCTTCCATGAC GGTCCGACATACCCATGATCC 

AT5G08290 YLS8 TCATTCGTTTCGGCCATGACTGG ACGCAAGCACCTCATCCATCTG 

 

5.5.6 Statistical analysis 

The statistical analysis was performed using Excel for two-tailed t test and the basic R 

environment for ANOVA and the follow-up Tukey-HSD test. The combined analysis of 

log10-transformed bacterial titers from independent experiments was conducted using a 

linear mixed model, as previously described (Griebel et al., 2022). 
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6. General discussion 

6.1 Arabidopsis benefits from brief cold exposure with enhanced sustained 

resistance against Pseudomonas syringae and transiently increased re-

sistance against B. cinerea 

The objective of this thesis was to analyze the impact of a prior 1-day cold exposure on 

the pathogen resistance in the model plant Arabidopsis thaliana with the aim to gain a 

deeper understanding of the interconnection between cold stress signaling and plant im-

munity. For this aim, two distinct cold exposure treatments were compared: (i) an exper-

imental setup with a cold pre-treatment (CT) to investigate the effect of a 1-day long cold 

exposure for an immediately subsequent pathogen infection, and (ii) a cold priming (CP) 

experimental setup to investigate the effects of a 1-day cold exposure with an additional 

memory phase between initial cold treatment and pathogen infection (Chapter III, Fig. 1 

A). The objective of this memory phase was to ascertain whether the potential impact of 

a prior cold treatment on plant pathogen defence could be retained by the plant over an 

extended period. To determine the resistance of Arabidopsis thaliana against different 

pathogens, the hemibiotrophic bacterial pathogen Pseudomonas syringae pv. tomato DC 

3000 (Pst) and the necrotrophic fungal pathogen Botrytis cinerea B05.10 were employed. 

Both pathogens are established as model pathogens for the plant Arabidopsis (van Kan et 

al., 2006; Katagiri et al., 2002; Mauch-Mani & Slusarenko, 1993). Pst and B. cinerea use 

distinct infection strategies: Pst manipulates plant immunity and benefits from living host 

cells, while B. cinerea penetrates and kills host cells to complete its life cycle (Bi et al., 

2023; Xin et al., 2018). Hence, plant defence against biotrophic and necrotrophic patho-

gens includes distinct constitutive and induced immune signaling pathways (Bi et al., 

2023; Xin et al., 2018). This offers the possibitity to analyze the impact of different defence 

responses with the aim to answer the question of whether and how a prior and brief cold 

exposure affects the resistance of Arabidopsis against pathogens with different infection 

strategies.  

 

Our study demonstrated that a single 24-day cold exposure (4 °C) was sufficient to imme-

diately enhance the resistance of Arabidopsis (accession: Col-0) against Pst and B. cinerea 

(Chapter I, Fig. 1; Chapter III, Fig. 1). In addition and in contrast to the transient cold-

mediated resistance against B. cinerea, the cold-enhanced resistance against Pst was 
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maintained for a period of five days after the initial cold exposure (Chapter I, Fig 1). Ther-

fore, we concluded that such a cold exposure primes plant defence against Pst (Hilker et 

al., 2016).  

 

6.2 Cold priming on pathogen resistance is rather independent from altered 

PTI and SA signaling 

The enhanced plant resistance against Pst after cold priming (Chapter 1, Fig. 1) suggests 

a cold memory that modifies the pathogen defence/stress response. Such priming 

memory could be established with epigenetic modifications, changes in gene expression, 

physiology and metabolism (Hilker et al., 2016). Earlier work showed that also short, re-

petitive cold exposure treatments enhance resistance against Pst and this includes histone 

3 acetylation leading to enhanced activation of genes responsive to PAMP-triggered im-

munity (PTI) and salicylic acid (SA) (Singh et al., 2014; Lusser, 2002). In our study, we 

could not observe a cold priming enhanced activation of PTI- and SA-responsive genes 

(Chapter I, Fig. 3). Hence, this distinguishes the signaling in response to short (1.5 h) re-

petitive cold exposures from single, but longer, (24 h) cold treatments. Additionally, re-

sistance of Arabidopsis against type III secretion system-deficient and PTI-inducing Pst 

hrcC- was not affected by a prior cold exposure (Chapter I, Fig. 1). Taken together, it is 

unlikely that PTI is responsible for cold mediated resistance due to a single prior cold 

exposure. Although the stability of the priming memory was not the primary focus of this 

project, the findings support recent studies that Arabidopsis exhibits a uniform stress 

memory of approximately five to seven days following diverse stress applications (Chap-

ter I, Fig. 1) (van Buer et al., 2019; Singh et al., 2014; Ding et al., 2012). Cold, however, did 

not improve the resistance against B. cinerea with an additional memory phase (Chapter 

III, Fig. 1). This indicates that the cold priming memory does not impact defence against 

the necrotrophic fungus B. cinerea. We propose that the cold memory effect supports im-

mune responses specific for the defence against biotrophs but weakly contributes to im-

munity against necrotrophs.  

 

6.3 Cold affects B. cinerea-triggered plant ROS formation  

The next objective of this study was to investigate immune signaling pathways essential 

for cold-enhanced resistance against Pst and B. cinerea. Reactive oxygen species (ROS) are 

central plant components for affecting plant stress responses (Peláez-Vico et al., 2024). 
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As cold modifies ROS accumulation in the chloroplasts (Ensminger et al., 2006; Huner et 

al., 1993), we assumed that altered ROS levels contribute to cold-mediated resistance 

against pathogens. One example of a ROS target with potential impact on diverse immune 

signaling pathways are mitogen-activated protein kinases (MAPKs). MAPKs can be acti-

vated/inactivted by ROS and are therefore ROS-responsive (Patterson et al., 2009; Kovtun 

et al., 2000). MAPKs regulate diverse abiotic and biotic stress responses, including cold, 

wounding, oxidative stress, and immune signaling pathways (Nakagami et al., 2005). 

These immune signaling pathways include SA signaling, jasmonic acid (JA) signaling, PTI, 

effector-triggered immunity (ETI), hypersensitive response (HR), and systemic acquired 

resistance (SAR) (Lang & Colcombet, 2020; Brodersen et al., 2006; Vilela et al., 2010; Asai 

et al., 2002; Petersen et al., 2000). The presented example of MAPKs illustrates that a mul-

titude of plant immune responses might be impacted by cold-mediated ROS accumulation 

through the cold-sensing chloroplasts.  

ROS function as stress signals (Peláez-Vico et al., 2024), with putative antimicrobial prop-

erties (Juven & Peirson, 1996, Peng & Kuc, 1992), may impact cold mediated resistance 

against pathogens. Regardless of cold, ROS are involved in plant responses against Pst or 

B. cinerea. This is indicated by the pathogen usage of effectors and compounds which ma-

nipulate plant ROS homeostasis (Li et al., 2014; Rodríguez-Herva et al., 2012; Williams et 

al., 2011). For instance, the effector HopK1, secreted by Pst, targets the chloroplast, re-

sulting in weakened PTI-associated ROS formation and increased susceptibility (Li et al., 

2014). It is suggested within a simplified concept that pathogens with a biotrophic phase 

are susceptible against ROS, while necrotrophic pathogens benefit from elevated ROS lev-

els (Barna et al., 2012). However, this distinction may be to much simplified, as necrot-

rophic B. cinerea showes enhanced or decreases susceptibility in response to high and low 

ROS levels (Rossie et al., 2017; Bliss et al., 2013 L'Haridon et al., 2011). One gap in our 

understanding is the initial infection phase of B. cinerea, for which it is hypothesized that 

B. cinerea has a short biotrophic phase (Bi et al., 2023; Veloso et al., 2018), as the necrot-

rophic fungus Sclerotinia sclerotiorium has (Kabbage et al., 2013). It is therefore possible 

that the cold and infection mediated elevated ROS levels observed in Col-0, as demon-

strated in this thesis (Chapter III, Fig. 4), occur during the early biotrophic phase of B. 

cinerea and correlate with increased resistance against the necrotrophic pathogen. In or-

der to finally determine the role of ROS in B. cinerea infection, the complex infection pro-

cess of B. cinerea must first be investigated in detail. 
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6.4 Cold-enhanced plant resistance is rather independent from SA signaling 

The phytohormone SA is essential for a full activation of the plant immune system against 

the hemibiotrophic pathogen Pst (Thomma et al., 1998). However, SA signaling may also 

be important in the plant immune response against B. cinerea for a wildtype-like immune 

response. Salicylate hydroxylase (NahG-)expressing lines, that do not accumulate SA, ex-

hibit increased susceptibility against B. cinerea (Ferrari et al., 2003). Our analyses of SA-

related transcripts demonstrated that cold exposure did not alter SA signaling in immedi-

ately B. cinerea-triggered or several days later Pst-triggered cold-pretreated plants (Chap-

ter I, Fig. 3; Chapter III, Fig. 3). To further support independency from isochorismate (IC)-

synthesized SA as factor for the cold medited resistance against B. cinerea, the lesion di-

ameter assay was repeated to determine Arabidopsis resistance against B. cinerea in a 

salicylic acid induction deficient 2 (sid2-1) line (Supplements, Fig. 1; Chapter III, Fig. 1). 

sid2-1 is impaired in pathogen-triggered SA accumulation via IC (Wildermuth et al., 2001) 

. The cold pre-treatment enhanced resistance against B. cinerea, as demonstrated in Col-

0 (Chapter III, Fig. 1), was confirmed in the sid2-1 line, as cold-pretreated sid2-1 exhibited 

resistance pattern similar to the wildtype(Supplements, Fig. 1). This suggests that the 

pathogen-responsive IC pathway is dispensable for cold-enhanced resistance against B. 

cinerea. Alternatively, the phenylpropanoid (PAL) pathway could also contribute to the 

biosynthesis of SA independently of the IC pathway after cold exposure and infection. 

Strawberries infected with B. cinerea utilize the PAL pathway rather than the IC pathway 

to produce SA (Luo et al., 2024). However, PAL and IC pathways lead to SA formation that 

induce PR1 expression by NPR1 (Section 1.3.3) and we could not observe cold-related-

changes in PR1 expression after cold and subsequent Pst or B. cinerea infection (Chapter 

I, Fig. 3; Chapter III, Fig. 3). 

 

6.5 JA signaling may be involved in cold mediated resistance  

Jasmonic acid (JA) is an important phytohormone to counteract susceptibility against ne-

crotrophic pathogens like B. cinerea (Ferrari et al., 2003) but it is dispensable or disad-

vantageous for resistance against Pst (Scalschi et al., 2020; Brooks et al., 2005; Kloek et 

al., 2001). Accordingly, the investigation of the potential impact of cold exposure on JA 

signaling was limited to the B. cinerea Arabidopsis interaction. Cold pre-treatment and 

subsequent B. cinerea infection had no significant impact on the transcription of JA re-

sponsive Pathogenesis-related 4 (PR4) and Plant Defensin 1.2a (PDF1.2a) in Arabidopsis 
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(Chapter III, Fig. 3). This, suggested a JA-independent effect and we extended our experi-

ments to the jasmonate resistent 1 (jar1-1) line, which cannot form the bioactive JA-Ile (Li 

et al., 2017; Staswick et al., 2002; Staswick et al., 1992). In contrast to the results observed 

in the wildtype, the lesion diameter results of jar1-1 were unchanged after cold pre-treat-

ment (Supplements, Fig. 1). This effect was in contradiction to the transcription results of 

PR4 and PDF1.2, since we would have expected enhanced expression of JA responsive 

genes if JA signaling is crucial for cold mediated resistance. However, pathogen-triggered 

transcripts of PR4 and PDF1.2 were not affected by the prior cold treatment (Chapter III, 

Fig. 3). The contrasting results do not allow a definitive conclusion on the role of JA or JA-

Ile signaling in cold pre-treatment-enhanced resistance against B. cinerea. In order to pro-

vide a definitive conclusion regarding the role of JA signaling in cold pre-treatment en-

hanced resistance against B. cinerea, it is necessary to integrate further JA mutants. These 

lines should also include mutants with disrupted JA biosynthesis, since the JA precursor 

12-oxo phytenoic acid (OPDA) can signal JA-Ile and Coronatine Insensitive 1 (COI1) inde-

pendently (Jimenez-Aleman et al., 2022). Additionally, phytohormone measurements for 

JA and SA should be conducted to get a deeper understanding about whether brief cold 

exposure or crosstalk between cold exposure and pathogen infection alters JA or SA abun-

dance in Arabidopsis. 

 

6.6 Cold exposure-enhanced resistance in Arabidopsis is independent from 

ETI and HR 

Plants provide a robust immune response through HR, which is generally activated via 

ETI (Lolle et al., 2020). Because biotrophic pathogens depend on living host tissue for dis-

ease progression, HR is effective against pathogens with a biotrophic phase (Balint-Kurti, 

2019). ETI established via (toll-interleukin-1 receptor-like) TNL receptors necessitates 

the involvement of nucleocytoplasmatic EDS1 for signaling and the immune response 

(Dongus & Parker, 2021). Therefor, EDS1 is an important signaling component of TNL-

mediated HR. The repertoire of pathogen effectors from virulent Pst outruns ETI recogni-

tion and prevents ETI-triggered HR (Guo et al., 2009). Nevertheless, it is possible that a 

prior cold exposure might amplify HR directly or via a priming memory. However, the 

eds1-2 null mutant (Chapter I, Fig. 1; Chapter II, Fig. 2) shows a wildtype like increased 

resistance after cold exposure (CT or CP), which makes HR as the reason for cold-induced 
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resistance less likely, since TNL-mediated HR does not function in eds1-2. Another argu-

ment is that the HR-inducing bacterial strains Pst avrRPM1 and Pst avrRPS4 (Hofius et al., 

2009) do not exhibit increased resistance after cold treatment (Chapter I, Fig. 1), which 

could be caused by increased HR. Also, an enhanced cold priming-mediated HR response 

in the Pst avrRPM1 Arabidopsis interaction, which is compensated by the attenuation of 

another immune signaling pathway, is unlikely, as the HR-mediated ion leakage in Col-0 

is not affected by cold priming and subsequent Pst avrRPM1 infection (Supplements; Fig. 

2). Finally, in the case of a putative cold-enhanced HR, it can be assumed that a B. cinerea 

infection results in greater susceptibility due to the enhanced HR and the necrotrophic 

behaviour. It has already been demonstrated that Arabidopsis plants, simultaneously in-

fected with the HR-inducing Pst avrRPM1 and the necrotrophic B. cinerea, have a higher 

susceptibility against B. cinerea, probably due to avrRPM1-tiggered HR (Govrin & Levine, 

2000). Taken all arguments together, it can be postulated that HR is not affected by CT or 

CP and that it is therefore not responsible for cold exposure-enhanced resistance.  

 

6.7 Cold mediated lignification may be a cause of cold mediated enhanced re-

sistance against B. cinerea 

The plant cell wall, as a part of the apoplast, surrounds plant cells and provides mechani-

cal strength (Zhang et al., 2021). As a physical barrier, it might prevent pathogens from 

penetrating the cell, for example, by forming transient papillae (including callose) or irre-

versible lignification (Eynck et al., 2012; Hückelhoven, 2007; Nishimura et al., 2003; Ja-

cobs et al., 2003). Additionally, pathogens and cold exposure alter the composition of the 

plant cell wall (Lee et al., 2019; Le Gall et al., 2015; Hano et al., 2006; Zhang et al., 2007), 

which finally might affect the ability of B. cinerea to penetrate the cell wall. Although it is 

known that callose can be formed during cold (Wu et al., 2019), the precise role of cold-

mediated callose remains unclear. Our findings demonstrated that a 24-hour cold expo-

sure significantly enhanced callose deposition in Arabidopsis (Chapter III, Fig. 5) and 

therefore confirmed the results of Wu et al., (2019). However, pathogen-induced callose 

formation was not additionally affected by cold (Chapter III, Fig. 5). Callose formed in re-

sponse to pathogens is often used as an indication for PTI activation (Luna et al., 2011). 

Consequently, the pathogen-triggerd callose formation, similar in cold-pretreated and 

non-cold plamts, provides further evidence that PTI is not the immune signaling layer that 
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is affected by cold exposure or by the crosstalk between cold exposure and pathogen im-

munity. It remains disputable whether cold-induced callose contributes to cold-mediated 

enhanced resistance, given that cold-mediated callose formation was completly absent 24 

hours after infection (Chapter III, Fig. 5). Additionally, the probability that cold-induced 

callose is synthesized at a potential penetration site of B. cinerea can be considered low 

as the plant cell callose ratio is very low (chapter III, Fig. 5A). Nevertheless, it is not ex-

cluded that the temporary cold-mediated callose contributes to the resistance of Ara-

bidopsis thaliana against invading pathogens such as B. cinerea.  

 

Cold stress has been demonstrated to enhance the accumulation of pectin and lignin in 

the plant cell wall (Le Gall et al., 2015; Takahasi et al., 2024) (Chapter III, Fig. 6). While 

pectin can serve as a carbon source for B. cinerea, as B. cinerea secretes different pectin-

degrading enzymes, it is unlikely that lignin is degradable by B. cinerea (Choquer et al., 

2021; Hörmann et al., 2013; Zhang et al., 2011). The results of this thesis demonstrated 

that a single 24-hour cold exposure is sufficient to induce significant lignification in Col-0 

leaves, and that a subsequent infection by B. cinerea does not significantly alter the cold-

mediated lignification (Chapter III, Fig. 6). The stress-induced lignification of the plant cell 

wall contributes to the protection of other potential degradable cell wall components, 

such as cellulose and hemicellulose, against the action of cell wall-degrading enzymes se-

creted by B. cinerea (Eynck et al., 2012). Consequently, it can be postulated that cold-me-

diated, stress-induced lignin may contribute to enhanced resistance against B. cinerea. 

Moreover, while the precise regulation of lignification remains elusive, there are reports 

indicating that JA signaling impacts lignification in various plants (Borah et al., 2023; 

Scalschi et al., 2020; Denness et al., 2011). In light of these observations and the finding 

that jar1-1 is unable to induce cold-mediated resistance against B. cinerea (Supplements; 

Fig. 1), we propose that JA-signaling impacts cold-mediated lignification in Arabidopsis. 

Nevertheless, this hypothesis requires further verification. In contrast to B. cinerea, Pst is 

restricted to the apoplast as a pathogenic habitat (Xin et al., 2018). Consequently, the cell 

wall's role as a mechanical barrier against invading Pst is less significant for resistance 

against Pst. Nevertheless, Arabidopsis infected with virulent Pst or avirulent, HR-inducing 

Pst strains demonstrate a significant enhancement in lignification in the infected leaves, 

which correlates with enhanced resistance (Lee et al., 2019). Hence, lignification is signif-

icantly more pronounced in Arabidopsis infected with HR-inducing strains, and it has 

been demonstrated that lignification is essential for limiting HR to the infected tissue. It 
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is noteworthy that HR-inducing Pst strains exhibit reduced motility in lignified leaves 

compared to virulent Pst, suggesting that lignification may also impede pathogen motility 

(Lee et al., 2019). However, whether cold-mediated resistance against Pst relies on ligni-

fication remains a matter of research, as Pst avrRPM1 and Pst avrRPS4 (HR-inducing) in-

fected Arabidopsis cannot benefit from cold priming with enhanced resistance (Chapter 

I; Fig. 1). 

 

6.8 A prior cold exposure results in a full SAR response against Pst in Ara-

bidopsis 

SAR is a well-studied immune response that includes cell to cell signaling. Here we fo-

cused on the effects of cold on SAR against Pst since Arabidopsis SAR fails to enhance re-

sistance against B. cinerea (Govrin & Levine, 2002). Contrasting to cold-mediated en-

hanced resistance against Pst in a local immune response (Chapter I, Fig. 1), additional 

SAR induction immediately or three days after cold exposure abolished the cold mediated 

resistance in Arabidopsis (Chapter IV, Fig. 3). However, we demonstrated that SAR can be 

established after cold exposure (Chapter IV, Fig. 3). This contrasts to exposures to en-

hanced temperature (28 °C) where the establishment of SAR failed (Shields et al., 2023). 

Because SAR is established and regulated by a variety of compounds including SA, pipe-

colic acid (Pip), N-hydroxypipecolic acid (NHP), azelaic acid (AzA) and ROS (Section 

1.3.8), a variety of cold mediated changes could be responsible for the absence of an ad-

ditional increase in SAR. SA siganling is crucial for SAR (Section 1.3.8) and we demon-

strated enhanced PR1 transcription in systemic tissue after SAR induction and cold pre-

treatment (Chapter IV, Fig.1). Thus, in contrast to the local immune response, a cold-me-

diated change in SA signaling was observed, even if this did not result in an altered sys-

temic resistance of Arabidopsis (Chapter IV, Fig. 1, 3). Another putative candidate which 

may affect SAR  after prior cold exposure is AzA, since AzA is generated in plastids via 

peroxidation after various abiotic and biotic stressors (Priya Reddy & Oelmüller, 2024). 

Lastly, we demostrated enhanced susceptibility after SAR induction and cold pre-treat-

ment in Pst infected Arabidopsis (Chapter IV, Fig. 3). This prompts the question of why 

mock treatment leads to increased susceptibility in Arabidopsis? One potential explana-

tion is the wounding caused by the used syringe during mock treatment, which may acti-

vate a wound response that induces JA signaling and this response is enhanced due to the 

cold exposure. JA signaling can enhance the susceptibility of Arabidopsis against Pst 
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(Scalschi et al., 2020; Brooks et al., 2005; Kloek et al., 2001). Furthermore, a local wound 

response can activates systemic JA signaling within minutes (Koo et al., 2009), making JA 

signaling a theoretical candidate for the increased susceptibility against Pst. Nevertheless, 

this hypothesis requires further verification. 

 

6.9 Chloroplast-localized sAPX and tAPX are indispensable for cold-en-

hanced resistance against Pseudomonas syringae and contribute to cold-en-

hanced resistance against Botrytis cinereas 

A central aim of this work was to determine the role of the chloroplast as a cold sensing 

hub in plant immunity and the impact of cold stress-induced ROS formation on plant im-

mune signaling pathways (Section 1.5). We hypothesized that chloroplasts play a role in 

fine-tuning plant resistance after prior cold exposure, and that this involves the chloro-

plast-localized ROS scavengers sAPX and tAPX (Section 1.6). To demonstrate that chloro-

plasts are cold sensing hubs, knockout lines of chloroplast-localized stroma ascorbate pe-

roxidase (sAPX) and thylakoid ascorbate peroxidase (tAPX) were analyszed in the CT- and 

CP-experimental setups. During cold exposure, an increase in ROS formation was ob-

served in chloroplasts. They can migrate as hydrogen peroxide to other cell compart-

ments and may impact various signaling pathways (Ugalde et al., 2021; Ensminger et al., 

2006; Huner et al., 1993). These potential impacts on signaling pathways may be fine-

tuned through the ROS-scavenging activities of sAPX and tAPX. The aforementioned hy-

potheses were empirically validated on plant resistance level, wherein it was demon-

strated that sAPX and tAPX are indispensable for wildtype-like enhanced resistance of 

Arabidopsis following prior cold exposure against Pst and B. cinerea (Chapter I, Fig. 1; 

Chapter III, Fig. 2). 

Pst and B. cinerea employ distinct infection strategies and Arabidopsis, therefore, utilizes 

disparate immune signaling pathways for plant resistance (Section 1.3.3 – 1.3.7). sAPX 

and tAPX prove beneficial for conferring wild-type-like and cold-mediated resistance 

against different pathogens. Also, our findings demonstrated that cold priming with a five-

day memory phase between the cold treatment and Pst infection significantly enhanced 

resistance in Col-0, but not in sapx and tapx (Chapter I, Fig. 5). Additionally, we demon-

strated enhanced susceptibility in an inducible tAPX-RNAi line after cold priming and sub-

sequent Pst infection (Chapter I, Fig. 5).  This result indicates an involvment of sAPX and 

tAPX for the priming mediated enhanced resistance, since cold mediated ROS formation 



 

   130 

declined rapidly after the cold treatment and cold stress responsive transcripts are 

allready on non-stress level after 3 days (Chapter I, Fig. 2; Chapter III, Fig. 4 A), suggesting 

a deacclimated plant. It is noteworthy that the double mutant line eds1 sapx exhibited en-

hanced resistance against Pst in the control treatment without cold exposure, in compar-

ison to eds1-2 (Chapter II, Fig. 2). This indicates a role for sAPX in plant resistance already 

under control conditions without an additional cold exposure in an immunocompromised 

background. 

With regard to B. cinerea, camalexin and JA-mediated defense are crucial for resistance, 

but SA may also contribute to wildtype-like resistance (Ferrari et al., 2007; Ferrari et al., 

2003). However, transcript analysis revealed that PAD3 (camalexin biosynthesis), JA-, and 

SA-responsive genes do not exhibit cold-mediated expression in sapx and tapx (Chapter 

III, Fig. 3). This result suggests that these defense pathways are not affected by the lack of 

sAPX and tAPX. 

Both sapx and tapx exhibit comparable levels of resistance against B. cinerea after cold 

pre-treatment, yet only sapx displays a distinct ROS formation profile following B. cinerea 

infection (Chapter III, Fig. 4). Previous studies have demonstrated differences in the par-

ticipation of sAPX and tAPX on cold priming and it has been shown that tAPX alone medi-

ats cold priming-specific transcriptional alterations during a second cold exposure but 

also the suppression of NADPH dehydrogenase-dependent cyclic electron transport 

(Seiml-Buchinger et al., 2022; van Buer et al., 2019). Additionally, tAPX is not affected or 

tends to be downregulated directly after short and long term cold exposure and expres-

sion rises only days after cold exposure(Juszczak et al., 2016; van Buer et al., 2016) (Chap-

ter I, Fig. 4). In contrast, sAPX is significantly upregulated directly after a cold treatment 

(Juszczak et al., 2016; van Buer et al., 2016) (Chapter I, Fig. 4). This indicates a more prom-

inent role of sAPX for cold stress-mediated ROS scavenging. In addition to the interaction 

of cold-mediated ROS and APX, there is also initial evidence of APX being targeted by path-

ogens from other studies. The coat protein of Citrus yellow vein clearing virus interacts 

with Ascorbate Peroxidase 1 of Citrus limon and Nicotiana benthamiana, enhancing the 

activity of Ascorbate Peroxidase 1, which promotes the accumulation of Citrus yellow vein 

clearing virus (Wang et al., 2023). Additionally, the chloroplast-localized Ascorbate Pe-

roxidase 6 (APX6) of Citrus sinensis and Nicotiana benthamiana is targeted by the secreted 

effector AGH17488 of Candidatus Liberibacter asiaticus, which results in the relocation of 

APX6 to the cytoplasm and the enhancement of its activity and facilitation of pathogen 

infection (Du et al., 2023). 
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6.10 Conclusion 

This study demonstrates that a 24 h cold exposure enhances the resistance of Arabidopsis 

thaliana against Pseudomonas syringae and Botrytis cinerea, independent of PTI, ETI and 

SA signaling pathways. The findings suggest that ROS management, particularly through 

chloroplast-localized scavengers like sAPX and tAPX, stress-induced lignification and JA 

signaling play crucial roles in mediating this cold-induced resistance. 
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6.11 Supplements  

 
Figure 1:Lesion diameter of Botrytis cinerea infected Col-0, salicylic acid induction deficient 2 (sid2-1) knock-
out  and jasmonate resistant 1 (jar1-1) knockdown lines after prior cold pre-treated (CT; 24 h at 4 °C). Four 
leaves of each biological replicate were drop-inoculated (5 x 104 spores ml-1) and the lesion diameter was 
measured 3 days post inoculation (dpi). N = 24 (3 independent experiments), different colours of the dots 
indicate different experiments and different letters denote statistically significant differences (Tukey-HSD: 
p-value ≤ 0.05).  

 

 
Figure 2: Electrolyte leakage from Arabidopsis leaf discs after cold priming (CP) and inoculation with hy-
persensitive response-inducing Pst avrRPM1. 4-week-old Col-0 plants were cold primed (4°C for 1 day) and 
inoculated with Pst avrRPM1 (OD600 = 0.005) after a 5-day long memory phase. After the inoculated leaves 
have dried, two (8 mm Ø) leaf discs per biological replicate were punched out and transferred to a tube 
containing ddH20. Conductivity was measured 1 day post-inoculation (dpi) and was normalized to an initial 
2 hpi measurement to minimize the effect of wound-mediated ion leakage. Bars represent mean and stand-
ard deviation. N = 11 (3 independent experiments). Two-way t-test; p = 0.05. 
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