
97

6. References.

Altschul, S.F., Gish, W., Miller, W., Myers, E. W., and Lipman, D. J. (1990). Basic local alignment search tool. J
Mol Biol 215, 403-10.

Alves, A. M., Holland, D., Edge, M. D., and Carr, F. J. (1988). Hybridisation detection of single nucleotide
changes with enzyme labelled oligonucleotides. Nucleic Acids Research 16, 8722.

Armitage, B., Koch, T., Frydenlund, H., Orum, H., and Schuster, G. B. (1998). Peptide nucleic acid (PNA)/DNA
hybrid duplexes: intercalation by an internally linked anthraquinone. Nucleic Acids Research 26, 715-20.

Bains, W. and Smith, G.C. (1988) J.Theor. Biol. 135, 303-307

Bowling, J. M., Bruner, K. L., Cmarik, J. L., and Tibbetts, C. (1991). Neighboring nucleotide interactions during
DNA sequencing gel electrophoresis. Nucleic Acids Research 19, 3089-97.

Boffa, L. C., Carpaneto, E. M., and Allfrey, V. G. (1995). Isolation of Active Genes Containing Cag Repeats By
Dna Strand Invasion By a Peptide Nucleic Acid. Proceedings of the National Academy of Sciences of the United
States of America 92, 1901-1905.

Breslauer, K. J., Frank, R., Blocker, H., and Marky, L. A. (1986). Predicting DNA duplex stability from the base
sequence. Proceedings of the National Academy of Sciences of the United States of America 83, 3746-50.

Bronstein, I., Fortin, J., Stanley, P. E., Stewart, G. S., and Kricka, L. J. (1994). Chemiluminescent and
bioluminescent reporter gene assays. Anal Biochem 219, 169-81.

Bryant, D. A., and Cohen-Bazire, G. (1981). Effects of chromatic illumination on cyanobacterial phycobilisomes.
Evidence for the specific induction of a second pair of phycocyanin subunits in Pseudanabaena 7409 grown in red
light. Eur J Biochem 119, 415-24.

Butler, J. M., Jiangbaucom, P., Huang, M., Belgrader, P., and Girard, J. (1996). Peptide Nucleic Acid
Characterization By Maldi-Tof Mass Spectrometry. Analytical Chemistry 68, 3283-3287.

Chee, M., Yang, R., Hubbell, E., Berno, A., Huang Xiaohua, C., Stern, D., Winkler, J., Lockhart David, J., Morris
Macdonald, S., and Fodor Stephen, P. A. (1996). Accessing genetic information with high-density DNA arrays.
Science 274, 610-614.

Cherny, D. Y., Belotserkovskii, B. P., Frank-Kamenetskii, M. D., Egholm, M., Buchardt, O., Berg, R. H., and
Nielsen, P. E. (1993). DNA unwinding upon strand-displacement binding of a thymine-substituted polyamide to
double-stranded DNA. Proceedings of the National Academy of Sciences of the United States of America 90, 1667-
70.

Cherry, J. L., Young, H., Di Sera, L. J., Ferguson, F. M., Kimball, A. W., Dunn, D. M., Gesteland, R. F., and
Weiss, R. B. (1994). Enzyme-linked fluorescent detection for automated multiplex DNA sequencing. Genomics 20, 68-
74.

Clark, M. D., Panopoulou, G. D., Cahill, D. J., Bussow, K., and Lehrach, H. (1999). Construction and analysis of
arrayed cDNA libraries. Methods in Enzymology 303, 205-33.

Craig, A. G., Nizetic, D., Hoheisel, J. D., Zehetner, G., and Lehrach, H. (1990). Ordering of cosmid clones
covering the herpes simplex virus type I (HSV-I) genome: a test case for fingerprinting by hybridisation. Nucleic
Acids Research 18, 2653-60.

Cuticchia, A. J., Arnold, J., and Timberlake, W. E. ODS: Ordering DNA sequences: A physical mapping
algorithm based on simulated annealing. Computer Applications in the Biosciences.

Demers, D. B., Curry, E. T., Egholm, M., and Sozer, A. C. (1995). Enhanced Pcr Amplification of Vntr Locus
D1s80 Using Peptide Nucleic Acid (Pna). Nucleic Acids Research 23, 3050-3055.



98

Drmanac, R. and Crkvenjakov, R. (1987) Yugoslav patent Application 570.

Drmanac, R., Strezoska, Z., Labat, I., Drmanac, S., and Crkvenjakov, R. (1990). Reliable hybridization of
oligonucleotides as short as six nucleotides. DNA & Cell Biology 9, 527-34.

Demolis, N., Mallet, L., Bussereau, F., and Jacquet, M. (1995). Improved strategy for large-scale DNA
sequencing using DNaseI cleavage for generating random subclones. Biotechniques 18, 453-7.

Drmanac, R., and Drmanac, S. (1999). cDNA screening by array hybridization. Meth. Enzymol. 303, 165-78.

Drmanac, R., Drmanac, S., Strezoska, Z., Paunesku, T., Labat, I., Zeremski, M., Snoddy, J., Funhouser, W. K.,
Koop, B., and et al. (1993). DNA sequence determination by hybridization: A strategy for efficient large-scale
sequencing. Science 260, 1649-1652.

Drmanac, R., Labat Snezana Vv, D., Crkvenjakov, R., Vicentic, A., and Gemmell, A. (1992). Sequencing by
hybridization: Towards an automated sequencing of one million M13 clones arrayed on membranes. Electrophoresis
13, 566-573.

Drmanac, S., Stavropoulos, N. A., Labat, I., Vonau, J., Hauser, B., Soares, M. B., and Drmanac, R. (1996). Gene-
representing cDNA clusters defined by hybridization of 57,419 clones from infant brain libraries with short
oligonucleotide probes. Genomics 37, 29-40.

Drobyshev, A., Mologina, N., Shik, V., Pobedimskaya, D., Yershov, G., and Mirzabekov, A. (1997). Sequence
analysis by hybridization with oligonucleotide microchip: identification of beta-thalassemia mutations. Gene 188, 45-
52.

Durrant, I.,and Fowler, S. (1994). Nonradioactive oligonucleotide probe labeling. Meth. Mol Biol 31,163-75.

Egholm, M., Buchardt, O., Christensen, L., Behrens, C., Freier, S. M., Driver, D. A., Berg, R. H., Kim, S. K.,
Norden, B., and Nielsen, P. E. (1993). PNA hybridizes to complementary oligonucleotides obeying the Watson-Crick
hydrogen-bonding rules. Nature 365, 566-8.

Eickhoff, H. (1998). Microtechnologies and Miniaturization. Drug Discovery Today 3, 148-149.

Frank, R., and Koster, H. (1979). DNA chain length markers and the influence of base composition on
electrophoretic mobility of oligodeoxyribonucleotides in polyacrylamide-gels. Nucleic Acids Research 6, 2069-87.

Giesen, U., Kleider, W., Berding, C., Geiger, A., Orum, H., and Nielsen, P. E. (1998). A Formula For Thermal
Stability (T-M) Prediction of Pna/Dna Duplexes. Nucleic Acids Research 26, 5004-5006.

Gonzalez, M., Bagatolli, L. A., Echabe, I., Arrondo, J. L. R., Argarana, C. E., Cantor, C. R., and Fidelio, G. D.
(1997). Interaction of biotin with streptavidin. Thermostability and conformational changes upon binding. Journal of
Biological Chemistry 272, 11288-94.

Good, L., and Nielsen, P. E. (1998). Antisense Inhibition of Gene Expression in Bacteria By Pna Targeted to
Mrna. Nature Biotechnology 16, 355-358.

Good, L., and Nielsen, P. E. (1998). Inhibition of Translation and Bacterial Growth By Peptide Nucleic Acid
Targeted to Ribosomal Rna. Proceedings of the National Academy of Sciences of the United States of America 95,
2073-2076.

Griffin, T. J., Tang, W., and Smith, L. M. (1997). Genetic Analysis By Peptide Nucleic Acid Affinity Maldi-Tof
Mass Spectrometry. Nature Biotechnology 15, 1368-1372.

Guerasimova, A., Ivanov, I., and Lehrach, H. (1999). A method of one-step enzyme labelling of short
oligonucleotide probes for filter hybridisation. Nucleic Acids Research 27, 703-705.



99

Gut, I.G., Berlin, K. und Lehrach, H. "Verfahren zur Identifikation von DNA mit MALDI", Patentanmeldung
Dezember 1997, EP 97 12 1471.3.

Gut, I. G., Jeffry, W. A., Pappin, D. J. C. and Beck, S. (1997) Rapid Commun. Mass Spectrom., 11, 43-50.

Haugland, R. P. (1996).Handbook of fluorescent probes and research chemiscals, Sixth Edition, S.M.T.Z., ed.

Herwig, R., Poustka, A. J., Muller, C., Bull, C., Lehrach, H., and O'Brien, J. (1999). Large-scale clustering of
cDNA-fingerprinting data. Genome Research 9, 1093-1105.

Hoheisel, J. D., Craig, A. G., and Lehrach, H. (1990). Effect of 5-bromo- and 5-methyldeoxycytosine on duplex
stability and discrimination of the NotI octadeoxynucleotide. Quantitative measurements using thin-layer
chromatography. Journal of Biological Chemistry 265, 16656-60.

Hoheisel, J. D., Lennon, G. G., Zehetner, G., and Lehrach, H. (1991). Use of high coverage reference libraries of
Drosophila melanogaster for relational data analysis. A step towards mapping and sequencing of the genome.
Journal of Molecular Biology 220, 903-14.

Hoffmann, R., Bril, G., and Otvos, L. (1998). Prediction of Retention Times of Peptide Nucleic Acids During
Reversed-Phase High-Performance Liquid Chromatography. Journal of Chromatography 814, 111-119.

Igloi, G. L. (1998). Variability in the Stability of Dna-Peptide Nucleic Acid (Pna) Single-Base Mismatched
Duplexes - Real-Time Hybridization During Affinity Electrophoresis in Pna-Containing Gels. Proceedings of the
National Academy of Sciences of the United States of America 95, 8562-8567.

Karger, A. E., Weiss, R., and Gesteland, R. F. (1992). Digital chemiluminescence imaging of DNA sequencing
blots using a charge-coupled device camera. Nucleic Acids Research 20, 6657-65.

Khrapko, K. R., Lysov Yu, P., Khorlyn, A. A., Shick, V. V., Florentiev, V. L., and Mirzabekov, A. D. (1989). An
oligonucleotide hybridization approach to DNA sequencing. FEBS Lett 256, 118-22.

Kel, A., Ptitsyn, A., Babenko, V., Meier-Ewert, S., and Lehrach, H. (1998). A genetic algorithm for designing
gene family-specific oligonucleotide sets used for hybridization: the G protein-coupled receptor protein superfamily.
Bioinformatics 14, 259-70.

Kozlov, I. A., Nielsen, P. E., and Orgel, L. E. (1998). A Method For the P-32 Labeling of Peptides or Peptide
Nucleic Acid Oligomers. Bioconjugate Chemistry 9, 415-417.

Kolchanov, N. A., Vishnevsky, O. V., Babenko, V. N., Kel, A. E., and Shindyalov, I. N. (1995). Identification of
cDNA sequences by specific oligonucleotide sets. Computer tool and application. Ismb 3, 206-14.

Kuchrzhak, R.(1999) Diplomarbeit, Universität Potsdam

Lehrach, H., Dramanac, R., Hoheisel, J.D. et al. (1990) In K.E. Davies, S. M. T. (ed.), Genome Analysis. Cold
Spring Harbor Laboratory Press, Cold Spring Harbor, Vol. 1, pp. 39-81.

Lockhart David, J., Dong, H., Byrne Michael, C., Follettie Maximillian, T., Gallo Michael, V., Chee Mark, S.,
Mittmann, M., Wang, C., Kobayashi, M., Horton, H., and Brown Eugene, L. (1996). Expression monitoring by
hybridization to high-density oligonucleotide arrays. Nature Biotechnology 14, 1675-1680.

Lysov, Y.P., Florentiev, V.L., Khorlin, A.A., Khrapko, K.R., Shick, V.V. and Mirzabekov, A.D.(1988) Dokl.
Acad. Nauk SSSR 303, 1508-1511

Maier, E. (1995). Robotic Technology in Library Screening. Laboratory Robotics & Automation 7, 123-132.

Maier, E., Crollius, H. R., and Lehrach, H. (1994). Hybridisation techniques on gridded high density DNA and
in situ colony filters based on fluorescence detection. Nucleic Acids Res 22, 3423-4.



100

Maier, E., Meier-Ewert, S., Ahmadi, A. R., Curtis, J., and Lehrach, H. (1994). Application of robotic technology
to automated sequence fingerprint analysis by oligonucleotide hybridisation. Journal of Biotechnology 35, 191-203.

Makowski, G. S., and Ramsby, M. L. (1997). Protein Structure: a practical approach, C. T.E., ed.: IRL Press,
Oxford), pp. 3.

Maskos, U., and Southern, E. M. (1993). A novel method for the parallel analysis of multiple mutations in
multiple samples. Nucleic Acids Res 21, 2269-70.

Mayraz, G., and Shamir, R. Construction of physical maps from oligonucleotide fingerprints data. Journal of
Computational Biology.

Meier-Ewert, S., Lange, J., Gerst, H., Herwig, R., Schmitt, A., Freund, J., Elge, T., Mott, R., Herrmann, B., and
Lehrach, H. (1998). Comparative Gene Expression Profiling By Oligonucleotide Fingerprinting. Nucleic Acids
Research 26, 2216-2223.

Meier-Ewert S.(1996) PhD Thesis, University College London

Milosavljevic, A., Strezoska, Z., Zeremski, M., Grujic, D., Paunesku, T., and Crkvenjakov, R. (1995). Clone
Clustering By Hybridization. Genomics 27, 83-89.

Milosavljevic, A., Savkovic, S., Crkvenjakov, R., Salbego, D., Serrato, H., Kreuzer, H., Gemmell, A., Batus, S.,
Grujic, D., Carnahan, S., Paunesku, T., and Tepavcevic, J. (1996). DNA sequence recognition by hybridization to short
oligomers: experimental verification of the method on the E. coli genome. Genomics 37, 77-86.

Milosavljevic, A., Strezoska, Z., Zeremski, M., Grujic, D., Paunesku, T., and Crkvenjakov, R. (1995). Clone
Clustering By Hybridization. Genomics 27, 83-89.

Milosavljevic, A., Zeremski, M., Strezoska, Z., Grujic, D., Dyanov, H., Batus, S., Salbego, D., Paunesku, T.,
Soares, M. B., and Crkvenjakov, R. (1996). Discovering distinct genes represented in 29,570 clones from infant brain
cDNA libraries by applying sequencing by hybridization methodology. Genome Res 6, 132-41.

Nielsen, P. E., Egholm, M., Berg, R. H., and Buchardt, O. (1991). Sequence-selective recognition of DNA by
strand displacement with a thymine-substituted polyamide. Science 254, 1497-500.

Oi, V. T., Glazer, A. N., and Stryer, L. (1982). Fluorescent phycobiliprotein conjugates for analyses of cells and
molecules. J Cell Biol 93, 981-6.

Orum, H., Nielsen, P. E., Egholm, M., Berg, R. H., Buchardt, O., and Stanley, C. (1993). Single base pair mutation
analysis by PNA directed PCR clamping. Nucleic Acids Research 21, 5332-6.

          Parinov, S., Barsky, V., Yershov, G., Kirillov, E., Timofeev, E., Belgovskiy, A., and Mirzabekov, A. (1996).
DNA sequencing by hybridization to microchip octa- and decanucleotides extended by stacked pentanucleotides.
Nucleic Acids Research 24, 2998-3004.

   Peffer Nancy, J., Hanvey Jeffery, C., Bisi John, E., Thomson Stephen, A., Hassman, C. F., Noble Stewart, A., and
Babiss Lee, E. Strand-invasion of duplex DNA by peptide nucleic acid oligomers. Proceedings of the National
Academy of Sciences of the United States of America.

Perry-O'Keefe, H., Yao, X. W., Coull, J. M., Fuchs, M., and Egholm, M. (1996). Peptide Nucleic Acid Pre-Gel
Hybridization - an Alternative to Southern Hybridization. Proceedings of the National Academy of Sciences of the
United States of America 93, 14670-14675.

Poustka, A. J., Herwig, R., Krause, A., Hennig, S., Meier-Ewert, S., and Lehrach, H. (1999). Toward the gene
catalogue of sea urchin development: the construction and analysis of an unfertilized egg cDNA library highly
normalized by oligonucleotide fingerprinting. Genomics 59, 122-33.



101

Radelof, U., Hennig, S., Seranski, P., Steinfath, M., Ramser, J., Reinhardt, R., Poustka, A., Francis, F., and
Lehrach, H. (1998). Preselection of shotgun clones by oligonucleotide fingerprinting: an efficient and high
throughput strategy to reduce redundancy in large-scale sequencing projects. Nucleic Acids Research 26, 5358-64.

Ross, P. L., Lee, K., and Belgrader, P. (1997). Discrimination of Single-Nucleotide Polymorphisms in Human
Dna Using Peptide Nucleic Acid Probes Detected By Maldi-Tof Mass Spectrometry. Analytical Chemistry 69, 4197-
4202.

Sambrook, J., Fritsch, E. F., and Maniatis, T. (1989). Molecular Cloning:A Laboratory Manual: Cold Spriong
Harbor Laboratory Press, Cold Spring Harbor, NY).

Sanger, F., Nicklen, S., and Coulson, A. R. (1977). DNA sequencing with chain-terminating inhibitors. Proc Natl
Acad Sci U S A 74, 5463-7.

Schena, M., Shalon, D., Heller, R., Chai, A., Brown, P. O., and Davis, R. W. (1996). Parallel human genome
analysis: microarray-based expression monitoring of 1000 genes. Proc Natl Acad Sci U S A 93, 10614-9.

Schmidt, J. G., Nielsen, P. E., and Orgel, L. E. (1996). Separation of Uncharged Oligodeoxynucleotide Analogs
By Anion-Exchange Chromatography At High Ph. Analytical Biochemistry 235, 239-241.

Schwarz, F. P., Robinson, S., and Butler, J. M. (1999). Thermodynamic comparison of PNA/DNA and
DNA/DNA hybridization reactions at ambient temperature. Nucleic Acids Research 27, 4792-4800.

           Southern, E.M. (1988) UK Patent Application GB8810400

Southern, E. M., Maskos, U., and Elder, J. K. (1992). Analyzing and comparing nucleic acid sequences by
hybridization to arrays of oligonucleotides: evaluation using experimental models. Genomics 13, 1008-17.

Tizard, R., Cate, R. L., Ramachandran, K. L., Wysk, M., Voyta, J. C., Murphy, O. J., and Bronstein, I. (1990).
Imaging of DNA sequences with chemiluminescence. Proc Natl Acad Sci U S A 87, 4514-8.

Tomac, S., Sarkar, M., Ratilainen, T., Wittung, P., Nielsen, P. E., Norden, B., and Graslund, A. Ionic effects on
the stability and conformation of peptide nucleic acid (PNA) complexes. Progress in Biophysics & Molecular
Biology.

Urdea, M. S., Warner, B. D., Running, J. A., Stempien, M., Clyne, J., and Horn, T. (1988). A comparison of non-
radioisotopic hybridization assay methods using fluorescent, chemiluminescent and enzyme labeled synthetic
oligodeoxyribonucleotide probes. Nucleic Acids Research 16, 4937-56.

Weiler, J., Gausepohl, H., Hauser, N., Jensen, O. N., and Hoheisel, J. D. (1997). Hybridisation Based Dna
Screening On Peptide Nucleic Acid (Pna) Oligomer Arrays. Nucleic Acids Research 25, 2792-2799.

Wetmur, J. G. (1991). DNA probes: applications of the principles of nucleic acid hybridization. Critical Reviews
in Biochemistry & Molecular Biology 26, 227-59.

Williams, J. C., Case-Green, S. C., Mir, K. U., and Southern, E. M. (1994). Studies of oligonucleotide interactions
by hybridisation to arrays: the influence of dangling ends on duplex yield. Nucleic Acids Res 22,1365-7.

Wodicka, L., Dong, H., Mittmann, M., Ho, M.-H., and Lockhart David, J. (1997). Genome-wide expression
monitoring in Saccharomyces cerevisiae. Nature Biotechnology 15, 1359-1367

Yao, S., Anex, D. S., Caldwell, W. B., Arnold, D. W., Smith, K. B., and Schultz, P. G. (1999). Proceedings of the
National Academy of Sciences of the United States of America 96, 5372-5377.


