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7.1 Polymorphe Primer fiir die Genomanalyse
Primer Sequenz sense-Primer Sequenz antisense-Primer Annealing-
Temperatur
D1Mgh12 | GCTTGCTGTACAAACCTCAGG CAGCACGGAAGATACAAGCA TD 55-50°C
D1Mgh5 CCTTTGCTCTGAGCCTGG AGAGAAAAAGAAAAGGGAAAACG TD 55-50°C
D1Mgh6 TGCATGCCCACAGTACACAT CCAAGCACACTAATGCCTGA TD 55-50°C
D1Mgh7 CCACACTATGTCCATGTGTACAA GGAAACTCAAAGGTAGACAAAACA | TD 55-50°C
D1Rat1 GCAATGCCATGGGTTTACTC AAAAGTTATCCCCTTCCCCC 55°C
D1Rat144 | CCTCCATAATCAACAGACCCA TTAGTAGGAAGGGCAGCACC 55°C
D1Rat167 | GGCAGTTGCCTCTATTCCTG CCAGATCCTCGGATGAAAGA 55°C
D1Rat183 | CAGAAGCAAGCACACCAGTC TGTATTGGCTGGGAAGTTGG 55°C
D1Rat20 GGCCCTCACACTGTCTTCTT GTTCGGAGGACAAACCAGAA 55°C
D1Rat287 | GGGCGTGACCAGGTTACTTA GTGCTATGGTGGGCAAGTTT 55°C
D1Rat29 GTGGTGGAACCTCACCACTT CCATCTACATCTCCAGTGCG 55°C
D1Rat30 AATTTCTGTCCCACATTTCCC TTCCAGGGACAAGCTACCTG 55°C
D1Rat335 | AGGCAAATCCCAAGAACTGA GGCACTGGAACATAAATGCC 55°C
D1Rat43 TCCAGTGAGTAAGCTGTGAGCT CATCATGGAACTGAGCCTCC 55°C
D1Rat48 ACTCTCAGTGCTGTGGCATG GGAGATAAATGTTAGGGTATGTGGA | 55°C
D1Rat5 TGGAAATCCACTGAGAGGTCTT CTCCCTTCCTCCTAACCCC 55°C
D1Rat51 CCCTCAGTTCAAGAGTAACCTCA TTGCCTGAGAGACTGTGCC 55°C
D1Rat55 TCATGTGGAAGATCAAGCCA ATACATCCCCAGCCAACTTG 55°C
D1Rat61 GTGCACATGTGTGTGTCCAA AGGTCCCATCAGGTTGACAA 55°C
D1Rat68 TTCTGCAATGGGTCAGACAA TTCGGAAATGTAACCGCTTT 55°C
D1Rat71 TCTCTCCTTCTTCTTTACTGCCA GTACACCGGTCAGGTCAGGT 55°C
D1Rat73 TGCTGGAACAACTCTCATCCT TCCACATGCATCTTAACCCA 55°C
D1Rat77 GCAGAGCTAAGCATGGTGGT GATACACATACAGGCAGCGC 55°C
D1Rat86 AATACATGATGCTGTGGATTGG ACCCATTCCCACACCTGTAC 55°C
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D1Rat9 TTGAAAAGGGAAACAGGGTG AGCCTCATCCTGGGATTTTT 55°C
D2Mgh1 CTGCAACAGAAGGGTTGACA TCACAATTATATTCCACCTCTTGG TD 55-50°C
D2Mgh11 ACAGCACAGTGTAAGCTCCTAGG TCTCGTCCAACCTACAGATGG 55°C
D2Mgh13 | TCTGGCTGTCTATCCTGCG AAGAGACTCCTGCGAATCTCC 55°C
D2Rat1 AGAATCTGGTCACTGGGTGG ATGTTCTCTAGCCGCCACAT 55°C
D2Rat10 CGTGGCACACCTACCACTAC CATCCCAGGCCTCTTTTAAA 55°C
D2Rat106 | CCTTTTTAGGTCCTAGACTGAACC TCTGGAGTTTATGTTATCCGTCA 55°C
D2Rat126 | GGCAGGTTTCTACGGTTTGA CACCCTTTTCTTGCATCCAT 55°C
D2Rat14 AAACCAAAGTCTGTGGCTCC GCTAAATGGGACACCTGGAA 55°C
D2Rat145 | AGGGTGGAGTGGGAGGATAG GTTCAGCCAGGCTTTCAGAC 55°C
D2Rat19 TTTATATTCTCTCCCCGCCC CTGAGGATGTAGCTCAGCGA 55°C
D2Rat22 TAGAAGCCCATAAGCACACTCA CCATTGGAACTAAGCTCCACAA 55°C
D2Rat247 | GTGCAAACTCACAAGCATCG TGCTCTCTCACCTCCACACA 55°C
D2Rat33 TCTAAACTGGGTTAGCAGCCA CATCAGAAATGCCCCTTCAT 55°C
D2Rat36 TGCAACACTTTCTGAAGGCA GAGGCAGAAAATGAGCAAGC 55°C
D2Rat40 TTGGCTTTGTGAGTGAGAGTG TGGAACCCTTAACATCGAGG 55°C
D2Rat57 AAGCATGGGAACACACACAA AGGCAAGTGCACTACTGAGCT 55°C
D2Rat7 TAGACCTGTGTGCTGTTGCC TCAGATTAGAGGGGCATTCAG 55°C
D2Rat75 TGCATGTTTCTATCTGCCCA GGTGGGTGGATGAATGGATA 55°C
D3Mgh7 CACACAGACATGTGCACAACA GCAGGCAGTCATCCAAGAAT TD 55-50°C
D3Mgh9 AGTATCTCTTATTCTGTGGGCTGG CCCCTATGAGTTTTAATGATCCC TD 55-50°C
D3Mit13 TCCTCTTAGTAAAATTGCACGC TCAGCCCTTCTCCTGTCTA TD 63-58°C
D3Mit14 CTGGACTCAACCTCCAGCAT CTGCTGACTGACGAGCTGAG TD 63-58°C
D3Rat107 | TCTGGAGCATCCAAACCAG CAGATCCACACCGTGCAG 55°C
D3Rat117 | GCCTCCATAAAATGCCTCAA TTTGTGTTTTCTCAGTTTTTCCA 55°C
D3Rat137 | CCAAGGGGTTTCCTACACAA AACGGGGGAGTTAAAGTTGG 55°C
D3Rat173 | AATCCAGGCCTTGCACTTAA TGACAAGCCTGACAACCTGA 55°C
D3Rat2 CCAGGAGCTTCACTTAGGGTT TGTCCTGACAGATGATCTAAAGC 55°C
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D3Rat27 AAGACCCACATTCATCACGC CCTGAAACTCACTAATTTGGCT 55°C
D3Rat44 TCACGTGGCTTCATGTTTTC GCCTGGTGATCTACTTTGCC 55°C
D3Rat47 CACATACGCACACACACAGAA ACAAGTAGCACAGTGTGCCC 55°C
D3Rat53 TTGTCTCTGGTTCCAGGTCC GCTGGAAGGTACCTGTGGAA 55°C
D3Rat75 CATGATCCAAGCCTACACCC CAGATGCTTTTTGGCTGTTG 55°C
D3Rat78 GTCGGCTCAGGTTTTCTCAG ACGCCCCCATTTCTACTTCT 55°C
D4Mgh16 | CAGGAGCTGTCTGGGACTTC GAACACTAGAGAAACTAGGCAGGC | TD 60-55°C
D4Rat12 AAGGTCCCTGTATGACTATGGTT AAATTGGGAAATGTTTGCTTTT 55°C
D4Rat154 | TGCGTATCCAAGTAGACACTGG TCAACAAGTAAATTTCTCTCAAGGC | 55°C
D4Rat163 | TGACTGAATGCAAACTTTAGTCAA AAATGGAATGCCTTTTGCTG 55°C
D4Rat2 TAGGATGAGAATGCCCAAGG CAAGGCTCAAATGTGTTCCA 55°C
D4Rat204 | CACAAAATTGGTGTGCCTTG GCACTGAAGTCAGCTTTCCC 55°C
D4Rat3 GGATGTGGACTATGGTTGGG TTGTGACTGACAGCCTCAGG 55°C
D4Rat34 CCCTGTAGTTTAATTCTCCAAATGA | AAGAGCATAAGCACGTGCG 55°C
D4Rat39 TGGAGGCTTTTTTTTTCCAA AACCTGTGGTGGAAGGAGTG 55°C
D4Rat54 GAGCCCCTCATGTGAGGATA CAGGCCAGACGTCTAAGATG 55°C
D4Rat58 AGCAGCAACGGAGACAATCT ACAGCGGCAAACAACAGTTT 55°C
D4Rat62 TGGAGTCCAGTGTGGGTGTA AGAAAAGGCAATGGGAGTGA 55°C
D4Rat67 GTCTGAGCCATCTCCTCAGC AACCACCAGTTTCACATGCA 55°C
D4Rat69 GAGTCTCAACCCAGCCAGAG ACTGAGCACTTGGAAGGCAT 55°C
D4Rat9 TTTATGGTTTAATTTGGTGTCTTTG | CCTTGGAAAAGTTTGGACCA 55°C
D4Rat94 AGCCTTTGTTCTTCAGCTGG ACACACATGAGTACCTGCGC 55°C
D5Mit10 GAAAGAGGAGACCTATGTGCA AACAGGTCAGTTGTCAATACTGG TD 63-58°C
D5Mit5 CACTGTCAGCATTACAGGATACG CATGCTAAACCACATTTTGCA TD 63-58°C
D5Rat111 | ACCTGTCAGTGCCCAAGAAG ATCCAGGAACCTGTGTGGAG 55°C
D5Rat120 | ACCCTCATACACATCCCCAG AATCAGCAGCCGCTTTAGAA 55°C
D5Rat125 | ACGTTGTATTGGCCAACATG TCCACAGTATTCCCTGGTCC 55°C
D5Rat17 ATGGATTCCTTTTCTTGGGA TGGTATTCTCTGTGTGACAGGTG 55°C
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D5Rat2 CAAGAGCTTTCCTCTGCACC TCCTATGGCCATCAAACACA 55°C
D5Rat202 | CTTCATGCCTCAGCCAAACT TCTGGGCCCTAGAAGACTCA 55°C
D5Rat246 | GTGAGGCTTTGTGCCTTCTC GCTGGAAAGTGGCAATTCAT 55°C
D5Rat28 CCATATCAAACCTCACTCCCT CCACCTTTCCTAGGAAGTGAT 55°C
D5Rat32 CAGTTGCCCATGCTTCAGTA TTATTGGTGTGTGTCACCAGG 55°C
D5Rat44 GCTTTGCAGCCATCTTTCTC CTCCAGGCTGACCTGAAAAA 55°C
D5Rat47 GCAGACACTCTGGGGTCTTT TGAAGAAGACAGCCAGTGTCA 55°C
D5Rat97 ATGCAGCGCTGAGTTAATCC GCAGTCACCTGTGTGCACTC 55°C
D6Mgh1 TTGTTGATGTCTATGGATACCCC ACAAAACCAGCAAATAAATGAGC TD 55-50°C
D6Mgh4 CTCTGAAAGCCATAATTCCTTTAA TTGGGACTCGTATGAACGTG 55°C
D6Mit9 AGAGTCAGCGAAAGGCTGG TTAATTACAATAGGGAAACATTTGT | TD 58-53°C
D6Rat104 | TGACAAATCAAGAGAGGATCTACAA | TGACTTCTCTAGAGTTTCCAAATCA | 55°C
D6Rat108 | CCAACCCGTCTTTTACCTGA GGCAATATTCAATGAATCAACTTG 55°C
D6Rat12 TCAAATAGAAGAGTGGGGGC GCAAACTCCCTGATCCTCTG 55°C
D6Rat24 CAGCAGGAGTCATACTCACCC GTCCTTCTTCCTCTCCACCC 55°C
D6Rat33 GGGAAACCGACTCCCTAAAG TGGAATGGCATAAGTGCAGA 55°C
D6Rat4 CTAATTTCCCTTCCTTAGACACC TTCCACCCACCTCTATCTGG 55°C
D6Rat6 AAGGTTTGTGCTTGAGAACCA CATGGTCACCACCAACTCAG 55°C
D6Rat69 GGCGCATACCAGGATTAGTC AGGTGTCATAGGTGCCAAGG 55°C
D6Rat80 TGTTGGCTTGGAACTTTTCA GCACCTGCATTCCTATGGTT 55°C
D7Mit3 CTTATGTCTCTCCCTCCCCC TATCTTGGTTCCATCCCTGG TD 55-50°C
D7Mit5 TACTGTTTCTTTAACACATGCACA AGCCATATATGCATGTACACAAGG TD 63-58°C
D7Mit9 AGGTGAGATGAACCGCTTGA ATCTCCCTCTATGTCCCGCT 55°C
D7Rat11 TCAAGTCCAAAGTCCAAGTAAACA | AGTCTGGCTTTTCATGTGGG 55°C
D7Rat110 | CAGGCAAATCACCTCTTTGA CATGGGGCATTTTCCTAAGA 55°C
D7Rat157 | AAAGATCAAGGGTAAGGCCA TTGCTTTTCATTACAATGTGGTG 55°C
D7Rat27 AAACCGGAAGTCCAGATTTG CAGAAGGGAGCCACAGGTAA 55°C
D7Rat32 TTCATTGTATCTCCTCCCGG CAGAGTGGAATGCAGGTGAA 55°C
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D7Rat36 GTAGGAGCTGAGGGTCCACA TTTCAAAACGAGGTTGGAGG 55°C
D7Rat63 TTGCATAACACCAGTTACAGGG CCAAGCCATGGGTAGCTAAC 55°C
D7Rat66 GAGGCCAGTGGTATGGAAAA CTGAGTTCAATCCCCTGGAC 55°C
D7Rat73 ACCTCAGAAACCACAGCTGG CCAATGTACCCCTCCACAAG 55°C
D7Rat84 TCGTGAAATACAGCCCCTTC TGGGTAAATGTGTTTTCTGCC 55°C
D7Rat9 AAGTGCAGTGTGTGTATCCATG CCTCACATGCACATACACCTT 55°C
D8Mgh1 TTGTCTGTAAGTATGCACATGTGG GATGAGCAGGGGCATGTC TD 55-50°C
D8Rat12 TATGCATGGGAGGAAGAAGG ACTGTAGCCGGGTGGTGAC 55°C
D8Rat162 | TCACTGGCAGCAATTTACCA TCTGAGACCTCTTCAACTCTGTTG 55°C
D8Rat19 ATAACGGGTGCTGAACCATC GGGGATGCATTTAGGACTGA 55°C
D8Rat20 CCAACCCTTCAAGGAACAAG AAACCTCAAATGGAGGGGAC 55°C
D8Rat30 CCTCCAGAGTCTCCAGTGCT TCCTCACCATGTGATCCAGA 55°C
D8Rat39 TGGGGGAGTTCTGAGTTGTT ACAGAGCCTGTCAGCCAATT 55°C
D8Rat46 AGAGCAGCCAAAGCTTTCAA TCCGTCTGCTGATTGAACTG 55°C
D8Rat53 TCCCAGGATGCTAATGAAGG CGCACAGGTAGGTATGCACA 55°C
D8Rat56 TTGGAAAAAAAACCCCTTCC TGTAAAATTGCTTTGATATTGAATG 55°C
D8Rat58 TTTCTAAGGTTCCAGCAAGAGTG CCTCCCTCCTTCTCTTCCTG 55°C
D8Rat69 TCAAGAGAGCAAAGGCAACA TGGTTTCCTGTGGCTTCAG 55°C
D8Rat71 GGCTTTAGTGGGTGGACAAA TAGGGACTGCCTGTGTAGGG 55°C
D8Rat91 CATCTACATTCACACACTCTCTCTC | TTGACCCTTGAGTGCTGATG 55°C
D9Mit3 TGAGACTTGTATTCACTCCTCCC CTATCCCTGTCTCTGTGTCTACCA TD 55-50°C
D9Rat10 TGGGTGAGGCATTAAGGAGA CTGCTGCCTATGTCCATTGA 55°C
D9Rat101 | TCCTGGGCTGCTAAGGATAG TGAGGTGCAGTGGTGTTAGC 55°C
D9Rat125 | ATTTCTCCCTCCCAACTTCG CCCTTTTCCTTCCTGCTGTA 55°C
D9Rat26 ACTCGTGACCAAAGTCCCAG AACCTGCAGACAAGCACCTC 55°C
D9Rat29 TTTTTGTACTAGGGTGGGGG AACATCACATTAACCCATGGC 55°C
D9Rat3 GGCTTCGGATTCTCATTGAA AGAAATTGCAGGCACAGTCC 55°C
D9Rat35 TCCAAAACCAAGGATTTTGC TGCTCTGTCTGTGCAGGAGT 55°C
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D9Rat43 TTACAAGACCAGAAAAGTAGCCA TGAGTGTGCTGTCATTGCAA 55°C
D9Rat5 TGCATTTCTTGTCTGTCTCCA CCTCTACACATGTGCCATGG 55°C
D9Rat64 CTCAATTTGGGGGATCAGAA ACGTGTCTGCACCAACAGAA 55°C
D9Rat71 CAAGCCAAATCTATTTACCATGC GCCTGGCTACATTTTTGCTT 55°C
D9Rat86 AAGAAAGGGCATGTGTCCTG AGAGTGGCATGGCACTTTTT 55°C
D10Mgh2 | TTCCTTTCAGCATCTAAATAAGGG GAGGAACACCACATGCACAC 55°C
D10Mgh4 | CTTCACCCTGACCCAGGTTA ACACTGGAGACACTTTGGGG TD 55-50°C
D10Mgh6é | CCTGCCTAAGTAATACAGTGGTC CCAGACCTTGTATGCTGGGT TD 60-55°C
D10Mgh8 | AAGCCTGGAGTGTTAGTAAAGGC AAGAGGCCTGAATAGGTCTATGG 55°C
D10Mit2 GAAGTCCCGAAGCCACATAA GCTCAAATAAAGGTGGAAGGG TD 63-58°C
D10Mit4 AGCTTGCTGCTGTCTTGACC CTGTGGTCTGCTGGAGATAGC TD 55-50°C
D10Mit8 CCTTGTCCTTCTCTAGGGCT ACCCAACAGGGAAATAGCTT 55°C
D10Rat106 | CCATTGAATCGTGGCTCTTT TGTGTAAACATCTGGTGTGGG 55°C
D10Rat107 | GTTTTCCTGGGTCTTCCACA CTTCTTCCCATTATGCCCAC 55°C
D10Rat121 | CTAAGATTCGGAGGAGTGGG CCCACAAACATGTGCATATACA 55°C
D10Rat123 | TCCTTCTTCCTAGTGCAGTGC ACAGACCTTGACTTGGGCAT 55°C
D10Rat124 | AGCGTCTGGGATTGGATTTA AGAAAGCAGGAAATGGCTGA 55°C
D10Rat134 | CTACCGGCTCTCTGTGGAAG TCTGCCAAGGGTTAACTGCT 55°C
D10Rat29 | TGGTGACAGCTAAGCGTCTG TCCCATGATTTCACATGTGG 55°C
D10Rat30 | TGATAATGTGGTTAGAGGTGTGTG | TCCATTAACCCAATGTCCAAA 55°C
D10Rat36 | CCGAGCTGCAGAAGTTACCT TGCTCACACAGAGATGTGCA 55°C
D10Rat43 | GCCACAATAATTCAGGTGGTG CATTTGCACATTGGACCATC 55°C
D10Rat46 | ATGACGGTTCTGCTTGCAG ATCCTTTGGGTTTGAAGGCT 55°C
D10Rat69 | TAAGTGCCTGATGGTTGCAA AGGGGATCAGATGCTTTCCT 55°C
D10Rat70 | GGGGTCTGTCTCTCTGTTTCTC GCCTGTATCAGCACAAATGTG 55°C
D10Rat93 | TGCCTTAAGCAGAATGCAATT TCTGACATAAGGTCACTTTGGAGA 55°C
D10Rat96 | CCTTTGGAGACCAGGGTCTT GACACCTGACATGTTCCCCT 55°C
D10Rat98 | GAAGAATCAGTGTGCCCACA ATTCCATCTGGCAGATCCTG 55°C
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D11Mgh1 GGTGGCTCTTCATCCTAGCA ACTCTGAGACTCTTGACTGTGGG 55°C
D11Mgh4 | TGTTCTCAGGTGGGACTGAA TGTGAGCACAGGAACACACA 55°C
D11Mgh5 | CAGCTCTAATTCCAGAAAGGTTT GAATCGATTGACAGATGTCTGTG 55°C
D11Mit2 CCCCCAGCCTACACACAG GCTATTTCTCACAGAAAGGGG 55°C
D11Rat17 | CCAGTTGCAGATGATTTCCA GCATATGGGAGTTTTGCCTG 55°C
D11Rat20 | TGTCTCCCCCAAAACAAGAG AATGGGAATGTGTGTCACCC 55°C
D11Rat31 | ACTCACTCAACTCTACCATCAAAA AGAAAGGAGGGGGTTGTTGT 55°C
D11Rat37 | GGCATAAGGCCAAGCACATA TTTTATCCTGCCTTAGGAGATACAT | 55°C
D11Rat50 | CAGGAGACCTCCACAGGAAA GACCTGTCATGTTCCTTGGC 55°C
D11Rat6 GTGCAGCCATACCATTCAAA TCTGGGGATTTGAAAGATGC 55°C
D12Mgh1 ACACATGCAACCACGCAC CCCCAGTTCTGGTGACAATT TD 60-55°C
D12Mgh5 | CCACCCCTCAATACTTGTGG TGAAGAGTTTAAAGCACAGGAGG TD 55-50°C
D12Mit4 TGTGTGAGACTGTATGCATGTG GGCTCCAGAGGAATGACATC TD 60-55°C
D12Rat17 | CATCTCCCCAGCTCTCATTC TCAAGAATAGCCATCACACCA 55°C
D12Rat19 | TATGGCAGGGTTCCAGTTTC TTGCAGTTAACCATTGCAGC 55°C
D12Rat23 | CTAAGACTTCCTGCATGGGG TTTCTGAATCATTCCTGGAGAA 55°C
D12Rat27 | CACTGTTGTTTGGCAACTCG AACCTAGCCTGTCTAGGCCC 55°C
D12Rat5 TATGAGAACCTCAGGCAGGG CTCGAGGAAGAAACCAGACG 55°C
D12Rat55 | CGTCTTGAGTTGGAGGACTATG CACAGCAGCAATCAAGGGTA 55°C
D12Rat57 | TGTGTGCCTGTTGTGACAGA TGTGTATATGAGTGCGTGGG 55°C
D13Mgh5 | AGTTGGTCAAAGCCAGGAAA AAGCAGCATCATGGGAGG TD 60-55°C
D13Mit2 GATGATTTGCCTGACTGCAA TGAAAGAAAGAATGAGAGCTGC 55°C
D13Rat106 | CTCACTGAGGAAGGCTCCC TCCTTTGTTCACTGTACTTTGATAA 55°C
D13Rat12 | TGGCAAGCATAAGACCAGTG ATTGGTTTAGGGCGTGTCAG 55°C
D13Rat34 | CACACGCCAAGTTTTTCCTT TGCTTCCTTTTTATTGGCTTG 55°C
D13Rat63 | CACTTGATGTGTGTGTATGCATG CGGGGTGACATTAAAGGTT 55°C
D13Rat71 | CCGGGAGAGATGGGAAATAG CATAGTAACTGTGCGCACGC 55°C
D14Mgh1 GAAGGTTTTTTGATCGTTCTGG CCTTGTGGTGAACAGCACC TD 55-50°C
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D14Rat1 CAGTCCCTGGGTTTTCACAT CTCCAAGACACAAAACGATCA 55°C
D14Rat49 | AGGGTTTGTGTCAGGTTTGG CCCCTCTTCCATGATTTATCC 55°C
D14Rat55 | CACAAATTTCAACCTTGGGC GCAAAATTTTGATGGGTTTG 55°C
D14Rat78 | ACATGCGAGCAAAACACTGT AATCATTTCAGGCCAACCTG 55°C
D14Rat8 CCTGTAACCATGAAGCAGCA TCCAAATTTTCTTTTCCTGTCTTT 55°C
D14Rat87 | TGAACATGGGCCTAAGGATC TAAAAGAGAAAAATCGGGCA 55°C
D14Rat90 | CCTGGGAATGTTAGGTCAATTC TGACAGTTTTTCCCACTGCA 55°C
D14Rat94 | GAAAAGGTTCTCACCGTTCG TGCAGAGAGGGAGTGACATG 55°C
D15Mgh7 | GATCGCACATCTCAAGCAAC TTTGACCACCTGAATTCAACC TD 55-50°C
D15Rat13 | TCCAGTGTACCCTGTTTCAAAA AAGAAGGTCATATCCCCTCTCA 55°C
D15Rat2 GGGGAGGGGAAGAGAAAAA TGCAGAGTTCAGGACACACA 55°C
D15Rat21 | TGCCAAGAACTGGATATCAGG TTGGTGGTCAAAGCTCTCCT 55°C
D15Rat24 | CAAAACTGCACCTCATTGGA TGGTGTGAAAAAGTAACCAGTGTT 55°C
D15Rat27 | CATGTTGAGGTGGCTCTCCT GCAAGCTCATGAAATGTGACC 55°C
D15Rat40 | TCTTTCTTGGCAGGCAGATT TCATACACACTCACATGCGC 55°C
D15Rat42 | CCCCAAGTTCTGTTCGAGAC CAGTGCACTCAGTGGGAGAG 55°C
D16Mit2 AACGAGGGGAAATAAGCACC ATCCAAACCTGACATCTGGC 55°C
D16Mit5 CAAGAGAAATGAACCAGGCA GCACAGCAAATCACATAGCA 60°C
D16Rat15 | TGGCATCTTTCGCTTAGACA ATCGGTAAACAAATCGCTGG 55°C
D16Rat28 | TGTTTTGTCCTACCAAGGGC ATGTTAGGGAGCATGTGCAA 55°C
D16Rat42 | GATTCCTTTCTCTCTGTCTCTGTC TCACAGAACCTAACAGACAGTAGGA | 55°C
D16Rat58 | CCCTGCTGTTGTGTTAAACCT TGCTCTTTACCTGCCTTTCC 55°C
D16Rat70 | ACCCTGGTCCTAGCCATTTC CCTCTGGCTTCTCCACAGTC 55°C
D16Rat75 | AGAATTGGAAGCCACCCTCT TCTTGTGCCCCTAAATGGAC 55°C
D16Rat88 | GGCCCACATGTGCATGTATA GAGCCTTAGCACAGTGGCTT 55°C
D17Mgh5 | ATGGAGTGTGGACTGAAAATTG CACCATGGTACAACCCCAG TD 55-50°C
D17Rat1 CTTTTACTGTTCTGGGGCCA GTGGTTAGGCTCAGCCAGAG 55°C
D17Rat15 | CGGGGAGTGTGATGTATGTG GACAATCAACTGTCACCCGA 55°C
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D17Rat17 | GGTCACATGTACCTGCTTGAGA TTGAGGCTCCAGCATATGTG 55°C
D17Rat36 | AGCCAATGTGGATGCATGTA ATTGCCTTGCTACTCGGTGT 55°C
D17Rat50 | TGCCCCATGGTATTTTTGTT CCTCAAAGGAGAGCAACAGG 55°C
D17Rat51 | ACATGCAGACAGAACATTCCT TCCCACTGGTCAATCCATTT 55°C
D17Rat62 | TCCACAGGCTCACTGTCACT GAAAGGATGGCAGGTTTTTG 55°C
D17Rat63 | AGCATGGGATGTCAACTCAA ATCTGGCTGTCGCTTTGACT 55°C
D17Rat8 TTCTCTGAGGGCTCTGGAAA GAAGCATTGCCAGACAACAC 55°C
D17Rat84 | CCAATCCCAAGTCTCCAGAG TCGTCAGCCAGACTCCCTAT 55°C
D17Rat98 | TCTCATGCAATCTCTCTGTGTG GCAATTTCCAAGGGAAAAAT 55°C
D18Mgh3 | TCCTGACACCTGTTTATTATGCA TGAAAGGTCATTCCTATTCATGG TD 55-50°C
D18Mit8 AAAGCCAAGGTCTTAACTGAAGC TCGACCACACACCTCCCT 55°C
D18Rat13 | AGGAAGGAAGGAAGGAAGGA CCCATTTTCCCAGTCCAGTA 55°C
D18Rat17 | ACTCCTTTGGTTCTTGGCAA GCCAAGGCATTTTAAAATTAACC 55°C
D18Rat41 | TGGTACTTCGACCTCCCAGT TGTGAAGTCTGTCAGATTAACGTTT | 55°C
D18Rat44 | CTGGCCACTACCTATTCCCA CTGTTGAAATCAGACCCCAAA 55°C
D18Rat5 ACACTATGCATACAACACATCTGA CATTGCCATCCCTTCAGATT 55°C
D18Rat55 | CAACAAAGCAGCCCTCTCTC TGCCTTTTTGTGCAATTCAA 55°C
D19Mit7 AGGGCTTTGCTGAATGCTTA AGAGTGGTGGTGAAAGTGGG TD 55-50°C
D19Rat11 | GGAAACTCACTTTGCAGGGT TCAGAGTTTTCAACTGGCTGG 55°C
D19Rat15 | GCTGAGGCTGAGAAAAAGGA GGTCTCACTGTGCTTTTCCC 55°C
D19Rat18 | TTTTTGCATTGCTTACCGTG TGATGAGGCATAAACACACACA 55°C
D19Rat19 | ACCACTGACCTTCACATGCA TGAGAGCGCTCTGCTTTTAA 55°C
D19Rat2 GCAGGAAACGTTTTCTCGAG AAGTGCACACTTTGGCCG 55°C
D19Rat34 | TGTCCAGTATGCTCAAGGCA CCAGAGCAGAGAAAAGCTCG 55°C
D19Rat47 | AATGGCAAGCTCCACAGAAT ACTCTGCAATTGGAATTGGG 55°C
D19Rat57 | ACGGTGCTATTTCCCTTCCT TGACCTCTGTGAGCACTTGC 55°C
D19Rat70 | TGTGTAGGTCAGAGGACAACCT AAGCTGGACAACCTGCTTTG 55°C
D19Rat75 | ACCCCAAGAACCACAAAGTG AGGTTTGGGGAAGAAACCTG 55°C
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D19Rat8 TGGAGACAAGCACAATCCAA TGTTGTCTCCTCTGGAACACA 55°C
D19Rat86 | TCCTTCACATGTATGGTCCTTT ATTACCACAATACCGTGGCC 55°C
D20Mgh5 | CTGGTAACCAAACAGCTTGTATG CCATTTTTTTTTTCTGAGGACG TD 55-50°C
D20Mit1 AGAAGAAGCCTTCCTCTGGG AACTCGAGCGGATTTGTCTAGTCC TD 55-50°C
D20Rat12 | TCCCAATTTTGAAATGACACC TTGCATTCTGTGGTATGGTG 55°C
D20Rat22 | GCAGGAAAATACGAGCCCTT CCCTGTGAAAGTAGGAGGCA 55°C
D20Rat29 | CCTTCCATAGACCTATAGCGGA GAGGCTCCAGGACTCAACAG 55°C
D20Rat33 | GAATGAGCCAATCCCATGAC CTTGTGCCTGTCGCACAGT 55°C
D20Rat47 | AGGTTTGAGCCCCAGGATAC TGTCTCTTCAACCTCTCTGGC 55°C
D20Rat55 | ACCCAGACTTCTTGCCTCCT CCTACACACCTGTGCACACA 55°C
DxMgh3 TGTCCTTCAGCCTCTACATGC TCCTCTAAACAGCGAGCACA TD 55-50°C
DxMit4 ACTCCAACACCCAGTCAACC GCCAAAGCATCTCCCTATCA TD 55-50°C
DxMit5 TGCTCACTTCACAACTGGCT CCTTCTCCAAAGCACCAAAA 60°C
DxRat104 | TGCCAAACATATCCATGTTAAAA TGCTCTCAGTGATCCATAGGC 55°C
DxRat18 TGCCATTTGAAGTTCTTCTTTTC CCAACACAGTGGGTTAAGGG 55°C
DxRat19 CTACACCTCCAAGCAAAGGG TTGGAAGAGGTGCAGTGTTG 55°C
DxRat82 CATAAAACCCTCTCAGAAGCG TTGCATCTGAGAATAGGTAAGTGTG | 55°C
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7.2 Danksagung

Die vorliegende Arbeit wurde im Institut fir Klinische Pharmakologie des Universitats-
klinikums Benjamin Franklin der Charité-Universitatsmedizin Berlin angefertigt. Fur die
Aufnahme in seine Arbeitsgruppe, die Bereitstellung des interessanten Themas ver-
bunden mit der hervorragenden wissenschaftlichen Betreuung der Arbeit sowie fir die
Sicherstellung meiner Finanzierung danke ich ganz besonders herzlich Herrn PD
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