
Table	
  B.3.1:	
  Newly	
  identified	
  miRNAs	
  in	
  C.	
  elegans.

Nr ID miRNA	
  predicted	
  by	
  platform Illumina SOLiD Sample	
  type Sequence Seed	
  (2-­‐8) Seed	
  conservation	
  profile** Sequence Seed	
  (2-­‐8) Seed	
  conservation	
  profile** miRDeep2	
  predicted	
  mature miRNA miRNA* miRNA/miRNA*	
  ratio miRNA miRNA* miRNA/miRNA*	
  ratio Precursor Class*** Host	
  gene Genomic	
  location
1 cel-­‐mir-­‐2217b-­‐1 Illumina 1.7 dauer CAGAGCGGGCAGUCGGUGUCAAUC AGAGCGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUGACCCUUGUGCUUGUUUCGGC UGACCCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 16 CAGAGCGGGCAGUCGGUGUCAAUCUGCAACAAUAGCAGGUUGACCCUUGUGCUUGUUUCGGC intronic	
  (-­‐) C16H3.3 X:17608140..17608201:+
2 cel-­‐mir-­‐2217b-­‐2 Illumina 1.7 dauer CAGAGUGGGCAGUCGGUGUCAAUC AGAGUGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUGACCCUUGUGCUUGUUUCGGC UGACCCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 17 CAGAGUGGGCAGUCGGUGUCAAUCUGCAACAAAAGCAGUUUGACCCUUGUGCUUGUUUCGGC intergenic II:13619401..13619462:-­‐
3 cel-­‐mir-­‐2217b-­‐3 Illumina 1.7 dauer CAGAGUGGGCAGUCGGUGUCAAUC AGAGUGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUGACCCUUGUGCUUGUUUCGGC UGACCCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 16 CAGAGUGGGCAGUCGGUGUCAAUCUGCAACAAUAGCAGGUUGACCCUUGUGCUUGUUUCGGC intronic	
  (+) Y105C5A.22 IV:14452406..14452467:-­‐;IV:15799012..15799073:-­‐
4 cel-­‐mir-­‐4810b Illumina 4.8 mixed	
  stage GUAGGUUCAUGAGUAGUCAUAU UAGGUUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGACUAUCUCAUCAACUUACAG GACUAUC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 7 4 1.75 20 GUAGGUUCAUGAGUAGUCAUAUAGGUAUAUUGUACGUAUGACUAUCUCAUCAACUUACAG intergenic X:1874011..1874070:+
5 cel-­‐mir-­‐8186-­‐1 Illumina/SOLiD 5.1 4.1 mixed	
  stage ACUGCUCAAAGGACUUUGCUGC CUGCUCA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + CAGCAAAGUCCUUUGAGCAGUU AGCAAAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 6 1 6 4 1 4 ACUGCUCAAAGGACUUUGCUGCAAACAUACUCAAAUUUGCAGCAAAGUCCUUUGAGCAGUU intergenic II:18638..18698:+
6 cel-­‐mir-­‐8186-­‐2 Illumina/SOLiD 5.2 4.1 mixed	
  stage ACUGCUCAAAGGACUUUGCUGC CUGCUCA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + CAGCAAAGUCCUUUGAGCAGUU AGCAAAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 6 1 6 4 1 4 ACUGCUCAAAGGACUUUGCUGCAAAUUUGAGUAUGUUUGCAGCAAAGUCCUUUGAGCAGUU intergenic II:18637..18697:-­‐
7 cel-­‐mir-­‐8187 SOLiD 5.3 mixed	
  stage UCGGGAAUGCCUACGCCUGC CGGGAAU -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ AGGCAAGAUGUAGGCACGAUG GGCAAGA +	
  /	
  +	
  /	
  +	
  /	
  + 3p 246 UCGGGAAUGCCUACGCCUGCUUACCUGCCUAUUAGGCAUGGAAUAGGCACGUAGGCAGGCAAGAUGUAGGCACGAUG intronic	
  (+) ech-­‐7 I:14368383..14368459:-­‐
8 cel-­‐mir-­‐8188 SOLiD 4.2 mixed	
  stage AGGCAAGAUGUAGGCACGU GGCAAGA +	
  /	
  +	
  /	
  +	
  /	
  + CAGUAGACACUUGCGAAAUAUGC AGUAGAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 431 AGGCAAGAUGUAGGCACGUAGGCAGUCAGGCCUCCAGUAGACACUUGCGAAAUAUGC intergenic II:11840360..11840416:-­‐
9 cel-­‐mir-­‐8189 SOLiD 5.5 mixed	
  stage UCUCUUAUCCACUAGGCCACGA CUCUUAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AUGGCCUAGUGGAUAAGAGGGA UGGCCUA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 83 7 1 7 UCUCUUAUCCACUAGGCCACGAGUGCCAGCGCCCUCAAGGAGUCGGGUCCGCAUGGCCUAGUGGAUAAGAGGGA intergenic IV:2079008..2079081:+
10 cel-­‐mir-­‐8190 Illumina 6.4 mixed	
  stage CGGGAAAUCGCUUUGGAAUCCAGGA GGGAAAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + AUUCCUACCGAUUUUCAGCG UUCCUAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 9 3 3 1 CGGGAAAUCGCUUUGGAAUCCAGGAAAUCCGGGAAUUUCGGGAUUCCUACCGAUUUUCAGCG intronic	
  (-­‐) hmr-­‐1 I:11096987..11097048:+
11 cel-­‐mir-­‐8191 Illumina/SOLiD 4.2 4.2 mixed	
  stage CCCCUGCCUGGGUCACCA CCCUGCC +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + GUAUCCAAGUAGUCCAAGGGAC UAUCCAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 16 60 CCCCUGCCUGGGUCACCAAAUGUUGGCACGGUUGCCAACAGUUUUCGUAUCCAAGUAGUCCAAGGGAC intronic	
  (+) C09B9.3 IV:5022918..5022985:-­‐
12 cel-­‐mir-­‐8192 Illumina 10.7 mixed	
  stage CGGUCGAGCGAGUCUCAGUCGGC GGUCGAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ CGAAAGAGACUCAUUGGGCCUGC GAAAGAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 17 1 17 1 CGGUCGAGCGAGUCUCAGUCGGCCGUGGCGGUGCGUUGAUGCCUGCUUGUGUGGCCGAAAGAGACUCAUUGGGCCUGC intronic	
  (+) F22D3.2 II:6943878..6943955:+
13 cel-­‐mir-­‐8193 Illumina 13 mixed	
  stage CGCGGGACUAGUCAAGUGUCGGC GCGGGAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ CGACACUUUCCGGUUUUGCGAA GACACUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 22 1 22 1 CGCGGGACUAGUCAAGUGUCGGCUGCAACCAGAGCAGCCGACACUUUCCGGUUUUGCGAA intronic	
  (+) Y23H5B.4 I:2538612..2538671:+
14 cel-­‐mir-­‐8194 Illumina 5.2 mixed	
  stage AUGCGCCUUUAAAAAGGUACGG UGCGCCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ GUACACUCUUAAAGGCGCAUGC UACACUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 5 3 1.67 1 AUGCGCCUUUAAAAAGGUACGGUAGGUGAUUACCGUACACUCUUAAAGGCGCAUGC intergenic V:1221315..1221370:-­‐
15 cel-­‐mir-­‐8195 Illumina 4.4 mixed	
  stage GUCGAGCUGUCCGUACUCGUCG UCGAGCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ GUAGAGGUACGAGCUGUGACGG UAGAGGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 6 1 6 GUCGAGCUGUCCGUACUCGUCGACUAUAACCGACGCCAAGUAGAGGUACGAGCUGUGACGG exonic	
  (-­‐) tsr-­‐1 II:2464029..2464089:+
16 cel-­‐mir-­‐8196a Illumina 634.2 mixed	
  stage CCCCAUAGAAAUAUUUUCUAUGUC CCCAUAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ GUAGUUAAUUUUUCUUUGGGAAU UAGUUAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 1264 3 421.33 76 CCCCAUAGAAAUAUUUUCUAUGUCAACCUCUUGCACGGUUGCCGUAGUUAAUUUUUCUUUGGGAAU intergenic X:2329032..2329097:+
17 cel-­‐mir-­‐8196b Illumina 67.4 mixed	
  stage CCCAUAGAAAUAUUUUCUAUGUC CCAUAGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGUAGUUAAUUUUUUCUUUGGGAA GUAGUUA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 132 2 66 CCCAUAGAAAUAUUUUCUAUGUCAACCUCUUGUACGGUUGCUGUAGUUAAUUUUUUCUUUGGGAA intronic	
  (-­‐) prx-­‐1 X:14324327..14324391:-­‐
18 cel-­‐mir-­‐8197 Illumina 4.8 mixed	
  stage AGUGCUUUGCUCCACCCAACUC GUGCUUU +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ GUUGGCAAAGCAAGGUUCUGA UUGGCAA +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 11 AGUGCUUUGCUCCACCCAACUCGUAACCAAUUAGAAAGAUGGGAAGGAGUUGGCAAAGCAAGGUUCUGA intronic	
  (+) T09F5.1 V:15150330..15150398:+
19 cel-­‐mir-­‐8198 Illumina 142.2 mixed	
  stage UUGAACAGUUUCAAUUUGUU UGAACAG -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ UAAUUACGGAUACUGUUCAAA AAUUACG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 289 1 289 3 UUGAACAGUUUCAAUUUGUUUUUAAAUUGUUCUACAACAAUUUUUAAGAAUUAAUUACGGAUACUGUUCAAA intergenic IV:16214349..16214420:-­‐
20 cel-­‐mir-­‐8199 Illumina 146.4 mixed	
  stage UCGGACAAUAUCACUGGAU CGGACAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ GUAGAAGGAUGUUGGAAAAUA UAGAAGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 164 13 12.62 1 UCGGACAAUAUCACUGGAUCUUCAAAUAUGUGGAUUUCAACGUGGCGGAAAUGUAUUAGAAAAAGGUGUAGAAGGAUGUUGGAAAAUA exonic	
  (+) C40A11.10 II:2136823..2136910:-­‐
21 cel-­‐mir-­‐8200 Illumina 42.6 mixed	
  stage/dauer UGGCUCAAAUCUCCAGUCAGACC GGCUCAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCUGACGGGAGAUUUGAGCCAUC CUGACGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 70 10 7 20 58 0.34 UGGCUCAAAUCUCCAGUCAGACCCUGAUGUGGGUCUGACGGGAGAUUUGAGCCAUC intergenic V:3057061..3057116:+
22 cel-­‐mir-­‐8201 Illumina 44.3 mixed	
  stage UCUGGAUCGAUAAUGUAAACCU CUGGAUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AAUUACAUUAUUGAUCCAGAGA AUUACAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 57 28 2.04 1 UCUGGAUCGAUAAUGUAAACCUAUUGAAUCUAUAGAAUUACAUUAUUGAUCCAGAGA intronic	
  (+) hil-­‐2 IV:6294563..6294619:+
23 cel-­‐mir-­‐8202 Illumina 45.3 mixed	
  stage UGAACAGAAAAAGUCGUGUGU GAACAGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AGAGACAUUUUGGACAAUUGC GAGACAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 103 6 17.17 3 UGAACAGAAAAAGUCGUGUGUUUCAAGAAGUCGAUAAUAUUCAAGACUUAAUUUUUUUGUUGCAGAGACAUUUUGGACAAUUGC intergenic IV:6178132..6178215:-­‐
24 cel-­‐mir-­‐8203 Illumina 44.2 mixed	
  stage UGAACAUCAUUCAGGGCAUUAC GAACAUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAAAUACCCCAACUGAUAUUCGAU AAAUACC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 89 2 44.5 2 UGAACAUCAUUCAGGGCAUUACAAUUUUGUCUUUUUGUAAAUACCCCAACUGAUAUUCGAU miRNA	
  (-­‐) cel-­‐mir-­‐786 X:7882709..7882769:-­‐
25 cel-­‐mir-­‐8204 SOLiD 9.6 mixed	
  stage UGGUCUCACCACGCGUUACUCAUU GGUCUCA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGGGUUGCGCGUAGCGAGGCCAUUC GGGUUGC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 5p 11 6 1.83 UGGUCUCACCACGCGUUACUCAUUAAUGUUUUUUUUUUUCAAUCAAUGGGUUGCGCGUAGCGAGGCCAUUC intergenic I:3710173..3710243:+
26 cel-­‐mir-­‐8205 SOLiD 4.8 mixed	
  stage UGGCAGACUUCGUUGAGGCUA GGCAGAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UUAGCCUCACCCAGUUUUCCACG UAGCCUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 7 2 3.5 UGGCAGACUUCGUUGAGGCUAUGACUACAAACUACAAUUUUCGUUUAGCCUCACCCAGUUUUCCACG intronic	
  (+) unc-­‐59 I:13629823..13629889:+
27 cel-­‐mir-­‐8206 Illumina 20.6 mixed	
  stage UAUAUAAUGUAAUCUGAAAUCA AUAUAAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUCAGAUUACAUUCUAUAGG UUCAGAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 37 2 18.5 UAUAUAAUGUAAUCUGAAAUCACAUUAUUUUUCGGGAUUUCAGAUUACAUUCUAUAGG intergenic III:6194792..6194849:-­‐
28 cel-­‐mir-­‐8207 Illumina 4.3 mixed	
  stage UUGUCCUCUUUUCUCUCAUUUGCA UGUCCUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ CAUUGGAAGAAAAGAGAACGAGA AUUGGAA +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 11 UUGUCCUCUUUUCUCUCAUUUGCACAUUUUAUUGAUAUUCAAAUAUUGAUGCAUUGGAAGAAAAGAGAACGAGA intronic	
  (+) magi-­‐1 IV:11722062..11722135:+
29 cel-­‐mir-­‐8208 Illumina 3.6 dauer UCCGCCCACAGUUGAACCAAUU CCGCCCA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUGGUUCAGGAAUGGGCGGAACU UGGUUCA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 4 1 4 UCCGCCCACAGUUGAACCAAUUAGCGACCCCACUUCUAAUUGGUUCAGGAAUGGGCGGAACU intronic	
  (-­‐) T11G6.2 IV:10856090..10856151:+
30 cel-­‐mir-­‐8209 Illumina 2.4 dauer AAAACGAAGAAAGAAGAAGAA AAACGAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCUUCUUCUCCCUUCGUUUCCC CUUCUUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 2 1 2 AAAACGAAGAAAGAAGAAGAAGCAUAGUGUUGUCUUCUUCUUCUCCCUUCGUUUCCC intergenic I:7954971..7955027:+
31 cel-­‐mir-­‐8210 Illumina 1.7 dauer UGCCUUCUUUCCUUGUGUCGCCGAC GCCUUCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ CGACGAAAAAAAGAAAGAAAGAAA GACGAAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 9 3 3 UGCCUUCUUUCCUUGUGUCGCCGACAAAUCGCCACAAUCCGUCGACGAAAAAAAGAAAGAAAGAAA intronic	
  (+) C54G10.4 V:14656526..14656591:-­‐
32 cel-­‐mir-­‐8211 Illumina 1.4 dauer ACUCGAGGCCGGUGAGCUGC CUCGAGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + ACGGCUCGCCGAGCUUCGAGAAC CGGCUCG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 45 2 22.5 ACUCGAGGCCGGUGAGCUGCGUGAAAUGGCCGGCUAUCUAUUACGGCUCGCCGAGCUUCGAGAAC exonic	
  (+) Y56A3A.7b III:11936801..11936865:-­‐
33 cel-­‐mir-­‐8212 Illumina 1.2 dauer UUGCUCAAAAAUUACUUCAAAGU UGCUCAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUCGAGACAGUUUUUGAGCAACU UCGAGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 12 UUGCUCAAAAAUUACUUCAAAGUCGAUCGGCUCAUUGCGACUUCGAGACAGUUUUUGAGCAACU intergenic II:11603486..11603549:+

**Nematoda/Arthropoda/Lophotrochozoa/Vertebrata
***	
  (+)	
  sense;	
  (-­‐)	
  antisense

Location5'	
  arm 3'	
  armmiRDeep2	
  score Number	
  of	
  SOLiD	
  readsNumber	
  of	
  Illumina	
  reads



Table	
  B.3.2:	
  Newly	
  identified	
  miRNAs	
  in	
  P.	
  pacificus.

Nr ID miRNA	
  predicted	
  by	
  platform Illumina SOLiD Sample	
  type Sequence Seed	
  (2-­‐8) Seed	
  conservation	
  profile** Sequence Seed	
  (2-­‐8) Seed	
  conservation	
  profile** miRDeep2	
  predicted	
  mature miRNA miRNA* miRNA/miRNA*	
  ratio miRNA miRNA* miRNA/miRNA*	
  ratio Precursor Class*** Host	
  gene Genomic	
  position
1 ppc-­‐mir-­‐133 Illumina/SOLiD 5.4 431.9 mixed	
  stage/dauer GCUGGUUGUUGCGUAGCCAAAUU CUGGUUG +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGGUCCCCUCCAACCAGCCA UUGGUCC +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 381 835 3 278.33 GCUGGUUGUUGCGUAGCCAAAUUGUCGAGUCGCUCGGCUCCCCUGAUCAUUUGGUCCCCUCCAACCAGCCA intergenic Contig55:849066..849136:-­‐
2 ppc-­‐mir-­‐2235a-­‐10 Illumina 33353.9 mixed	
  stage/dauer UCAUUCAAUAUUGCCGGUUUGAAC CAUUCAA -­‐	
  /	
  -­‐	
  /	
  +	
  /	
  -­‐ UCACCGGAAGCAUUGUAUGAUC CACCGGA +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 64684 739 87.53 UCAUUCAAUAUUGCCGGUUUGAACGAAAUUGAACAGUUCACCGGAAGCAUUGUAUGAUC intergenic Contig145:14272..14330:-­‐;	
  Contig145:14049..14107:-­‐
3 ppc-­‐mir-­‐2235a-­‐11 Illumina 428.8 mixed	
  stage/dauer UCAUUCAAUAUUGCCGGUUUGAAC CAUUCAA -­‐	
  /	
  -­‐	
  /	
  +	
  /	
  -­‐ UCACCGGGAGUUAUUGCUUGAUC CACCGGG +	
  /	
  +	
  /	
  +	
  /	
  + 5p 739 101 7.317 UCAUUCAAUAUUGCCGGUUUGAACGAAAUUGAUCAGUUCACCGGGAGUUAUUGCUUGAUC intergenic Contig145:13824..13883:-­‐
4 ppc-­‐mir-­‐2235a-­‐9 SOLiD 4.8 mixed	
  stage CAUUCAAUAUUGCCGGUUUGAAC AUUCAAU -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ UCACCGGGAGCAUUGUAUCGA CACCGGG +	
  /	
  +	
  /	
  +	
  /	
  + 3p 84 CAUUCAAUAUUGCCGGUUUGAACGAAAUUGAUCAGUUCACCGGGAGCAUUGUAUCGA intergenic Contig145:21892..21948:-­‐
5 ppc-­‐mir-­‐2235b Illumina/SOLiD 32367.6 99.8 mixed	
  stage/dauer CCAUCCAAUUCUGUCCGGUCUGAAC CAUCCAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UCACCGGGAGCAUUGUUUGAUC CACCGGG +	
  /	
  +	
  /	
  +	
  /	
  + 3p 63440 41 1547.32 186 3 62 CCAUCCAAUUCUGUCCGGUCUGAACCAUAGUGGAUUGUGUUCACCGGGAGCAUUGUUUGAUC intergenic Contig38:309755..309816:-­‐
6 ppc-­‐mir-­‐2235c Illumina/SOLiD 118.8 58.6 mixed	
  stage/dauer CCACCCAGUCCGCUCGGUCUGAAC CACCCAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCACCGGGAGUAUUGCGUGAUC CACCGGG +	
  /	
  +	
  /	
  +	
  /	
  + 3p 218 6 36.33 105 1 105 CCACCCAGUCCGCUCGGUCUGAACCAUUCCCGAAAGUGUGUUCACCGGGAGUAUUGCGUGAUC intergenic Contig38:310274..310336:-­‐
7 ppc-­‐mir-­‐2235d Illumina/SOLiD 108.2 35.9 mixed	
  stage/dauer CCACUUAAACCUGCCGGUUCGAAC CACUUAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCACCGGGGGCCUUGAGUAGC CACCGGG +	
  /	
  +	
  /	
  +	
  /	
  + 3p 205 6 34.17 44 18 2.44 CCACUUAAACCUGCCGGUUCGAACUGUGAUAUGAAGUGUUCACCGGGGGCCUUGAGUAGC intergenic Contig38:309973..310032:-­‐
8 ppc-­‐mir-­‐2237d Illumina/SOLiD 5.4 5.4 mixed	
  stage/dauer UACCCGUAAAUUCUCGGACAGUU ACCCGUA +	
  /	
  +	
  /	
  +	
  /	
  + CUGCCCAGAAUUUUCGGGUUCC UGCCCAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 534 486 UACCCGUAAAUUCUCGGACAGUUCGUAUAUGUAAGCGCACUGCCCAGAAUUUUCGGGUUCC intergenic Contig42:116147..116207:+
9 ppc-­‐mir-­‐2238f Illumina/SOLiD 17368.6 359.8 mixed	
  stage/dauer CCGUUCACUCUUCAGCUCAAUUG CGUUCAC +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AGUGACUGAGGCAGUGGAUGAGA GUGACUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 34047 19 1791.95 691 13 53.15 CCGUUCACUCUUCAGCUCAAUUGUUGAUCAGAAACGAGUGACUGAGGCAGUGGAUGAGA exon	
  (+) CUFF_23951 Contig98:207952..208010:-­‐
10 ppc-­‐mir-­‐2238g Illumina/SOLiD 1273.2 353.8 mixed	
  stage CCGUUCACUCUUCUCGUCAGUC CGUUCAC +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AAUGUCAGAACAGUGCGCGAGA AUGUCAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 1014 1483 0.68 316 378 0.84 CCGUUCACUCUUCUCGUCAGUCGAUGAUUGAAUUUCGAAUGUCAGAACAGUGCGCGAGA intergenic Contig74:673354..673412:-­‐
11 ppc-­‐mir-­‐2238h Illumina/SOLiD 269.1 177.2 mixed	
  stage/dauer CCGUUCACUCAACUCGUCAGUC CGUUCAC +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AAUGACAGUUCAGUGCGCGAGA AUGACAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 296 231 1.28 322 25 12.88 CCGUUCACUCAACUCGUCAGUCGAUUAUUGAAUUUCGAAUGACAGUUCAGUGCGCGAGA intergenic Contig16:951416..951474:+
12 ppc-­‐mir-­‐2238i Illumina/SOLiD 179.6 106.1 mixed	
  stage CCGUUCACUCAUCUCGUCAAUCG CGUUCAC +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AGUGACAGAUCAUCAGUGCGCGAGA GUGACAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 228 124 1.84 107 101 1.06 CCGUUCACUCAUCUCGUCAAUCGAUGAUUGAAUUUCGAGUGACAGAUCAUCAGUGCGCGAGA intergenic Contig16:4621..4682:-­‐
13 ppc-­‐mir-­‐2238j Illumina/SOLiD 35.1 64.1 mixed	
  stage UCGUCAGCUCCACAUGUCAAUC CGUCAGC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AAUGACGAGUGCAGAUGGUGAGA AUGACGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 75 2 37.5 132 2 66 UCGUCAGCUCCACAUGUCAAUCGUUGAUUCGAGCACGAAUGACGAGUGCAGAUGGUGAGA intergenic Contig101:228156..228215:-­‐
14 ppc-­‐mir-­‐2238k SOLiD 360.5 mixed	
  stage CCGUUCACUCUUCUCGUCAGUCGA CGUUCAC +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AAUGACUGAACAGUGCGCGAGA AUGACUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 378 329 1.15 CCGUUCACUCUUCUCGUCAGUCGAUGAUUGAAAUUCGAAUGACUGAACAGUGCGCGAGA intergenic Contig18:245795..245853:-­‐
15 ppc-­‐mir-­‐2238l Illumina 64 mixed	
  stage/dauer CCGUCCACUCUUCCUGUCAAUG CGUCCAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AAUGGCGGAUUAGUGGAUGUGA AUGGCGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 121 3 40.33 CCGUCCACUCUUCCUGUCAAUGGUUUGAUUUGAAUGACCAAUGGCGGAUUAGUGGAUGUGA intergenic Contig34:1223896..1223956:-­‐
16 ppc-­‐mir-­‐2251b Illumina/SOLiD 69675.3 1433.1 mixed	
  stage/dauer AUCUCCAUAAAUCCCGGUUUUAUC UCUCCAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAACUGGGAUUCUGUGGAGAUCU AACUGGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 134099 2564 52.3 2189 620 3.53 AUCUCCAUAAAUCCCGGUUUUAUCACGAAUUGAAGUGAUAACUGGGAUUCUGUGGAGAUCU intergenic Contig16:1031801..1031861:+
17 ppc-­‐mir-­‐2253c Illumina/SOLiD 5 5 mixed	
  stage/dauer CGGAGUUCCAACAGGCCAUACA GGAGUUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ CAUGGCACUGCUGAAACUCCGAA AUGGCAC +	
  /	
  +	
  /	
  +	
  /	
  + 3p 26069 1 26069 4295 CGGAGUUCCAACAGGCCAUACAACUUUGCGUUUGCAUGGCACUGCUGAAACUCCGAA intergenic Contig15:127300..127356:+
18 ppc-­‐mir-­‐2253d Illumina/SOLiD 4.6 4.7 mixed	
  stage/dauer CGGAGUUUCAACAGGCCAUACA GGAGUUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ CAUGGCACUGCUGAAACUUCGAA AUGGCAC +	
  /	
  +	
  /	
  +	
  /	
  + 3p 5446 294 CGGAGUUUCAACAGGCCAUACAACUCGCGUAUGCAUGGCACUGCUGAAACUUCGAA intron	
  (-­‐) CUFF_20262;	
  TCONS_00025826_ext Contig7:1766154..1766209:+
19 ppc-­‐mir-­‐228 Illumina/SOLiD 502007.1 11523.2 mixed	
  stage/dauer AAUGGCACUGCAUGAAUUCACGGC AUGGCAC +	
  /	
  +	
  /	
  +	
  /	
  + CGUGCUUUCUCGGUGACAUUCC GUGCUUU +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 984520 87 11316.32 22478 115 195.46 AAUGGCACUGCAUGAAUUCACGGCGUUCAACCACUUGAGCGUACCAUAGCCGUGCUUUCUCGGUGACAUUCC intergenic Contig7721:87..158:-­‐
20 ppc-­‐mir-­‐235 Illumina/SOLiD 18483.2 21779.3 mixed	
  stage/dauer AGGCCGCGGUCGGAUGCCAUGUU GGCCGCG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAUUGCACUCGUCCCGGCCUGA AUUGCAC +	
  /	
  +	
  /	
  +	
  /	
  + 3p 35972 273 131.77 42433 277 153.19 AGGCCGCGGUCGGAUGCCAUGUUCGCACAGUCGAAGCGUAAUAUUGCACUCGUCCCGGCCUGA intergenic Contig1833:426..488:+
21 ppc-­‐mir-­‐2a Illumina/SOLiD 2770 4751.2 mixed	
  stage/dauer CGUCAAAGCGGUGGGUGAUUUAUC GUCAAAG +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAUCACAGCGCUUGCUUUGACAUG AUCACAG +	
  /	
  +	
  /	
  +	
  /	
  -­‐ 3p 4640 783 5.93 9216 95 97 CGUCAAAGCGGUGGGUGAUUUAUCCACGUCUAUUGAUGAUCUGAUAUCACAGCGCUUGCUUUGACAUG intergenic Contig95:454848..454915:-­‐
22 ppc-­‐mir-­‐312b Illumina/SOLiD 165.6 31.5 mixed	
  stage/dauer CACUAUCUCCUUGUCGUCAUGCG ACUAUCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAUGGCACAUCGAGACGGAGAA AUGGCAC +	
  /	
  +	
  /	
  +	
  /	
  + 3p 302 15 20.13 47 7 6.71 CACUAUCUCCUUGUCGUCAUGCGUGAUAUGCAAUUCGUAUGGCACAUCGAGACGGAGAA intergenic Contig69:844198..844256:+
23 ppc-­‐mir-­‐36 Illumina/SOLiD 3005.4 366.6 mixed	
  stage/dauer CGUGGAUGGUUACUUCGGUGGAUA GUGGAUG +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UCACCGGGUAUACAUUCAUCGA CACCGGG +	
  /	
  +	
  /	
  +	
  /	
  + 3p 5182 713 7.27 622 98 6.35 CGUGGAUGGUUACUUCGGUGGAUAGUUCAAUUGCAAGCCUAUCACCGGGUAUACAUUCAUCGA intergenic Contig1:2066735..2066797:-­‐
24 ppc-­‐mir-­‐360 Illumina 22.8 mixed	
  stage/dauer UUGUGACCGUUGUUACGGGCA UGUGACC +	
  /	
  +	
  /	
  +	
  /	
  -­‐ CCCGUCCCCUCGGUUACACCU CCGUCCC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 40 3 13.33 UUGUGACCGUUGUUACGGGCACUGCAUCGAUGCCGGGUUGCCCGUCCCCUCGGUUACACCU intergenic Contig4:1755920..1755980:-­‐
25 ppc-­‐mir-­‐42c Illumina/SOLiD 1732.2 914.5 mixed	
  stage/dauer GCCGUAGAUACCUCGUGUGAGC CCGUAGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCACCGGGUGUUUCUGCGACCU CACCGGG +	
  /	
  +	
  /	
  +	
  /	
  + 5p 1814 1582 1.15 72 1714 0.04 GCCGUAGAUACCUCGUGUGAGCUGUACAUUCAAUCAAUAUGCUCACCGGGUGUUUCUGCGACCU intergenic Contig3787:236..299:+
26 ppc-­‐mir-­‐57 Illumina/SOLiD 5.1 5 mixed	
  stage UACCCUGUAGUUCCGAGCCGUGUA ACCCUGU +	
  /	
  +	
  /	
  +	
  /	
  + CACACUCGGUUACCGGGUGCU ACACUCG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 91356 67082 UACCCUGUAGUUCCGAGCCGUGUAUCGCGCAAAUGAUGGCUCAUACACACUCGGUUACCGGGUGCU intergenic Contig65:534668..534733:+
27 ppc-­‐mir-­‐59 Illumina/SOLiD 841.3 18.6 mixed	
  stage/dauer GCGUCAAAUUUACGAUCCGGAA CGUCAAA +	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ UCGAAUCGUCAUCUUUGAUGCAA CGAAUCG +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 1074 568 1.89 10 26 0.38 GCGUCAAAUUUACGAUCCGGAACGUGCCUUGAAUCCGCUUUCGAAUCGUCAUCUUUGAUGCAA intergenic Contig53:485809..485871:-­‐
28 ppc-­‐mir-­‐63i Illumina/SOLiD 5694.4 1159.4 mixed	
  stage/dauer CCGCUCACUUGCAGUGUCAUGGU CGCUCAC -­‐	
  /	
  -­‐	
  /	
  +	
  /	
  -­‐ UAUGACACUCAAGUGCGCGAGG AUGACAC +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 10631 528 20.13 763 1509 0.51 CCGCUCACUUGCAGUGUCAUGGUCCUCAUUUGGGAUGGUACUAUGACACUCAAGUGCGCGAGG intergenic Contig34:930676..930738:+
29 ppc-­‐mir-­‐63j Illumina/SOLiD 386.6 32.8 mixed	
  stage CCGCCCGCUUGCAGUUGUCAUGGU CGCCCGC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAUGACACUCAAGCGAGUGAAG AUGACAC +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 462 286 1.62 42 20 2.1 CCGCCCGCUUGCAGUUGUCAUGGUCCUCUUGUUGAGAGCAGGCCACUAUGACACUCAAGCGAGUGAAG intron	
  (-­‐) CUFF_18000 Contig57:334695..334762:-­‐
30 ppc-­‐mir-­‐63k Illumina 721.9 mixed	
  stage/dauer CCGCUCACUUGUAGCGUCAUGGC CGCUCAC -­‐	
  /	
  -­‐	
  /	
  +	
  /	
  -­‐ UAUGACAUAAAAGUGAGCGAAG AUGACAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 1397 14 99.79 CCGCUCACUUGUAGCGUCAUGGCCCAUCAAUUGGUCUGGUGCUAUGACAUAAAAGUGAGCGAAG intergenic Contig34:931636..931699:+
31 ppc-­‐mir-­‐71b Illumina 7573 mixed	
  stage/dauer UGAAAAACUUGGGUAGUGAGACG GAAAAAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UAUCACUAUUCAGUCUUUCGCC AUCACUA +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 14840 11 1349.09 UGAAAAACUUGGGUAGUGAGACGAUGUGAAUUGAAUGCUUUCGUAUCACUAUUCAGUCUUUCGCC exon	
  (+) CUFF_18419 Contig59:802302..802366:+
32 ppc-­‐mir-­‐76 Illumina 49.4 mixed	
  stage/dauer AUGACUUUCCACUCAGCGAAUA UGACUUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUCGUUGUUUGCGAAAUUCAUGC UCGUUGU +	
  /	
  +	
  /	
  +	
  /	
  -­‐ 5p 76 21 3.62 AUGACUUUCCACUCAGCGAAUAUUACAUACAAUUCAUAUUCGUUGUUUGCGAAAUUCAUGC intergenic Contig11:2600969..2601029:-­‐
33 ppc-­‐mir-­‐8213 Illumina/SOLiD 24411.9 536.8 mixed	
  stage/dauer UAUGACACCUGAUGCAGAAUGAUAU AUGACAC +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + AUCCUUUGCUCGGUGGAAUAUC UCCUUUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 47849 26 1840.35 1040 5 208 UAUGACACCUGAUGCAGAAUGAUAUUCUCUCAGUGUGGAAUAUCCUUUGCUCGGUGGAAUAUC intergenic Contig11:1449429..1449491:-­‐
34 ppc-­‐mir-­‐8214 Illumina/SOLiD 13546.4 626.4 mixed	
  stage/dauer GUGAGAUUCUACCACUGACACC UGAGAUU -­‐	
  /	
  -­‐	
  /	
  +	
  /	
  -­‐ UGUCAUGGUACAAUCUUGCAG GUCAUGG +	
  /	
  +	
  /	
  +	
  /	
  + 3p 25297 1273 19.87 1115 113 9.87 GUGAGAUUCUACCACUGACACCCAUUAAAUUGCGUUGUCAUGGUACAAUCUUGCAG intron	
  (+) CUFF_21674 Contig8:1279721..1279776:+
35 ppc-­‐mir-­‐8215a Illumina/SOLiD 11781.4 1797.4 mixed	
  stage/dauer AUCCUCAGUGAUACGUGAACAUC UCCUCAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGCACUAUUCUCUGAGGCUGU GCACUAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 21302 1806 11.8 3105 420 7.39 AUCCUCAGUGAUACGUGAACAUCACGAUUUGAUGUGAUGCACUAUUCUCUGAGGCUGU intergenic Contig5:349351..349408:+
36 ppc-­‐mir-­‐8215b Illumina/SOLiD 3246.8 1828 mixed	
  stage/dauer AUCCGCAGCGAUCUGUGACCAUC UCCGCAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGUGCACGAUUGUCUACGGGUGA GUGCACG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 5688 679 8.377 3095 489 6.33 AUCCGCAGCGAUCUGUGACCAUCACGAUUUGAUGUGAUGUGCACGAUUGUCUACGGGUGA intergenic Contig5:349159..349218:+
37 ppc-­‐mir-­‐8216 Illumina/SOLiD 7796.4 10496.9 mixed	
  stage CCAGUUACCCGGUCUGGCCCUCC CAGUUAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + AGGCAAGACGUGCGUGGCUGCAU GGCAAGA +	
  /	
  +	
  /	
  +	
  /	
  + 3p 14005 1287 10.88 20480 110 186.18 CCAGUUACCCGGUCUGGCCCUCCUCGAUCGAGUUUGGAGGCAAGACGUGCGUGGCUGCAU intergenic Contig98:190760..190819:-­‐
38 ppc-­‐mir-­‐8217 Illumina/SOLiD 9772.5 1534.2 mixed	
  stage ACGUCAGUUCUGCCACUUUUUACC CGUCAGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAAGUGUGGUGCUCUGAUGUCG AAGUGUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 10752 8415 1.28 685 2323 0.29 ACGUCAGUUCUGCCACUUUUUACCAAGGACUGAGUUGGUAAGUGUGGUGCUCUGAUGUCG intergenic Contig8292:86..145:+
39 ppc-­‐mir-­‐8218a Illumina/SOLiD 9259.6 924 mixed	
  stage/dauer CGAGGGCGACCAGGGUCUGAGC GAGGGCG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCAGACAAUGGUGACUCUCAAG CAGACAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 16554 1606 10.31 1789 22 81.32 CGAGGGCGACCAGGGUCUGAGCGCUUGCGAUUGAAUGCCACUCAGACAAUGGUGACUCUCAAG intergenic Contig77:353674..353736:-­‐
40 ppc-­‐mir-­‐8218b Illumina 138 dauer CGAGGGCCACCAGGGUCUGAGCU GAGGGCC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ CUCAGCCGUGAUGACCCUCAAG UCAGCCG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 258 12 21.5 CGAGGGCCACCAGGGUCUGAGCUAUAGCAAAAGAAUGUCGCUCAGCCGUGAUGACCCUCAAG intergenic Contig32:1567496..1567557:+
41 ppc-­‐mir-­‐8219 Illumina/SOLiD 5159.1 5.1 mixed	
  stage/dauer ACCGCUGCCCUGGCCUUGCGUCACU CCGCUGC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGGCAAGAACUCGGCACGGUCC GGCAAGA +	
  /	
  +	
  /	
  +	
  /	
  + 3p 10087 20 504.35 341 ACCGCUGCCCUGGCCUUGCGUCACUCUCCCUCUCUCCCUUGCAGUGGCAAGAACUCGGCACGGUCC intergenic Contig4:162657..162722:-­‐
42 ppc-­‐mir-­‐8220 Illumina/SOLiD 4455.4 561.3 mixed	
  stage/dauer AGGCGCUUGCCAGCUUUAUCC GGCGCUU -­‐	
  /	
  -­‐	
  /	
  +	
  /	
  -­‐ CUAAAGCUCGGCUAACGCCUCU UAAAGCU +	
  /	
  +	
  /	
  +	
  /	
  + 3p 8706 23 378.52 1065 27 39.44 AGGCGCUUGCCAGCUUUAUCCGCAUUGCAAUCAAUGAGGCAGGCUAAAGCUCGGCUAACGCCUCU intergenic Contig63:303836..303900:-­‐
43 ppc-­‐mir-­‐8221 Illumina/SOLiD 4393.1 2637.8 mixed	
  stage/dauer GCGGGUAGGUCUAUCCGGUUGUACC CGGGUAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAACCGGAUACCCCCAUCCCGCUU AACCGGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 5332 3283 1.62 3110 2062 1.51 GCGGGUAGGUCUAUCCGGUUGUACCAGAUACUGAGUUGGUAACCGGAUACCCCCAUCCCGCUU intergenic Contig8292:209..271:+
44 ppc-­‐mir-­‐8222 Illumina/SOLiD 4332 2887.7 mixed	
  stage/dauer ACGGCGACAUCCUUAGGAGAAA CGGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ UCCCUGAGGUUCUCGCUGCCG CCCUGAG +	
  /	
  +	
  /	
  +	
  /	
  + 3p 8435 50 168.7 5647 8 705.88 ACGGCGACAUCCUUAGGAGAAACAGAGUGUAACUCGAUAGAUUUCCCUGAGGUUCUCGCUGCCG intergenic Contig32:242126..242189:-­‐
45 ppc-­‐mir-­‐8223 Illumina/SOLiD 2631.6 181.9 mixed	
  stage/dauer CCGCUGAUUCGCUCAUAUCCUU CGCUGAU +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGAUAUGAGCCCACCAGCGAGA GAUAUGA -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  + 3p 5114 46 111.17 322 33 9.76 CCGCUGAUUCGCUCAUAUCCUUGCAUGGAUGCGAAUGAUAUGAGCCCACCAGCGAGA intron	
  (+) CUFF_16315 Contig48:226569..226625:+
46 ppc-­‐mir-­‐8224 Illumina/SOLiD 1515.2 28.5 mixed	
  stage/dauer UAUCUGAAUUCAUCACCAGAUCU AUCUGAA -­‐	
  /	
  -­‐	
  /	
  +	
  /	
  -­‐ AACUGGGCUGAAUUCAGAUGA ACUGGGC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 2967 3 989 53 1 53 UAUCUGAAUUCAUCACCAGAUCUCUGUCGAUAUGUCUAUCAUAGAACUGGGCUGAAUUCAGAUGA intergenic Contig36:1239369..1239433:+
47 ppc-­‐mir-­‐8225 Illumina/SOLiD 460.5 1306.3 mixed	
  stage AACCCGAUUGGUACCGGUCUCUAU ACCCGAU +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AGAGGGGGUCGAUGGGGUCCCG GAGGGGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 896 4 224 2559 1 2559 AACCCGAUUGGUACCGGUCUCUAUUCGCACUUGAGUCGAGCAGAGGGGGUCGAUGGGGUCCCG intergenic Contig42:115448..115510:+
48 ppc-­‐mir-­‐8226 Illumina/SOLiD 1263 412 mixed	
  stage/dauer AGGGCCGUUCCCCUGCUCAACC GGGCCGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUGACAGCCGUACGACCCCCG UGACAGC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 2472 1 2472 806 2 403 AGGGCCGUUCCCCUGCUCAACCCCCUUUGCAUCACAAACAAUGGUUGACAGCCGUACGACCCCCG intergenic Contig100:95728..95792:+
49 ppc-­‐mir-­‐8227 Illumina/SOLiD 1098.7 3.9 mixed	
  stage/dauer UGGUAACCGCGUGCAAUUUCC GGUAACC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AAUUGCACUCGGGUACCCAGC AUUGCAC +	
  /	
  +	
  /	
  +	
  /	
  + 3p 2148 1 2148 119 UGGUAACCGCGUGCAAUUUCCAAACUAAUGCGAAAUUGCACUCGGGUACCCAGC intron	
  (-­‐) CUFF_22814 Contig88:483454..483507:+
50 ppc-­‐mir-­‐8228 Illumina/SOLiD 1029.9 267.2 mixed	
  stage/dauer AACCGUGUGGCCUACUGGUAGC ACCGUGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UACCGGUCGGUCACCGGUUCU ACCGGUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 2015 4 504 522 1 522 AACCGUGUGGCCUACUGGUAGCGUGUUUGAUUCACUACCGGUCGGUCACCGGUUCU intergenic Contig15:500475..500530:+
51 ppc-­‐mir-­‐8229a Illumina/SOLiD 934.1 20 mixed	
  stage CUUUGUCUUCACGAGGCUGAACGC UUUGUCU -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ GAUCGCAUCGUGAGAGGCUAAGG AUCGCAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 1829 3 609.667 46 1 46 CUUUGUCUUCACGAGGCUGAACGCGAUAUUGAAAGCGAUCGCAUCGUGAGAGGCUAAGG intergenic Contig119:137778..137836:+
52 ppc-­‐mir-­‐8229b Illumina 20 mixed	
  stage CAUAGUCUUCAUGAGGUUGAACG AUAGUCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUGACUUCGUGAGAGGCUAAGGG UGACUUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 27 12 2.25 CAUAGUCUUCAUGAGGUUGAACGUUAUAUUGAAAGCGUUGACUUCGUGAGAGGCUAAGGG intergenic Contig30:1155408..1155467:-­‐
53 ppc-­‐mir-­‐8230 Illumina/SOLiD 687.2 436.4 mixed	
  stage UAAUCUCACCCGGUGUGUAGUGU AAUCUCA +	
  /	
  +	
  /	
  +	
  /	
  + ACGCACAACUGGCGAGGGAUUGCC CGCACAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 1286 59 21.8 730 63 11.59 UAAUCUCACCCGGUGUGUAGUGUGGAACACGGUUGCUGUUCGAGCAGAAGCACACGCACAACUGGCGAGGGAUUGCC intergenic Contig0:2598085..2598161:-­‐
54 ppc-­‐mir-­‐8231 Illumina/SOLiD 668 22.4 mixed	
  stage/dauer UCGUGAACCACCUUUCAAGUACC CGUGAAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAUUGGAAUGCGGUUCAUGGGC AUUGGAA +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 1088 220 4.945 26 16 1.63 UCGUGAACCACCUUUCAAGUACCCUUUUGCAUCGGUAUUGGAAUGCGGUUCAUGGGC intergenic Contig117:313655..313711:+
55 ppc-­‐mir-­‐8232 Illumina/SOLiD 448.9 73.7 mixed	
  stage/dauer UGUCAUUCUGUCCCGAGCGACC GUCAUUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCACCGGGAGCAGAGUGGCUAC CACCGGG +	
  /	
  +	
  /	
  +	
  /	
  + 3p 666 201 3.31 80 55 1.45 UGUCAUUCUGUCCCGAGCGACCUGUGCCACCGCACAGCUUGGUCACCGGGAGCAGAGUGGCUAC intergenic Contig4:162353..162416:-­‐
56 ppc-­‐mir-­‐8233 Illumina/SOLiD 357.9 247.7 mixed	
  stage/dauer AGGGUUGUCGUACCUCGUGUUCA GGGUUGU -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ AACCCGAGGCGACGACUCUUU ACCCGAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 557 140 3.98 473 12 39.42 AGGGUUGUCGUACCUCGUGUUCAUCUUAAUCUCAAUAGUUGAACCCGAGGCGACGACUCUUU intergenic Contig291:9493..9554:-­‐
57 ppc-­‐mir-­‐8234 Illumina/SOLiD 314.8 40.5 mixed	
  stage/dauer CGUGAGAAAAUGGGUUGGAGC GUGAGAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ CUCCAUCCCAUCUUCUUUCGGA UCCAUCC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 601 14 42.93 68 9 7.56 CGUGAGAAAAUGGGUUGGAGCCACUGCGGCCACACUUCGUGGCUCCAUCCCAUCUUCUUUCGGA intergenic Contig8:1005544..1005607:-­‐
58 ppc-­‐mir-­‐8235 Illumina/SOLiD 300.6 103.8 mixed	
  stage/dauer UAUCACAGUGCUCCAACGGCGA AUCACAG +	
  /	
  +	
  /	
  +	
  /	
  -­‐ GCCGUCUGUUGCUCUGUGAAGCC CCGUCUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 397 183 2.17 188 6 31.33 UAUCACAGUGCUCCAACGGCGAUGAAUACGAUGCAUCGCCGUCUGUUGCUCUGUGAAGCC intergenic Contig63:295678..295737:+
59 ppc-­‐mir-­‐8236 Illumina/SOLiD 291.6 276.8 mixed	
  stage/dauer GGGAUCAUUUCACUCGCGGAUC GGAUCAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCCCUGAGUGACAUGAACCCGAA CCCUGAG +	
  /	
  +	
  /	
  +	
  /	
  + 3p 556 8 69.5 534 1 534 GGGAUCAUUUCACUCGCGGAUCGGGCAUUCCCAAUCCCUGAGUGACAUGAACCCGAA intergenic Contig1169:85..141:-­‐
60 ppc-­‐mir-­‐8237 Illumina/SOLiD 291 23 mixed	
  stage/dauer ACCUCGAGUUCUGGCGCUUUCGACC CCUCGAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUAAAGCUCGGUACUGGAGGUUC UAAAGCU +	
  /	
  +	
  /	
  +	
  /	
  + 3p 533 29 18.38 25 12 2.08 ACCUCGAGUUCUGGCGCUUUCGACCUACAUGGUGGUUAAAGCUCGGUACUGGAGGUUC intergenic Contig38:309863..309920:-­‐
61 ppc-­‐mir-­‐8238 Illumina/SOLiD 252.7 4.7 mixed	
  stage/dauer GUCCGUACAUCUGCAUGCCACA UCCGUAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGGAAUGUAUACUGUAUCGACGA GGAAUGU +	
  /	
  +	
  /	
  +	
  /	
  + 3p 487 1 487 14 GUCCGUACAUCUGCAUGCCACAUUUUUAUCUGUAUUGUGGAAUGUAUACUGUAUCGACGA intergenic Contig63:338222..338281:+
62 ppc-­‐mir-­‐8239 Illumina/SOLiD 236.3 101.7 mixed	
  stage/dauer CACCUGAUUUCGAUUACUCACU ACCUGAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGAGCAUAUCCAAAUCGGGAGCC GAGCAUA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 384 82 4.68 195 7 27.86 CACCUGAUUUCGAUUACUCACUGACCAUUUGUUGCCUCGUGAGCAUAUCCAAAUCGGGAGCC 5p	
  UTR	
  (+) CUFF_17532 Contig54:219476..219537:+
63 ppc-­‐mir-­‐8240 Illumina/SOLiD 213.2 18 mixed	
  stage/dauer UGUGGGAGCGUGUGGACAGUAUC GUGGGAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UUUGUUCGCUUCGCUCGCACAGA UUGUUCG +	
  /	
  +	
  /	
  +	
  /	
  + 3p 369 40 9.2 UGUGGGAGCGUGUGGACAGUAUCGAUCGUAUUGCGCAGAGAUUUGUUCGCUUCGCUCGCACAGA exon	
  (-­‐) CUFF_4714 Contig13:1134501..1134564:+
64 ppc-­‐mir-­‐8241 Illumina/SOLiD 167 202.2 mixed	
  stage/dauer UAUGACACCAUAUGGCUAUUUCG AUGACAC +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + AGAUCUCCAUUGGUGUCAUUCC GAUCUCC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 312 9 34.67 387 3 129 UAUGACACCAUAUGGCUAUUUCGAGUGUUCUUCUCAUCUCUAGAUCUCCAUUGGUGUCAUUCC intergenic Contig11:1449202..1449264:-­‐
65 ppc-­‐mir-­‐8242 Illumina/SOLiD 168.8 29.1 mixed	
  stage/dauer ACUCCGUCCACUGCAUAUCAUU CUCCGUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGAUAUUUAGUGGCACGGAGUGA GAUAUUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 327 2 163.5 54 1 54 ACUCCGUCCACUGCAUAUCAUUCCUGCAGAAAGGGCAAUGAUAUUUAGUGGCACGGAGUGA intergenic Contig7879:17..77:+
66 ppc-­‐mir-­‐8243 Illumina/SOLiD 5.6 137.8 mixed	
  stage UCACCGGGAGCAGAGUGGCUAC CACCGGG +	
  /	
  +	
  /	
  +	
  /	
  + CACAUAGUGACUCCCGGUAACC ACAUAGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 676 666 1.02 188 80 2.35 UCACCGGGAGCAGAGUGGCUACGGCCCCUCAGAGCCGACCUUUCGCUUCGAUCUGAGCUGGUGCCUGCCACAUAGUGACUCCCGGUAACC intergenic Contig4:162285..162374:-­‐
67 ppc-­‐mir-­‐8244 Illumina/SOLiD 132.4 17.1 mixed	
  stage/dauer UGGUAUUUUCCCGGCGCAUUUUACA GGUAUUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAAUGCCCUAGGAAAUGCCUAG AAUGCCC +	
  /	
  +	
  /	
  +	
  /	
  + 3p 239 12 19.92 20 5 4 UGGUAUUUUCCCGGCGCAUUUUACAGUCUUCGAAUCUGUAAUGCCCUAGGAAAUGCCUAG intergenic Contig8:177457..177516:+
68 ppc-­‐mir-­‐8245a Illumina/SOLiD 103.3 8.5 mixed	
  stage/dauer CGAUAGCUGUCGGUAAUGUAGU GAUAGCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UACAUGUACCGUCAGUCGUCAGA ACAUGUA -­‐	
  /	
  -­‐	
  /	
  +	
  /	
  -­‐ 3p 116 85 1.36 13 2 6.5 CGAUAGCUGUCGGUAAUGUAGUUGGCAUUGAAGGAACUACAUGUACCGUCAGUCGUCAGA intergenic Contig2:2980981..2981040:-­‐
69 ppc-­‐mir-­‐8245b Illumina 13.2 mixed	
  stage/dauer UGACUGCUCUCUGUCAAGUUGUU GACUGCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UACUUGUACAAUGAGCGGUUAGA ACUUGUA -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 19 5 3.8 UGACUGCUCUCUGUCAAGUUGUUGGAAUCGAAGCAACUACUUGUACAAUGAGCGGUUAGA intergenic Contig2:2980748..2980807:-­‐
70 ppc-­‐mir-­‐8246 Illumina/SOLiD 103.3 61.7 mixed	
  stage CAUUGACUUCUCGUGACCAUUCA AUUGACU -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ AAUGGUGCGAUCUAGUCGAAGCG AUGGUGC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 189 12 15.75 117 3 39 CAUUGACUUCUCGUGACCAUUCAUUUGAUCGAAUUAUGAAUGGUGCGAUCUAGUCGAAGCG intergenic Contig31:359769..359829:+
71 ppc-­‐mir-­‐8247 Illumina/SOLiD 99 83.6 mixed	
  stage/dauer UGAGUGCCUCGUUACAUUGUGCG GAGUGCC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + GUAAUGUAAGGGUGGCACUCACA UAAUGUA -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 169 23 7.35 96 66 1.45 UGAGUGCCUCGUUACAUUGUGCGUUUGAGAGGAAGAAUCGUAAUGUAAGGGUGGCACUCACA intergenic Contig4:175767..175828:+
72 ppc-­‐mir-­‐8248 Illumina/SOLiD 97.4 22.9 mixed	
  stage CGCGGUCUUUGCUUCGCUAUUUGC GCGGUCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AAUAGCAUGCAUAGGCUGAGG AUAGCAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 181 8 22.63 41 2 20.5 CGCGGUCUUUGCUUCGCUAUUUGCUAUAUUGAAUGCAAAUAGCAUGCAUAGGCUGAGG intergenic Contig15:291139..291196:+
73 ppc-­‐mir-­‐8249 Illumina/SOLiD 83.1 10.2 mixed	
  stage/dauer ACCGGCUCCUCGUUGCCUUAUU CCGGCUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAAGGCACCCAGGACUUGGCGA AAGGCAC +	
  /	
  +	
  /	
  +	
  /	
  + 3p 151 3 50.33 9 2 4.5 ACCGGCUCCUCGUUGCCUUAUUCGCCGGUCGUGAAUAAGGCACCCAGGACUUGGCGA intergenic Contig69:794146..794202:+
74 ppc-­‐mir-­‐8250a-­‐1 Illumina/SOLiD 21.5 64.5 mixed	
  stage CUCUCUAUUUGCCUGGAUUCGAUUG UCUCUAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AUCUCCAGUCAUAAUGGGGGGGA UCUCCAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 19 22 0.86 93 32 2.91 CUCUCUAUUUGCCUGGAUUCGAUUGUAAUUGAGAUCAAUCUCCAGUCAUAAUGGGGGGGA intergenic Contig904:2012..2071:+;	
  Contig551:3425..3484:+
75 ppc-­‐mir-­‐8250a-­‐2 Illumina/SOLiD 21.5 19.9 mixed	
  stage CUCUCUAUUUGCCUGGAUUCGAUUG UCUCUAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AUCUCCAGUCAUAAUGGGGGGCA UCUCCAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 22 8 2.75 32 6 5.33 CUCUCUAUUUGCCUGGAUUCGAUUGUAAUUGAGAUCAAUCUCCAGUCAUAAUGGGGGGCA intergenic Contig5:1938570..1938629:+
76 ppc-­‐mir-­‐8250c Illumina/SOLiD 13.3 14.3 mixed	
  stage UCCUUUAUUUAUCUGAUUUGGAUUG CCUUUAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AUCGUCAGGUAUAAUGAGGGAUA UCGUCAG -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 23 2 11.5 26 1 26 UCCUUUAUUUAUCUGAUUUGGAUUGUCAUUUGAAUCAAUCGUCAGGUAUAAUGAGGGAUA intergenic Contig1571:1647..1706:-­‐;	
  Contig13951:319..378:+;	
  Contig1088:121..180:+
77 ppc-­‐mir-­‐8250d Illumina/SOLiD 10.9 5.3 mixed	
  stage UCCUUUAUUUGUCUGGAUCGGAUUG CCUUUAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AUCUCCAGAUAUAAUGAGGGAAA UCUCCAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 17 3 5.67 7 2 3.5 UCCUUUAUUUGUCUGGAUCGGAUUGUUAUUUGAAUCAAUCUCCAGAUAUAAUGAGGGAAA intergenic Contig1571:2026..2085:-­‐
78 ppc-­‐mir-­‐8251 Illumina/SOLiD 36.7 55.6 mixed	
  stage/dauer CACCGGUUUCCGUGAGCGCACU ACCGGUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGCCUCGCGCGCAAACCGGAGC GCCUCGC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 37 33 1.12 80 27 3 CACCGGUUUCCGUGAGCGCACUGUGAUGUUGAAGCAAGUGCCUCGCGCGCAAACCGGAGC intergenic Contig44:627263..627322:-­‐
79 ppc-­‐mir-­‐8252a Illumina/SOLiD 49.7 47.1 mixed	
  stage/dauer UCGGCUACUUUCGGGCACGUGUU CGGCUAC +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ CACUGCCCGCGAGUAGUUGUGG ACUGCCC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 72 23 3.13 84 6 14 UCGGCUACUUUCGGGCACGUGUUUGCUAUUUGGCGAUGAACACUGCCCGCGAGUAGUUGUGG intergenic Contig36:1239927..1239984:+
80 ppc-­‐mir-­‐8252b Illumina 1.6 dauer UUUGGCUACCGUGGAUAUGUGUU UUGGCUA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UACACAGUCCCCUGUAGUUGAGA ACACAGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 66 6 11 UUUGGCUACCGUGGAUAUGUGUUUACUAUUUGGCGUUAUACACAGUCCCCUGUAGUUGAGA intergenic Contig21:693081..693141:-­‐
81 ppc-­‐mir-­‐8253 Illumina/SOLiD 43 3.3 mixed	
  stage/dauer UGUUGAAGACUGCAUCUCGAGC GUUGAAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCGAAAUGUAUCUCUUCCACAUA CGAAAUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 80 5 16 6 1 6 UGUUGAAGACUGCAUCUCGAGCGUAGAAUCACCUUUCGAAAUGUAUCUCUUCCACAUA intergenic Contig117:314059..314120:+
82 ppc-­‐mir-­‐8254 Illumina/SOLiD 40.3 8.2 mixed	
  stage/dauer UCACGUGUUGCACCUUCCCAUC CACGUGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGGCAGUUGUACCACGUGGGA GGCAGUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 58 19 3.05 9 4 2.25 UCACGUGUUGCACCUUCCCAUCCGGCAUACGGUAUCGGCGAUGGCAGUUGUACCACGUGGGA intergenic Contig48:242509..242570:-­‐
83 ppc-­‐mir-­‐8255 Illumina/SOLiD 101.6 37.8 mixed	
  stage/dauer UAUGCCCCGCGUCAAGGAUCAACU AUGCCCC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UUGGCCCAUGACUGGAGGUAUAGC UGGCCCA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 26 171 0.152 61 11 5.55 UAUGCCCCGCGUCAAGGAUCAACUUCGAUGAUGAUAAGUUGGCCCAUGACUGGAGGUAUAGC intergenic Contig7:2588268..2588327:-­‐
84 ppc-­‐mir-­‐8256 Illumina/SOLiD 30.8 7.8 mixed	
  stage UCAGUGACCAAGGGCGAGUGCAGC CAGUGAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UGCUUUCCUUUCGGUGGCUGGGG GCUUUCC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 36 23 1.57 4 10 0.4 UCAGUGACCAAGGGCGAGUGCAGCAUUAUUGAUAGGCUGCUUUCCUUUCGGUGGCUGGGG intergenic Contig4:162502..162559:-­‐
85 ppc-­‐mir-­‐8257 Illumina/SOLiD 29.6 67.3 mixed	
  stage/dauer AUCGCGUAUCGCCCGUGUGUGC UCGCGUA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ ACUCACCGGGAGAAAUGCGAUGU CUCACCG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 31 25 1.24 126 4 31.5 AUCGCGUAUCGCCCGUGUGUGCUCGCAUAAGAAGUACUCACCGGGAGAAAUGCGAUGU intergenic Contig8:2848306..2848364:-­‐
86 ppc-­‐mir-­‐8258 Illumina/SOLiD 29.2 11.4 mixed	
  stage/dauer ACGCUCAUUCAAGACCAUGACA CGCUCAU -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ UCAUGAUCUUGAUCGGGUGCCA CAUGAUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 47 9 5.22 15 6 2.5 ACGCUCAUUCAAGACCAUGACACGGCAAUAAACGAUGUCAUGAUCUUGAUCGGGUGCCA intergenic Contig63:339838..339897:-­‐
87 ppc-­‐mir-­‐8259 Illumina/SOLiD 28.4 4.8 mixed	
  stage/dauer UGCGAUGACUGCCUGUUACAGUA GCGAUGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUGAGCAAGCUCUCGUCGCAUC UGAGCAA +	
  /	
  +	
  /	
  +	
  /	
  -­‐ 3p 46 2 23 25 UGCGAUGACUGCCUGUUACAGUAAUGUAAUGAAUAUUAUUGAGCAAGCUCUCGUCGCAUC intergenic Contig632:147..206:-­‐
88 ppc-­‐mir-­‐8260 Illumina/SOLiD 16.8 12.2 mixed	
  stage UCCCAGUACUCUCUCCCUCAUU CCCAGUA -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ ACGAGGGCUAGAGUACUAGGUGA CGAGGGC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 29 3 9.67 18 5 3.6 UCCCAGUACUCUCUCCCUCAUUACUAUCAGAAUAACGAGGGCUAGAGUACUAGGUGA intergenic Contig5098:94..150:+
89 ppc-­‐mir-­‐8261 Illumina/SOLiD 8.2 6.7 mixed	
  stage/dauer AUCUCCACACCGCGUACUGUCU UCUCCAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AUAGUAUGCGGCGUGAAGACCU UAGUAUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 14 1 14 10 2 5 AUCUCCACACCGCGUACUGUCUAGAUGACCGUCGAGGUAGAUAGUAUGCGGCGUGAAGACCU intergenic Contig45:355346..355407:-­‐
90 ppc-­‐mir-­‐8262 Illumina 5124 mixed	
  stage GUGAGUUGCAUACAUGUCGACAUU UGAGUUG -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  + UAUCGACACAUAUGGACUCCCAG AUCGACA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 10044 1 10044 GUGAGUUGCAUACAUGUCGACAUUUCUAAGUGAUAACCCCUGAAAUAUCGACACAUAUGGACUCCCAG intron	
  (+) CUFF_1112 Contig10:134877..134944:-­‐
91 ppc-­‐mir-­‐8263 Illumina 1091 mixed	
  stage/dauer CGGUCGAAUCGGAUCUCACAGA GGUCGAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCUGGGAAACGCUUCGACUGGA CUGGGAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 2103 29 72.52 CGGUCGAAUCGGAUCUCACAGAGCGCGUGCACUCGAUUGUCUCUGGGAAACGCUUCGACUGGA intron	
  (+) CUFF_16315 Contig48:226152..226214:+
92 ppc-­‐mir-­‐8264 Illumina 1017.7 mixed	
  stage UUUGUUGAGGUCUUGGGCUAG UUGUUGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ GGGAGGAGUACAACAAGCUGUU GGAGGAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 2008 1 2008 UUUGUUGAGGUCUUGGGCUAGUAAAAAUAAGAUGAUUACAGGGAGGAGUACAACAAGCUGUU intron	
  (+) TCONS_00003043 Contig11:6265..6326:+
93 ppc-­‐mir-­‐8265 Illumina 824.2 mixed	
  stage/dauer UGCGUAGCCAGAGCAUCAGUCC GCGUAGC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCUGAUACUCUUCGCUGCGCGGGA CUGAUAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 1607 7 229.57 UGCGUAGCCAGAGCAUCAGUCCAAGUCGCUGGAUACGGUCUGAUACUCUUCGCUGCGCGGGA intergenic Contig117:313372..313433:+
94 ppc-­‐mir-­‐8266 Illumina 731.5 mixed	
  stage CUAUCAGUAGGGCGAAGUUCAU UAUCAGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGAACGACGACGUACUGACAGC GAACGAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 1432 2 716 CUAUCAGUAGGGCGAAGUUCAUCUAGAUAGGUGGUGAACGACGACGUACUGACAGC intergenic Contig53:42530..42585:+
95 ppc-­‐mir-­‐8267 Illumina 714.6 mixed	
  stage UGAUUCUUCUCUUGUCAUCGGA GAUUCUU -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ UCAUGACUCUAGAAGAAUCAGC CAUGACU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 1397 5 279.4 UGAUUCUUCUCUUGUCAUCGGAAAAUAUUUUCUCAUGACUCUAGAAGAAUCAGC intergenic Contig16:24936..24989:-­‐
96 ppc-­‐mir-­‐8268 Illumina 627.4 mixed	
  stage GGCUCUCGGUCGAGGAAUGAAC GCUCUCG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCUUCUAAGUCCGAUGGCUAGC CUUCUAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 1225 6 204.17 GGCUCUCGGUCGAGGAAUGAACAGGCGUCCUGUUCUUCUAAGUCCGAUGGCUAGC intron	
  (+) TCONS_00012987 Contig25:1001736..1001790:-­‐
97 ppc-­‐mir-­‐8269 Illumina 611.4 mixed	
  stage GUGAGCAAGCAGGCGAAACAUGA UGAGCAA +	
  /	
  +	
  /	
  +	
  /	
  -­‐ UUGAUUCAUCUGCGCGCUCAGGA UGAUUCA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 1168 41 28.49 GUGAGCAAGCAGGCGAAACAUGAAUGAAGCGUUGCUUUGCUCUUGAUUCAUCUGCGCGCUCAGGA intergenic Contig50:307470..307534:-­‐
98 ppc-­‐mir-­‐8270 Illumina 442.6 mixed	
  stage GUUGGUACGGCGCUGUUAAUC UUGGUAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UAAACUACGCCCUACUGACAGC AAACUAC +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 860 11 78.18 GUUGGUACGGCGCUGUUAAUCUAUUUUGAUAAACUACGCCCUACUGACAGC intergenic Contig53:41561..41611:-­‐
99 ppc-­‐mir-­‐8271 Illumina 374.3 mixed	
  stage/dauer UAUCAGUCAUCUUCCCAGUAUA AUCAGUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UACUGGAUAGAUAAGUGAUAGA ACUGGAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 706 27 26.15 UAUCAGUCAUCUUCCCAGUAUAUCGAAAUAGAUGGAUAUACUGGAUAGAUAAGUGAUAGA intergenic Contig36:1240042..1240101:+
100 ppc-­‐mir-­‐8272 Illumina 309.2 mixed	
  stage/dauer UGUCUGAUUGGUCUUGGUACUGC GUCUGAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAGUAGCAAAUCUAACAGGCGCA AGUAGCA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 452 153 2.95 UGUCUGAUUGGUCUUGGUACUGCAAUGAUUGAAUAUGUAGUAGCAAAUCUAACAGGCGCA intergenic Contig5677:26..85:-­‐
101 ppc-­‐mir-­‐8273 Illumina 263 mixed	
  stage/dauer GUACGGUAGUGCCACUCAAAACC UACGGUA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUUGAAUGACUCUCCGUACAG UUUGAAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 504 11 45.8 GUACGGUAGUGCCACUCAAAACCAUCGAUUAUUGAUUAUCGAGAUUUUGAAUGACUCUCCGUACAG intergenic Contig37:969797..969862:+
102 ppc-­‐mir-­‐8274 Illumina 200.8 mixed	
  stage/dauer UCGAGGACUUUCCAUUGUUCAUC CGAGGAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UGAACUAUGAACCAGUGCUCGAGA GAACUAU +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 391 1 391 UCGAGGACUUUCCAUUGUUCAUCUUGACGAAUGGAUGAACUAUGAACCAGUGCUCGAGA intergenic Contig48:240312..240370:-­‐
103 ppc-­‐mir-­‐8275 Illumina 195.8 mixed	
  stage/dauer GGCGACUUGUCCAGAAUCACACA GCGACUU -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ UGCUUCUGGAUGGAGUCGUCAAA GCUUCUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 382 1 382 GGCGACUUGUCCAGAAUCACACAGGGUUCUCAAUCCUGUGCUUCUGGAUGGAGUCGUCAAA intron	
  (-­‐) CUFF_8580 Contig2:2834702..2834762:+
104 ppc-­‐mir-­‐8276 Illumina 190.1 mixed	
  stage/dauer AUUGGCACUCUUUUUCUUUUUG UUGGCAC +	
  /	
  +	
  /	
  +	
  /	
  + AAAAGAAAAAGAAGUGCUAAUCC AAAGAAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 361 4 90.25 AUUGGCACUCUUUUUCUUUUUGAAAAAUAAAAGAAUUUAAAAAGAAAAAGAAGUGCUAAUCC intergenic Contig53:728623..728684:-­‐
105 ppc-­‐mir-­‐8277 Illumina 177.7 mixed	
  stage/dauer AACGGUGAGGUGCGAUGCAACG ACGGUGA -­‐	
  /	
  -­‐	
  /	
  +	
  /	
  + UCGCUUUGCACCUCAACGUUAGC CGCUUUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 344 3 114.67 AACGGUGAGGUGCGAUGCAACGGCAAGCGAGACCGUCGCUUUGCACCUCAACGUUAGC intron	
  (+) CUFF_14387 Contig39:773400..773457:-­‐
106 ppc-­‐mir-­‐8278 Illumina 163.6 mixed	
  stage/dauer UCGUUUCAGACGCUCCUUUUCC CGUUUCA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAAAGGUCCGAUCUGAGAUGAGA AAAGGUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 318 1 318 UCGUUUCAGACGCUCCUUUUCCUCGACAAAUUGAAUGAGGUAAAGGUCCGAUCUGAGAUGAGA intergenic Contig10:1306969..1307031:-­‐
107 ppc-­‐mir-­‐8279 Illumina 157.2 mixed	
  stage/dauer AACCCGAUUUUCAUGGAUCUUU ACCCGAU +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AGAUUCAUGUCAAUCUGGUCUC GAUUCAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 169 139 1.22 AACCCGAUUUUCAUGGAUCUUUGUGUAUUAUGAAGUCCAAGAUUCAUGUCAAUCUGGUCUC intergenic Contig61:164542..164602:+
108 ppc-­‐mir-­‐8280 Illumina 146.3 mixed	
  stage/dauer AACCCGAUCCAACUUGAUCGUU ACCCGAU +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ CGAUCUAUUUCGAUCAGGUCCC GAUCUAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 275 6 45.83 AACCCGAUCCAACUUGAUCGUUUCUGUGCAAUGGCAGCAGCCCAACGAUCUAUUUCGAUCAGGUCCC intergenic Contig42:115311..115377:+
109 ppc-­‐mir-­‐8281 Illumina 115.9 mixed	
  stage/dauer GUGGGAAAUGGCUAACUUAUU UGGGAAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAAGCAAGCUCUUUUCCCAGGC AAGCAAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 157 72 2.18 GUGGGAAAUGGCUAACUUAUUCAUUAUUGAAAUGUAAUAAGCAAGCUCUUUUCCCAGGC intergenic Contig32:1601570..1601628:+
110 ppc-­‐mir-­‐8282a Illumina 104.4 mixed	
  stage/dauer CCACCAAGAAUUGUGCCAUAUCU CACCAAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UAUGAUAGUAUUCUUGGUGACA AUGAUAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 203 1 203 CCACCAAGAAUUGUGCCAUAUCUGUAUUGCAAUCAGCUAUGAUAGUAUUCUUGGUGACA intergenic Contig5677:165..223:-­‐
111 ppc-­‐mir-­‐8282b Illumina 115.8 dauer UUACCGAUAAUGACGUCAUUGCU UACCGAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAUGGCAUUGUUCUUGGUGACA AUGGCAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 201 25 8.04 UUACCGAUAAUGACGUCAUUGCUGUAAUUCGAUCAGCUAUGGCAUUGUUCUUGGUGACA intergenic Contig48:232481..232539:+
112 ppc-­‐mir-­‐8282c Illumina 15.6 dauer UUACCACGAAUUAUUCCAUAUC UACCACG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAUGGAGGUAUUCUUGGUAUCA AUGGAGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 15 17 0.88 UUACCACGAAUUAUUCCAUAUCUGUACUGCCAUCAGAUAUGGAGGUAUUCUUGGUAUCA intergenic Contig48:232634..232692:+
113 ppc-­‐mir-­‐8283 Illumina 104.1 mixed	
  stage/dauer ACGCCAAUACCUUCCAGUUAGAAG CGCCAAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCACCGGGAGAUAUUGGCGUCU CACCGGG +	
  /	
  +	
  /	
  +	
  /	
  + 3p 168 27 6.22 ACGCCAAUACCUUCCAGUUAGAAGGUGGUCAUCGCAUUUUGCCUUCACCGGGAGAUAUUGGCGUCU intergenic Contig38:310384..310449:-­‐
114 ppc-­‐mir-­‐8284 Illumina 98.8 mixed	
  stage CGUGAAUGCGCUGUAUGUAAGG GUGAAUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UCACAUAUGCCCCAUUCACAGA CACAUAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 204 1 204 CGUGAAUGCGCUGUAUGUAAGGAACGCCUCCUCACAUAUGCCCCAUUCACAGA intergenic Contig99:135449..135501:+
115 ppc-­‐mir-­‐8285 Illumina 86.2 mixed	
  stage CCCGCCCCUGCGUACUGACUAUC CCGCCCC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGUCAUGACGCAGGAUUGGAUU GUCAUGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 166 2 83 CCCGCCCCUGCGUACUGACUAUCUGAACCCAACUCUAUUGAUGUCAUGACGCAGGAUUGGAUU intergenic Contig145:23724..23786:-­‐
116 ppc-­‐mir-­‐8286a SOLiD 72.9 mixed	
  stage ACCGCACCAUGCUCUAUCCAUC CCGCACC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGGCAAGAACUUUGGCACGGCCU GGCAAGA +	
  /	
  +	
  /	
  +	
  /	
  + 3p 129 6 21.5 ACCGCACCAUGCUCUAUCCAUCUCGAAUUGAGUGAGUUGGCAAGAACUUUGGCACGGCCU intergenic Contig145:14159..14218:-­‐;	
  Contig145:14606..14665:-­‐
117 ppc-­‐mir-­‐8286b SOLiD 3.5 mixed	
  stage ACCGCACCUUGCUCUAUCCAUC CCGCACC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGGCAAGAACUUUGGCACG GGCAAGA +	
  /	
  +	
  /	
  +	
  /	
  + 5p 5 1 5 ACCGCACCUUGCUCUAUCCAUCUCGAAUUGAGUGAGUUGGCAAGAACUUUGGCACG intergenic Contig145:22678..22733:-­‐
118 ppc-­‐mir-­‐8287 Illumina 52.2 mixed	
  stage ACUUCACAAGUGUAUUUCUACCG CUUCACA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAGAAAUACACUUGUGAACACU AGAAAUA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 100 1 100 ACUUCACAAGUGUAUUUCUACCGUAGCCUUUCCAGGUACGGUAGAAAUACACUUGUGAACACU intron	
  (+) CUFF_5082;	
  TCONS_00006389 Contig134:226943..227005:+
119 ppc-­‐mir-­‐8288 SOLiD 51.6 mixed	
  stage GCAUGGAACGUAUCGAUUCACCG CAUGGAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGAAAGACACAUUCCAUGGGCAG GAAAGAC +	
  /	
  +	
  /	
  +	
  /	
  -­‐ 5p 89 11 8.09 GCAUGGAACGUAUCGAUUCACCGUAUACUUGAAUGAACGGUGAAAGACACAUUCCAUGGGCAG intergenic Contig36:1240151..1240213:+
120 ppc-­‐mir-­‐8289 Illumina 47.3 mixed	
  stage/dauer ACCGAGUACUCUGUUCCUAAU CCGAGUA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAGGAUAUGGUGCUACUCGGUGA AGGAUAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 89 2 44.5 ACCGAGUACUCUGUUCCUAAUUGGGGCACAGUCCAAGACAAUUAGGAUAUGGUGCUACUCGGUGA intergenic Contig7028:295..359:+
121 ppc-­‐mir-­‐8290 SOLiD 40.3 mixed	
  stage/dauer ACUGGUUUCUUGACACCUCACUUC CUGGUUU +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + AGAGGUAGUUGAAGUAGCCAGCGA GAGGUAG +	
  /	
  +	
  /	
  +	
  /	
  + 3p 56 15 3.73 ACUGGUUUCUUGACACCUCACUUCACGAAUUUGGUCGGUGAAGAGGUAGUUGAAGUAGCCAGCGA intergenic Contig12618:34..98:-­‐
122 ppc-­‐mir-­‐8291 Illumina 38.4 mixed	
  stage CAUGGGAUUAUGGAGUGUAUUCG AUGGGAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + AAUAUCUCUAUCAAUCCUGAGGA AUAUCUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 71 3 23.7 CAUGGGAUUAUGGAGUGUAUUCGCGAUAAGAAUAGCCAAUAUCUCUAUCAAUCCUGAGGA intergenic Contig121:26013..26072:+
123 ppc-­‐mir-­‐8292 Illumina 37.1 mixed	
  stage/dauer UGUUUGGCCAGCUCGUGAUCGA GUUUGGC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AAUCACUGGCCUGUCCAAACAGA AUCACUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 65 7 9.29 UGUUUGGCCAGCUCGUGAUCGACUUCAUGCGGCGGCUCAAUCACUGGCCUGUCCAAACAGA intergenic Contig17:1700478..1700538:-­‐
124 ppc-­‐mir-­‐8293 Illumina 36.7 mixed	
  stage/dauer UCGGCCAAUUUAUCUUUCAGC CGGCCAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AUGAAAGAUAAAAGUGGUCGGCA UGAAAGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 58 13 4.46 UCGGCCAAUUUAUCUUUCAGCCUCAUAACUGAAGGAUGGAUGAAAGAUAAAAGUGGUCGGCA intergenic Contig208:38877..38938:-­‐
125 ppc-­‐mir-­‐8294 SOLiD 35.2 mixed	
  stage/dauer GCCGGCUCUGAUUGGUACUACAACU CCGGCUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUAGUAACGAUCAGGGCGGUAGC UAGUAAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 67 1 67 GCCGGCUCUGAUUGGUACUACAACUAGAUGCUCUAGUUAGUAACGAUCAGGGCGGUAGC intergenic Contig16:238016..238074:-­‐
126 ppc-­‐mir-­‐8295 Illumina 34.8 mixed	
  stage UUUCAUAUCUCGCCCAUAGGCCC UUCAUAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + ACCUUUGGCGAUAUGUGGAGCG CCUUUGG -­‐	
  /	
  -­‐	
  /	
  +	
  /	
  -­‐ 3p 64 2 32 UUUCAUAUCUCGCCCAUAGGCCCUCGACAACUUGUAAUCGAGUACCUUUGGCGAUAUGUGGAGCG intergenic Contig17:1700312..1700376:-­‐
127 ppc-­‐mir-­‐8296 SOLiD 34.6 mixed	
  stage UCGAGAUGAUGGAGAGCGCCUA CGAGAUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UACGCUCUCACGCCCGUCCUA ACGCUCU -­‐	
  /	
  -­‐	
  /	
  +	
  /	
  -­‐ 5p 80 1 80 UCGAGAUGAUGGAGAGCGCCUAGAGUAUAUAAUUCAUUGUCAGAGUGAUGCAGUACGCUCUCACGCCCGUCCUA intergenic Contig5:1967800..1967873:+
128 ppc-­‐mir-­‐8297 SOLiD 29.6 mixed	
  stage AUUCCCUGCUUGGUGAUUGCU UUCCCUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUCCUUCGAGCAUCGAGAGCA UCCUUCG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 70 1 70 AUUCCCUGCUUGGUGAUUGCUGGUUUCCUGGCUGACAUAACCUCUGUUAGGUGCGUUAAAGAGUGAUUCCUUCGAGCAUCGAGAGCA intergenic Contig101:481392..481478:+
129 ppc-­‐mir-­‐8298 SOLiD 29.2 mixed	
  stage UGUUUCAUCAGAUGCUCAU GUUUCAU -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ UGGGCCUCUGAUUGAGAUUGC GGGCCUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 67 1 67 UGUUUCAUCAGAUGCUCAUCUAUCAGACUUUCACUAUCUUCCUAAUGGGCCUCUGAUUGAGAUUGC intergenic Contig16:1068108..1068173:-­‐
130 ppc-­‐mir-­‐8299 Illumina 27.7 mixed	
  stage UAGUGUUUUAGUUGCGUACAAA AGUGUUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UGCACAUAAUUAAAGCACUACC GCACAUA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 52 1 52 UAGUGUUUUAGUUGCGUACAAACAUUCAUCGGUUUUGCACAUAAUUAAAGCACUACC intergenic Contig48:232002..232058:+
131 ppc-­‐mir-­‐83 Illumina/SOLiD 2122.6 580.9 mixed	
  stage/dauer CCCGUAUUUCCGUGCGUGCUUGA CCGUAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAGCACCAUGCAAAUUCGGCGU AGCACCA +	
  /	
  +	
  /	
  +	
  /	
  + 3p 4155 9 461.67 1087 53 20.51 CCCGUAUUUCCGUGCGUGCUUGACCGAUGGAAUGGCUCUAGCACCAUGCAAAUUCGGCGU intergenic Contig72:466907..466966:+
132 ppc-­‐mir-­‐8300 Illumina 27.1 mixed	
  stage/dauer UCCAGUAGUGUCGUGAACCAAA CCAGUAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UGGUUAGCGACAUUGCUGGUGC GGUUAGC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 38 13 2.92 UCCAGUAGUGUCGUGAACCAAAUGCAGCCACAUAAUCAUUUUUGGUUAGCGACAUUGCUGGUGC intergenic Contig48:243636..243699:-­‐
133 ppc-­‐mir-­‐8301 Illumina 25.5 mixed	
  stage UACCGAGGAUUGUUUGUUCACU ACCGAGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UGAACAAGAAAUCUCGGUGGG GAACAAG -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 5p 42 7 6 UACCGAGGAUUGUUUGUUCACUUUGAUAUUUGAGCACGAGUGAACAAGAAAUCUCGGUGGG intergenic Contig127:262999..263059:+
134 ppc-­‐mir-­‐8302 Illumina 23.9 mixed	
  stage CCGUUGCCUUUUAUCGUUUCUAUC CGUUGCC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ UAAGCGAUGAGAGACAAUGAUA AAGCGAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 42 5 8.4 CCGUUGCCUUUUAUCGUUUCUAUCACUGAUGAUCGUGAUAAGCGAUGAGAGACAAUGAUA intergenic Contig69:868766..868825:-­‐
135 ppc-­‐mir-­‐8303-­‐1 Illumina 22.9 mixed	
  stage/dauer AAGCUGACGGGGUGUAAUGACA AGCUGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ UCAAUGCACCGCGUUGGCUCCA CAAUGCA -­‐	
  /	
  -­‐	
  /	
  +	
  /	
  + 5p 42 1 42 AAGCUGACGGGGUGUAAUGACAAUCAUAUGACGAUGUCAAUGCACCGCGUUGGCUCCA intergenic Contig8:2849778..2849835:-­‐
136 ppc-­‐mir-­‐8303-­‐2 Illumina 22.6 mixed	
  stage/dauer AAGCUGACGGGGUGUAAUGACA AGCUGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ UCAAUGCACCGCGUUGACUCCA CAAUGCA -­‐	
  /	
  -­‐	
  /	
  +	
  /	
  + 5p 42 1 42 AAGCUGACGGGGUGUAAUGACAAUCAUAUGACGAUGUCAAUGCACCGCGUUGACUCCA intergenic Contig8:2848142..2848199:-­‐
137 ppc-­‐mir-­‐8304a Illumina 22.5 mixed	
  stage/dauer CUUGGGAUUUUCGAGUACAAUUGC UUGGGAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AUUUGUCUUGUCAAUUCUGAGGA UUUGUCU -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 41 2 20.5 CUUGGGAUUUUCGAGUACAAUUGCUAUGAUGAAUGCAUUUGUCUUGUCAAUUCUGAGGA intergenic Contig5:2508601..2508659:-­‐
138 ppc-­‐mir-­‐8304b Illumina 94.2 mixed	
  stage/dauer CAUGGGAUCCUCGAGAUUAAUUGC AUGGGAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + GAUUGUCUCGUCGAUUCCGAGGA AUUGUCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 174 9 19.33 CAUGGGAUCCUCGAGAUUAAUUGCGAAGAUGAAUGCGAUUGUCUCGUCGAUUCCGAGGA intergenic Contig25:1243698..1243756:+
139 ppc-­‐mir-­‐8305 Illumina 21.7 mixed	
  stage CCGUAAACUCCGUUUCAACUACUG CGUAAAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ GUAUUGAAAGGUUGUUCACGAGC UAUUGAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 39 6 6.5 CCGUAAACUCCGUUUCAACUACUGCCGCAUGGUUCCAGUAUUGAAAGGUUGUUCACGAGC intergenic Contig117:314342..314401:+
140 ppc-­‐mir-­‐8306 Illumina 20.6 mixed	
  stage/dauer CGUCUCUUCAUUCUCUCUCGGC GUCUCUU -­‐	
  /	
  +	
  /	
  +	
  /	
  -­‐ UGCGAGAGUGCUUGAAGAGACGGC GCGAGAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 37 1 37 CGUCUCUUCAUUCUCUCUCGGCCGGUCGAGUGCUGCGAGAGUGCUUGAAGAGACGGC intergenic Contig88:181912..181968:-­‐
141 ppc-­‐mir-­‐8307 Illumina 20.4 mixed	
  stage/dauer UAUGAGACUGCCGUCCUCAACC AUGAGAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUGAGUUUAUGGUAGUGUCAUAGC UGAGUUU -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 5p 20 19 1.05 UAUGAGACUGCCGUCCUCAACCAAAGUUGCAGUGCGUUUGAGUUUAUGGUAGUGUCAUAGC intergenic Contig48:241276..241336:-­‐
142 ppc-­‐mir-­‐8308 Illumina 19.1 mixed	
  stage CCAUUGAUCUCUCCACUUUUCA CAUUGAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAAAGUGAGCGCUCAAUGAGU AAAGUGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 38 1 38 CCAUUGAUCUCUCCACUUUUCAUAUCAUUUAAUGUAAAGUGAGCGCUCAAUGAGU intergenic Contig36:1239724..1239778:+
143 ppc-­‐mir-­‐8309 Illumina 18.7 mixed	
  stage/dauer UGGCAAUGCGUUCAGCUGCCAGCG GGCAAUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ CUGGAGCUGAGCAGAGCCGGC UGGAGCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 30 4 7.5 UGGCAAUGCGUUCAGCUGCCAGCGUCAAUCUCACAGAGAAUAAGCGCACACUGGAGCUGAGCAGAGCCGGC intron	
  (+) CUFF_8598 Contig2:2975167..2975237:-­‐
144 ppc-­‐mir-­‐8310 Illumina 18.4 mixed	
  stage GAGCGGGUGUAGAUAGACAUGCCA AGCGGGU -­‐	
  /	
  -­‐	
  /	
  +	
  /	
  -­‐ UAUCUUCUGUCGUCCGGUCCAGC AUCUUCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 45 1 45 GAGCGGGUGUAGAUAGACAUGCCAAUCUCAUAUCUUCUGUCGUCCGGUCCAGC intergenic Contig53:456843..456895:-­‐
145 ppc-­‐mir-­‐8311 SOLiD 18 mixed	
  stage UGAUUGUGAGAUUCCCAAAUUG GAUUGUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AUUUGAGUCUCGCACAGUCACA UUUGAGU -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 27 7 3.86 UGAUUGUGAGAUUCCCAAAUUGAAUACCGUAUUCAAUGUCAAUUUGAGUCUCGCACAGUCACA intergenic Contig36:1239584..1239646:+
146 ppc-­‐mir-­‐8312 SOLiD 17.7 mixed	
  stage GAGUCGCGUUUCGCGAAUUUG AGUCGCG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCAUCCUUGCGUCGUUUAUCU CAUCCUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 46 1 46 GAGUCGCGUUUCGCGAAUUUGAUAUCUGGAAGGGGAAUGUGUUUCAGCUAGUCAUCCUUGCGUCGUUUAUCU intergenic Contig9:212511..212582:-­‐
147 ppc-­‐mir-­‐8313 Illumina 17.5 mixed	
  stage AUCCGCAAAAACUACUAGUAGACC UCCGCAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ CCCUAGUAGUUAUUUGCGGAUCA CCUAGUA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 26 7 3.71 AUCCGCAAAAACUACUAGUAGACCACAUUUGGAUGCGGCCCUAGUAGUUAUUUGCGGAUCA intergenic Contig1:2081407..2081467:-­‐
148 ppc-­‐mir-­‐8314 Illumina 16.9 mixed	
  stage/dauer AGAUUCAUAUGAGACAACUAGA GAUUCAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UAGCUGCCUCAGAAUGAGUCUAA AGCUGCC +	
  /	
  +	
  /	
  +	
  /	
  + 5p 24 9 2.67 AGAUUCAUAUGAGACAACUAGAUUGAUUGUCUAUCUAGCUGCCUCAGAAUGAGUCUAA intron	
  (+) CUFF_6117 Contig144:110323..110380:-­‐
149 ppc-­‐mir-­‐8315-­‐1 Illumina 16.5 mixed	
  stage GUCCUCAAACAUUCUGGUAUUUCGC UCCUCAA -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ AUACCAGUCUGGAUGAGGCUGA UACCAGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 27 4 6.75 GUCCUCAAACAUUCUGGUAUUUCGCAAAUUGAAAAGCGAUACCAGUCUGGAUGAGGCUGA intergenic Contig1:2081098..2081157:-­‐
150 ppc-­‐mir-­‐8315-­‐2 Illumina 16.1 mixed	
  stage AGCCUCAGACAUUCUUGUAUGUCG GCCUCAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AUACCAGUCUGGAUGAGGCUGA UACCAGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 27 3 9 AGCCUCAGACAUUCUUGUAUGUCGCGAAUUGAAGCGAUACCAGUCUGGAUGAGGCUGA intron	
  (+) CUFF_893 Contig1:2072924..2072981:+
151 ppc-­‐mir-­‐8316 Illumina 16.2 mixed	
  stage UGCGACGUCGGACAAUCCCUC GCGACGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AUGGUGUCCAGGUCGUCGC UGGUGUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 40 1 40 UGCGACGUCGGACAAUCCCUCGAAUAAAUCGAUAAAUAAUCCACCUACCGUAUGCUCGAUGGUGUCCAGGUCGUCGC intergenic Contig3:1385511..1385587:+
152 ppc-­‐mir-­‐8317a Illumina 47.3 mixed	
  stage/dauer AUGGGCUUUCCGAGACUAUUCGA UGGGCUU -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  + CGAAUAUCUCGCUAAGUCUGAGA GAAUAUC +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 90 1 90 AUGGGCUUUCCGAGACUAUUCGAGAAUGUACGAAUUCGAAUAUCUCGCUAAGUCUGAGA intergenic Contig48:28977..29035:-­‐
153 ppc-­‐mir-­‐8317b Illumina 15.9 mixed	
  stage CAUGGGCUUUUCGAGGAUAUUCGC AUGGGCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ GAAUACCUCGCCUAGUCUAAGG AAUACCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 29 1 29 CAUGGGCUUUUCGAGGAUAUUCGCUAUGUUGCAUGCGAAUACCUCGCCUAGUCUAAGG intergenic Contig71:70094..70151:+
154 ppc-­‐mir-­‐8318 Illumina 15.5 mixed	
  stage GUUAUGAUCGAUGAAGCACGUG UUAUGAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCGGCUUCAUCGAUUAUGACC CGGCUUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 16 13 1.23 GUUAUGAUCGAUGAAGCACGUGCGCAUAAUGCGCAUCGGCUUCAUCGAUUAUGACC intergenic Contig62:348869..348924:-­‐
155 ppc-­‐mir-­‐8319 Illumina 14.9 mixed	
  stage CGAGGCUCAUUGCGAAUU GAGGCUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + AAAUUAGCAAGUGAGGCUCCAAC AAUUAGC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 37 1 37 CGAGGCUCAUUGCGAAUUUCCACCUUGUACGGUAGAAAUUAGCAAGUGAGGCUCCAAC intergenic Contig26:1072704..1072761:-­‐
156 ppc-­‐mir-­‐8320 Illumina 14.7 mixed	
  stage AAUCCGAGCUUCGGCCUGUGACA AUCCGAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCACUAGACCGAGCAGGGGUUCA CACUAGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 33 3 11 AAUCCGAGCUUCGGCCUGUGACACGGGACGAAGUUGUCACUAGACCGAGCAGGGGUUCA intergenic Contig48:233154..233212:+
157 ppc-­‐mir-­‐8321 Illumina 14.4 mixed	
  stage/dauer UCGGCAAUUCAGACUGACAUGA CGGCAAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AUGUUCAUCUGAAUUGUUGGCA UGUUCAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 19 9 2.11 UCGGCAAUUCAGACUGACAUGACUGAUAUUCUGGUUCAUGUUCAUCUGAAUUGUUGGCA intergenic Contig8:1410848..1410906:-­‐
158 ppc-­‐mir-­‐8322 Illumina 14.1 mixed	
  stage CCGACCACUUUUAUCUUUCAUCC CGACCAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ CUGAAAGAUAAAUUGGCCGAUA UGAAAGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 24 3 8 CCGACCACUUUUAUCUUUCAUCCAUCCUUCAGUUAUGAGGCUGAAAGAUAAAUUGGCCGAUA intergenic Contig208:38879..38940:+
159 ppc-­‐mir-­‐8323 Illumina 13 mixed	
  stage UGGUAGAAUUCAGAUGAGAUCA GGUAGAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UUCACAUUCUCGAAGUCUACUGCG UCACAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 27 7 3.86 UGGUAGAAUUCAGAUGAGAUCAAGAUGCACUGCAUAUACAUGUUCACAUUCUCGAAGUCUACUGCG exon	
  (-­‐) CUFF_16125 Contig47:735934..735999:+
160 ppc-­‐mir-­‐8324 Illumina 12.5 mixed	
  stage GUAGGAGAUCAAAGAUCAAGC UAGGAGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUGAUCUUUGAUCCUCCUUCAGG UGAUCUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 17 6 2.83 GUAGGAGAUCAAAGAUCAAGCUAGAAACAAUUAUAGUUUGAUCUUUGAUCCUCCUUCAGG intergenic Contig5:2396971..2397030:+
161 ppc-­‐mir-­‐8325 SOLiD 12.4 mixed	
  stage CGCGUACUCCUCGUUGCCAUUCG GCGUACU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AAUGGCAUCAGGAGGUCGGCGAG AUGGCAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 8 15 0.53 CGCGUACUCCUCGUUGCCAUUCGCGAAUAUUGAAUGCGAAUGGCAUCAGGAGGUCGGCGAG intergenic Contig3:2002890..2002950:+
162 ppc-­‐mir-­‐8326 Illumina 12.3 mixed	
  stage AGGGACAUCGCAAUGAGACUUC GGGACAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGUCUCACAACGAUGUCCCUGA GUCUCAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 19 3 6.33 AGGGACAUCGCAAUGAGACUUCUGUUUUUUAUCGAGAUGUCUCACAACGAUGUCCCUGA intergenic Contig0:5241115..5241173:+
163 ppc-­‐mir-­‐8327 Illumina 12.2 mixed	
  stage AGGUUUUGUAUUUCGUUUUUUUACU GGUUUUG -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ UAUGACGGAUUUGCAAGAUCUGU AUGACGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 19 4 4.75 AGGUUUUGUAUUUCGUUUUUUUACUUGAAUAUUGGAAGCAAGUAUGACGGAUUUGCAAGAUCUGU intergenic Contig121:104505..104569:-­‐
164 ppc-­‐mir-­‐8328 Illumina 10.8 mixed	
  stage/dauer UUUUGGUCAGUAGGAGCAUGCCU UUUGGUC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ UAAUGCUCUUCCUUGCCGAAAGA AAUGCUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 12 7 1.71 UUUUGGUCAGUAGGAGCAUGCCUGAUAAAUGAAUGCAGUAAUGCUCUUCCUUGCCGAAAGA 5p	
  UTR	
  (-­‐) CUFF_17532 Contig54:219049..219109:-­‐
165 ppc-­‐mir-­‐8329 Illumina 10.2 mixed	
  stage ACUCUGACCAUUUCACUUAAU CUCUGAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UAAGUAGUUUUGCGUCAGAGCGA AAGUAGU +	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 11 1 11 ACUCUGACCAUUUCACUUAAUUGCCAAAUCGAAGGUAAUUAAGUAGUUUUGCGUCAGAGCGA intergenic Contig7879:172..233:+
166 ppc-­‐mir-­‐8330 Illumina 10.1 mixed	
  stage GUACGGUAGAACGGGGAACACGA UACGGUA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ GAUAAUCCCCGUAUACUGUAGG AUAAUCC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 26 2 13 GUACGGUAGAACGGGGAACACGAUGGAAUCAAUCGAUAAUCCCCGUAUACUGUAGG intergenic Contig13:659646..659701:+
167 ppc-­‐mir-­‐8331 SOLiD 9.8 mixed	
  stage UGCGCCACGAUAGGCGAGAUCAGA GCGCCAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AUCUCCCGUUCGUGUCGAUGC UCUCCCG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 16 1 16 UGCGCCACGAUAGGCGAGAUCAGAUUAUUUGAGUUUCUGAUCUCCCGUUCGUGUCGAUGC intergenic Contig5:2508300..2508359:-­‐
168 ppc-­‐mir-­‐8332 Illumina 8.5 mixed	
  stage UUCUUUGCUCUUCUCGGUCACAU UCUUUGC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGAAGACCAGAAGAGCAAAGAAGA GAAGACC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 12 2 6 UUCUUUGCUCUUCUCGGUCACAUCAUAGAUCUUGGUGAUGAAGACCAGAAGAGCAAAGAAGA intergenic Contig15:487468..487529:+
169 ppc-­‐mir-­‐8333 Illumina 8 mixed	
  stage AUCAAGAGUUCAUCGUUUUGAC UCAAGAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ CAAACGGUGCCCUUUUGAAGA AAACGGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 10 3 3.33 AUCAAGAGUUCAUCGUUUUGACGGGGCAAAUGUGUAGGCAGUCAAACGGUGCCCUUUUGAAGA intergenic Contig117:313822..313884:+
170 ppc-­‐mir-­‐8334 Illumina 7.5 mixed	
  stage AGUGCAAUAAUCUCAGGUCGCA GUGCAAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + CGACGAGAGACUGUCGCACUCU GACGAGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 12 1 12 AGUGCAAUAAUCUCAGGUCGCACUGAAUUGAAAUGCAGCGACGAGAGACUGUCGCACUCU intergenic Contig63:334683..334742:-­‐
171 ppc-­‐mir-­‐8335 Illumina 7.4 mixed	
  stage GGACAUCAAGACGCCUCAGGCACAUU GACAUCA -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  + GUUGUUGUUGUUGUUUUGCCUCUAGUUGUUGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 25 1 25 GGACAUCAAGACGCCUCAGGCACAUUUAUCAUGUUGUUGUUGUUGUUUUGCCUCUAG intergenic Contig26:884333..884389:+
172 ppc-­‐mir-­‐8336 Illumina 7.2 mixed	
  stage/dauer UACUUGAACUGCAUAUUUCGGA ACUUGAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGGAGAUUGCAUUUUGAGUAGA GGAGAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 12 1 12 UACUUGAACUGCAUAUUUCGGACUGUUUCCACACGCUGUUGGAGAUUGCAUUUUGAGUAGA intergenic Contig8:166076..166136:-­‐
173 ppc-­‐mir-­‐8337 SOLiD 6.1 mixed	
  stage GUGAGUACCAUGCAUUCAAUCC UGAGUAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ GUUCGAUGCCUGGUACUUACAGA UUCGAUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 7 4 1.75 GUGAGUACCAUGCAUUCAAUCCUGGUUCUUCAUGGUUCGAUGCCUGGUACUUACAGA intergenic Contig45:926123..926179:-­‐
174 ppc-­‐mir-­‐8338-­‐1 Illumina 16.8 mixed	
  stage AUCUGCCACUACUAACCGUG UCUGCCA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + ACGGUUAGUAGUGGCAGAUGA CGGUUAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 30 1 30 AUCUGCCACUACUAACCGUGUCGUACUCACUACUACACGACACGGUUAGUAGUGGCAGAUGA intergenic Contig12:986471..986532:+
175 ppc-­‐mir-­‐8338-­‐2 Illumina 5.9 mixed	
  stage AUCUGCCACUACUAACCGUG UCUGCCA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + CACGGUUAGUAGUGGCAGAUG ACGGUUA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 8 1 8 AUCUGCCACUACUAACCGUGUCGUGUAGUAGUGAGUACGACACGGUUAGUAGUGGCAGAUG intergenic Contig12:986470..986530:-­‐
176 ppc-­‐mir-­‐8339 Illumina 5.7 mixed	
  stage/dauer AGUACAACAGCUUCUUGUCACA GUACAAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGACUAGAUCCUGUUGUAUUAU GACUAGA +	
  /	
  +	
  /	
  +	
  /	
  -­‐ 3p 150 AGUACAACAGCUUCUUGUCACACAGAAAUGAACUGCUGUGACUAGAUCCUGUUGUAUUAU intergenic Contig63:335143..335202:-­‐;	
  Contig63:335301..335360:-­‐;	
  Contig63:334985..335044:-­‐
177 ppc-­‐mir-­‐8340 SOLiD 5.3 mixed	
  stage GUCGCGGAAUGCCCGUGUAUGC UCGCGGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUACCGGGCGCAUCUGCGACCU UACCGGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 5 4 1.25 GUCGCGGAAUGCCCGUGUAUGCCGGCCAUUGGAUGUGCUUACCGGGCGCAUCUGCGACCU intergenic Contig4:161970..162029:-­‐
178 ppc-­‐mir-­‐8341 Illumina 5.1 mixed	
  stage GUAGAGCAUCUCGGCCGACCGC UAGAGCA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + GGCCUCCAGCUUGUUGUACG GCCUCCA -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 5p 15 1 15 GUAGAGCAUCUCGGCCGACCGCGGAAACGCGGCCUCCAGCUUGUUGUACG intergenic Contig46:265252..265301:+
179 ppc-­‐mir-­‐8342 SOLiD 5 mixed	
  stage CGAACAAGAGCUCUGAGCAU GAACAAG -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ GUCCUGGGUGUUGUUCAAC UCCUGGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 19 1 19 CGAACAAGAGCUCUGAGCAUUGGCAUAUUUUAGUGAAUGGUCGCGCAGAGUGAAUGGUCCUGGGUGUUGUUCAAC intergenic Contig38:252911..252985:-­‐
180 ppc-­‐mir-­‐8343 Illumina 4.8 mixed	
  stage UGGCAAGAACUUCGGCACGGUCU GGCAAGA +	
  /	
  +	
  /	
  +	
  /	
  + AUGGGCCGCUCUUGCCCGC UGGGCCG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 61201 UGGCAAGAACUUCGGCACGGUCUGGAUCAUAGGAUCUAUGAGAAUCCCUUUUCCUCAUGGGCCGCUCUUGCCCGC intergenic Contig7471:650..724:-­‐
181 ppc-­‐mir-­‐8344 Illumina 4.7 mixed	
  stage GCUGCGGAGGAUUUAGAUG CUGCGGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGUACUCCUCGCGUUUCGC UUGUACU +	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 109 GCUGCGGAGGAUUUAGAUGAAAGUAAUUAUCGUGGUUGCUUUGAUUUGUACUCCUCGCGUUUCGC intergenic Contig76:197671..197735:+
182 ppc-­‐mir-­‐8345 Illumina 4.6 mixed	
  stage/dauer UCUUCAGUGAUCAUUCAAAUCC CUUCAGU +	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ UUUUGUAUGACCUCACUGUCGAUA UUUGUAU +	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 42 UCUUCAGUGAUCAUUCAAAUCCAUCUUCAAAUAGUGGUUUUGUAUGACCUCACUGUCGAUA intergenic Contig14:1921770..1921830:+
183 ppc-­‐mir-­‐8346 Illumina 4.5 mixed	
  stage/dauer CUUGAUAUCUUACACAGACUACA UUGAUAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAGCUGUAUCAGAUAUCAAGGA AGCUGUA +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 273 CUUGAUAUCUUACACAGACUACAUCUUGAUGAAUGUUUGUAGCUGUAUCAGAUAUCAAGGA intergenic Contig12:924094..924154:-­‐
184 ppc-­‐mir-­‐8347 SOLiD 3.3 mixed	
  stage/dauer UGGCUAUUCCGCGCGAUUCAAACU GGCUAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCGAAUCGUACCAAGUAGCCGGC CGAAUCG +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 261 UGGCUAUUCCGCGCGAUUCAAACUAUUUCAUGAUAGUCGAAUCGUACCAAGUAGCCGGC intergenic Contig117:415732..415790:+
185 ppc-­‐mir-­‐8348 Illumina 223.8 dauer ACUCCGAGUUUCGAUCGGGAAC CUCCGAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCCCGAAGAAUCUCAGAGUCA CCCGAAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 423 14 30.21 ACUCCGAGUUUCGAUCGGGAACAGCAUAUGAGACGAGUUCCCGAAGAAUCUCAGAGUCA intergenic Contig48:232366..232424:+
186 ppc-­‐mir-­‐8349 Illumina 194.5 dauer UUUUGAUUGCACGAUAACGUCA UUUGAUU +	
  /	
  +	
  /	
  +	
  /	
  + CUGCUAUCGAGCCAAUCAAAACC UGCUAUC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 5p 361 9 40.11 UUUUGAUUGCACGAUAACGUCAGAUAGAUGCUGCUGCGAAUUCUGCUGCUAUCGAGCCAAUCAAAACC intergenic Contig474:2504..2571:+
187 ppc-­‐mir-­‐8350 Illumina 39 dauer GGCGACUUGCCCGGAAUCAAAC GCGACUU -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ UGCUUCCGGAGCGAGUCGUCGAA GCUUCCG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 75 1 75 GGCGACUUGCCCGGAAUCAAACAUGAUCAUGUGCUUCCGGAGCGAGUCGUCGAA intergenic Contig2:2834145..2834198:+
188 ppc-­‐mir-­‐8351 Illumina 32.1 dauer UACUCGGCUCUGCCAGUCUUUCA ACUCGGC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGAGACGACAGUGCCGAGAGGC GAGACGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 51 10 5.1 UACUCGGCUCUGCCAGUCUUUCAUGUUGCCUUUUUGUCCUUUGUGAGACGACAGUGCCGAGAGGC intergenic Contig48:231616..231680:+
189 ppc-­‐mir-­‐8352 Illumina 21.6 dauer UGUGCGUCGAUUGAUUGCCAACU GUGCGUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UUGGCAGUGUCUCGAGGCAUAGU UGGCAGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 39 1 39 UGUGCGUCGAUUGAUUGCCAACUGGAUCGUUAAGCACGUUGGCAGUGUCUCGAGGCAUAGU intergenic Contig48:243397..243457:-­‐
190 ppc-­‐mir-­‐8353 Illumina 11.2 dauer AUACAAGUCAGAUUCCUUUUCGC UACAAGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ GAAAUGAGUCUGACUUGUAUGA AAAUGAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 17 3 5.67 AUACAAGUCAGAUUCCUUUUCGCAGUAGAUGAAGUUGCGAAAUGAGUCUGACUUGUAUGA intergenic Contig63:337189..337248:+
191 ppc-­‐mir-­‐8354 Illumina 10.9 dauer UAUGAUUGUCUAGUAUGCAACUGU AUGAUUG -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ GGUUUCUGCUAGAAGUCAUAGC GUUUCUG +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 15 5 3 UAUGAUUGUCUAGUAUGCAACUGUCGAUGUGGAACGCACGGUUUCUGCUAGAAGUCAUAGC intergenic Contig8:2004950..2005010:+
192 ppc-­‐mir-­‐8355 Illumina 6.1 dauer ACUUGCGCCGUUGAACGCUGCU CUUGCGC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAGCGUAAACGGGUCAAGUGC AGCGUAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 8 4 2 ACUUGCGCCGUUGAACGCUGCUCACUGGUCUUGAUUAGCGUAAACGGGUCAAGUGC intergenic Contig6439:32..87:-­‐
193 ppc-­‐mir-­‐8356a Illumina 6.1 dauer AAUUUGAGACUCGCAUGAUUGCA AUUUGAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAUCAUGUUGAUUCUCAAAUUCA AUCAUGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 8 3 2.67 AAUUUGAGACUCGCAUGAUUGCAUAGUAUGAUGAAGAUGUAUCAUGUUGAUUCUCAAAUUCA intergenic Contig48:241613..241674:-­‐
194 ppc-­‐mir-­‐8356b Illumina 19.6 mixed	
  stage/dauer AAUUUGAGAUUCGCGUGGUUGCAU AUUUGAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ CACCAUGGUGAUUCUUGAAUUCA ACCAUGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 23 14 1.64 AAUUUGAGAUUCGCGUGGUUGCAUUAGAAUAUGAUGAAGAUGCACCAUGGUGAUUCUUGAAUUCA intergenic Contig48:241505..241569:-­‐
195 ppc-­‐mir-­‐8357 Illumina 6 dauer UUUUAGUCAGCAGUAGUACAACU UUUAGUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UAUUGCUCCUGCUAACUAAAAGA AUUGCUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 8 2 4 UUUUAGUCAGCAGUAGUACAACUUCAAUGUUGAAUGAAGUAUUGCUCCUGCUAACUAAAAGA intergenic Contig54:12425..12486:-­‐
196 ppc-­‐mir-­‐8358 Illumina 4.8 dauer UCUUUCAGAUUUUUCACCCGACA CUUUCAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGGCCGAAUUUCUGGAAGUCA UUGGCCG +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 51 UCUUUCAGAUUUUUCACCCGACAUGGCAUUUUUGAAUUUACAUGUUUGGCCGAAUUUCUGGAAGUCA intergenic Contig48:232758..232824:+
197 ppc-­‐mir-­‐8359 Illumina 4.4 dauer ACGAGAGAACGAAUGUCUGAUU CGAGAGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AUCAGACAUUCGUUCUCUCGCU UCAGACA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 6 1 6 ACGAGAGAACGAAUGUCUGAUUCGCCCCAUUCCGCUCUCGAAUCAGACAUUCGUUCUCUCGCU intergenic Contig96:432876..432938:+
198 ppc-­‐mir-­‐8360 Illumina 3.8 dauer CCGGCGAGAGACCAUGAGACAGU CGGCGAG -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  + UGUCCAUGCUCUCUCGUCGAUC GUCCAUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 4 1 4 CCGGCGAGAGACCAUGAGACAGUGAGCUCUCUCAAUUGUCCAUGCUCUCUCGUCGAUC intergenic Contig70:230509..230566:-­‐
199 ppc-­‐mir-­‐8361 Illumina 2.3 dauer UCGACAACGUCUGCCCUGUCCCU CGACAAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGACGAGGCGUAGGUUGUUGCAA GACGAGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 2 1 2 UCGACAACGUCUGCCCUGUCCCUUCAAUAGAGAAAGUGACGAGGCGUAGGUUGUUGCAA intergenic Contig35:980300..980358:+
200 ppc-­‐mir-­‐8362 Illumina 2 dauer UCGCUGAUGUUGGACAAAAGU CGCUGAU +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ CGAUGACAGCUUUAAAGAUA GAUGACA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 11 UCGCUGAUGUUGGACAAAAGUGAUUAUUUAGAUCGCGAUGACAGCUUUAAAGAUA intergenic Contig62:559716..559770:-­‐
201 ppc-­‐mir-­‐8363 Illumina 2 dauer UGAAAUUGCGAUUGAGGUUGU GAAAUUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ ACAUUCGAUCGGCAACUCAUG CAUUCGA -­‐	
  /	
  +	
  /	
  +	
  /	
  -­‐ 5p 19 UGAAAUUGCGAUUGAGGUUGUGUCAGAAUAAAAGACCACACAUUCGAUCGGCAACUCAUG intergenic Contig3:3672213..3672272:+
202 ppc-­‐mir-­‐8364a Illumina 15.2 mixed	
  stage/dauer UCUUCAUUCCUCGUACUCUCU CUUCAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AGAGAGUACGUCGAAUGAAGAGA GAGAGUA -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 21 6 3.5 UCUUCAUUCCUCGUACUCUCUCGUCUCUCUGACCGGCGAGAGAGUACGUCGAAUGAAGAGA intergenic Contig14:1802032..1802092:+
203 ppc-­‐mir-­‐8364b-­‐1 Illumina 58.3 mixed	
  stage UCUUCAUUUCGCACACUCUCUC CUUCAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AGAGAGUGUGGGACAUGAAGAGA GAGAGUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 81 31 2.613 UCUUCAUUUCGCACACUCUCUCGUCUCUCUGGCCGCUGAGAGAGUGUGGGACAUGAAGAGA intergenic Contig3:879889..879949:-­‐
204 ppc-­‐mir-­‐8364b-­‐2 Illumina 44.5 mixed	
  stage UCUUCAUUUCGCACACUCUCUC CUUCAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AGAGAGUGUGGGACAUGAAGAGA GAGAGUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 54 31 1.74 UCUUCAUUUCGCACACUCUCUCGCCUCUCUGACCGGUGAGAGAGUGUGGGACAUGAAGAGA intergenic Contig98:55983..56043:-­‐
205 ppc-­‐mir-­‐8364c-­‐1 Illumina 17.5 mixed	
  stage/dauer UCUUCAUUUCACAUACUCUCU CUUCAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AAGAGCCUGUGAAAUCAAGAGA AGAGCCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 18 14 1.29 UCUUCAUUUCACAUACUCUCUCGCUUCUCUGGCCGAUGAAAGAGCCUGUGAAAUCAAGAGA intergenic Contig1:433032..433092:-­‐
206 ppc-­‐mir-­‐8364c-­‐2 Illumina 571.9 mixed	
  stage/dauer UCUUCAUUUCACAUACUCUCU CUUCAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ GAGAGUCUGUGAAAUGAAGAGA AGAGUCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 1105 14 78.93 UCUUCAUUUCACAUACUCUCUCAUCACGGGACCGGCCAAGAGAGUCUGUGAAAUGAAGAGA intergenic Contig7:142199..142259:-­‐
207 ppc-­‐mir-­‐8364d Illumina/SOLiD 528.4 17 mixed	
  stage/dauer CACUUCAUUUCACCUAUUCUCU ACUUCAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ GAGAGUGCGUGAAAUGAAGAGA AGAGUGC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 1009 22 45.86 1 30 0.03 CACUUCAUUUCACCUAUUCUCUCGCCAUUCGACCGAACGAGAGAGUGCGUGAAAUGAAGAGA intergenic Contig3:1628308..1628369:+
208 ppc-­‐mir-­‐8364e Illumina 15.3 dauer UCUUCAUUUGUCGUACUCUCUC CUUCAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AGAGAGUACGUGAAAUGAGGAGA GAGAGUA -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 5p 15 12 1.25 UCUUCAUUUGUCGUACUCUCUCAUCGGACAGAGUGACGAGAGAGUACGUGAAAUGAGGAGA intron	
  (+) CUFF_17906 Contig56:704367..704427:-­‐
209 ppc-­‐mir-­‐8364f Illumina 29.6 mixed	
  stage UCUUCAUUCUCCACACUCUCUCG CUUCAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AGACAGUGUGGAAAAUGAAGAGA GACAGUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 51 4 12.75 UCUUCAUUCUCCACACUCUCUCGCCCGAUCGAGUGGCCGAGACAGUGUGGAAAAUGAAGAGA intergenic Contig68:139661..139722:-­‐
210 ppc-­‐mir-­‐8364g Illumina 26.5 mixed	
  stage UCUUCAUUUCCCACACUCUCU CUUCAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AGAGAGUGUGGAAAAGGAAGAGA GAGAGUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 24 23 1.04 UCUUCAUUUCCCACACUCUCUCACCGGUCAGAGAGGCGAGAGAGUGUGGAAAAGGAAGAGA intergenic Contig8859:20..80:+
211 ppc-­‐mir-­‐8364h Illumina 135.6 mixed	
  stage CCUUCAUUUCACGUACUCUCUCG CUUCAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AGAGAGUGUGCAAAAUGAAGAGA GAGAGUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 182 80 2.275 CCUUCAUUUCACGUACUCUCUCGCCGGUCAGAGAGGCGAGAGAGUGUGCAAAAUGAAGAGA intergenic Contig0:2799570..2799630:-­‐
212 ppc-­‐mir-­‐8364i SOLiD 7.4 mixed	
  stage UCUUCAUUUCACGUGCUCACUCA CUUCAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AGAGAGUGUGCGAAAUGAGGAGAG GAGAGUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 7 6 1.17 UCUUCAUUUCACGUGCUCACUCACCGGCCCGAGAGGCGAGAGAGUGUGCGAAAUGAGGAGAG intergenic Contig7:1851814..1851875:-­‐
213 ppc-­‐mir-­‐8364j Illumina 578.1 mixed	
  stage/dauer UCUUCAUUUCUCACGUGCUCUCU CUUCAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ GAGAGUGUGCGAAAUGAAGAGA AGAGUGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 1114 15 74.27 UCUUCAUUUCUCACGUGCUCUCUCACCGGUCAGAGAGGCGAGAGAGUGUGCGAAAUGAAGAGA intergenic Contig6639:9..71:+;	
  Contig108:282594..282656:-­‐
214 ppc-­‐mir-­‐8364k Illumina 573.7 mixed	
  stage UCUUUAUUUCCCAUACUCUCUCA CUUUAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ GAGAGUCUGUGAAAUGAAGAGA AGAGUCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 1120 3 373.33 UCUUUAUUUCCCAUACUCUCUCACCGGGCAGAGAGGUGAGAGAGUCUGUGAAAUGAAGAGA intron	
  (-­‐) TCONS_00010155 Contig2:1488140..1488200:-­‐
215 ppc-­‐mir-­‐8364l Illumina 11.7 dauer CCUCGGUUUGCACGCUCUCUCG CUCGGUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AGAGAGCACGCGAAUCGAGGAG GAGAGCA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 18 2 9 CCUCGGUUUGCACGCUCUCUCGGCGAUCAGGCAGACGAGAGAGCACGCGAAUCGAGGAG intergenic Contig3:2828307..2828365:-­‐
216 ppc-­‐mir-­‐8364m Illumina 13.1 mixed	
  stage UCUUCAUUUCCCGUGCUCUCUCA CUUCAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AGAUAGUGUAGGAAAUGAAGAGA GAUAGUG +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 19 5 3.8 UCUUCAUUUCCCGUGCUCUCUCACCGGUCAGAGCUGUGAGAUAGUGUAGGAAAUGAAGAGA intergenic Contig88:372139..372199:-­‐
217 ppc-­‐mir-­‐8364n Illumina 225.1 mixed	
  stage/dauer UCUUCAUUCCACAUGCUUUCUCA CUUCAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ GAUAGCGUAUGGAAUGAAGAGA AUAGCGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 438 2 219 UCUUCAUUCCACAUGCUUUCUCAGCCAAUCAAGCAGACGAGAUAGCGUAUGGAAUGAAGAGA intergenic Contig35:1383818..1383879:+
218 ppc-­‐mir-­‐8364o Illumina 20.5 mixed	
  stage CCAUUUCGCGCACUCUCUCACC CAUUUCG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ CGAGAGAGCUCGGGAAAUGAAG GAGAGAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 36 2 18 CCAUUUCGCGCACUCUCUCACCGGUCAGAGAGGCGAGAGAGCUCGGGAAAUGAAG intergenic Contig17:1100673..1100727:+
219 ppc-­‐mir-­‐8364p Illumina 17.5 mixed	
  stage UCCAUUUCCCAUGCUCUCUCGC CCAUUUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ CGAGAGAGCAAGUGAACUGGAGA GAGAGAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 31 1 31 UCCAUUUCCCAUGCUCUCUCGCCUGCCAGAAAGGGCGAGAGAGCAAGUGAACUGGAGA intergenic Contig69:476435..476492:+
220 ppc-­‐mir-­‐8364q Illumina 156.3 mixed	
  stage UCCAUUUCACACGCUCUCUCGCC CCAUUUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ CGAGAUAGCGUGUGAACUGGAGA GAGAUAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 283 21 13.48 UCCAUUUCACACGCUCUCUCGCCAUGUCUAACCGACGAGAUAGCGUGUGAACUGGAGA intron	
  (+) CUFF_22318 Contig84:265376..265433:+
221 ppc-­‐mir-­‐8364r Illumina 13.8 dauer UCUUCAUUCCACGUACUGUCU CUUCAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ GAGAGCAUGCAAAAUGAAGAG AGAGCAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 25 1 25 UCUUCAUUCCACGUACUGUCUCACCGAUCAGAGUAACGAGAGAGCAUGCAAAAUGAAGAG intron	
  (+) CUFF_6306 Contig15:525440..525499:-­‐
222 ppc-­‐mir-­‐8364s Illumina 7.3 dauer UCUUCAUUCCGCGUGCUGUCU CUUCAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AGAGAGCAUGCGAAAUGAAGAG GAGAGCA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 9 3 3 UCUUCAUUCCGCGUGCUGUCUCACUGGUCAGAAAGGCGAGAGAGCAUGCGAAAUGAAGAG intergenic Contig60:448585..448644:-­‐
223 ppc-­‐mir-­‐8364t Illumina 3.3 dauer UCUUCAUUCCGAAUGAUCUCU CUUCAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AGAUCACGCGAAAUGAAGAGA GAUCACG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 4 1 4 UCUUCAUUCCGAAUGAUCUCUAGUCGGUCAAAGAAAGUGAGAGAUCACGCGAAAUGAAGAGA intergenic Contig19:1632483..1632544:-­‐
224 ppc-­‐mir-­‐8364u Illumina 25.3 mixed	
  stage/dauer UCUCUCCAUUCCGCGUGCUCCCU CUCUCCA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + AGAGCUCGCGAUAUGAAGAGGC GAGCUCG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 47 1 47 UCUCUCCAUUCCGCGUGCUCCCUCGUCGGUUAGAGAUGAGGAGAGAGCUCGCGAUAUGAAGAGGC intergenic Contig474:3027..3091:+
225 ppc-­‐mir-­‐8364v SOLiD 30.2 mixed	
  stage CUCUCCAUUUCACAUGCUCUCUC UCUCCAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AAAGCAUGCGACAUGAGGAGAG AAGCAUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 52 5 10.4 CUCUCCAUUUCACAUGCUCUCUCACCGGUCAGAGAGGCGAGAAAGCAUGCGACAUGAGGAGAG intergenic Contig20:1514297..1514359:+
226 ppc-­‐mir-­‐8364w Illumina 17.2 mixed	
  stage UCUUCAUUCCAUACGCUAUCUCG CUUCAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AAAGCAUGUGGAAUGAAGAAAG AAGCAUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 27 5 5.4 UCUUCAUUCCAUACGCUAUCUCGUCUGCUUGAUUGGCUGAGAAAGCAUGUGGAAUGAAGAAAG intergenic Contig35:1383815..1383877:-­‐
227 ppc-­‐mir-­‐84c Illumina/SOLiD 52.4 86.6 mixed	
  stage UGAGGUAGUUAAGAAAGACCGA GAGGUAG +	
  /	
  +	
  /	
  +	
  /	
  + GCUCUUUCGCUUCUACCUCGGC CUCUUUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 54 47 1.15 15 146 0.1 UGAGGUAGUUAAGAAAGACCGAUGGCAUGGAAUUACUCGCUCUUUCGCUUCUACCUCGGC intergenic Contig97:108163..108224:-­‐
228 ppc-­‐mir-­‐84d Illumina/SOLiD 261.6 318.1 mixed	
  stage/dauer AGAGGUAGUAUGUAAUACUGCAA GAGGUAG +	
  /	
  +	
  /	
  +	
  /	
  + GCAUAUUCACACUGCCUCCCC CAUAUUC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 508 4 127 534 89 6 AGAGGUAGUAUGUAAUACUGCAAUGCCCCGAUGGGAUUCAUUUGCAUAUUCACACUGCCUCCCC intergenic Contig44:627771..627834:-­‐
229 ppc-­‐mir-­‐84e SOLiD 359.7 mixed	
  stage/dauer UGAGGUAGUUAAGAAUAGCACU GAGGUAG +	
  /	
  +	
  /	
  +	
  /	
  + UGCAUUCUUAUCCUGUCUCAGC GCAUUCU -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 5p 695 2 347.5 UGAGGUAGUUAAGAAUAGCACUGCUAUUCACGAAGAGCAAGUGCAUUCUUAUCCUGUCUCAGC intergenic Contig16134:353..415:+
230 ppc-­‐mir-­‐84f Illumina 2.9 dauer UGAGGUAGUUAUAAAUGAAGUGA GAGGUAG +	
  /	
  +	
  /	
  +	
  /	
  + AUUCUGUUCAUUUUUUCUACCUCACCUUCUGUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 176 UGAGGUAGUUAUAAAUGAAGUGAUGACCAUGCAACAUUCUGUUCAUUUUUUCUACCUCACC intergenic Contig44:628085..628145:-­‐

**Nematoda/Arthropoda/Lophotrochozoa/Vertebrata
***	
  (+)	
  sense;	
  (-­‐)	
  antisense

Number	
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  readsNumber	
  of	
  Illumina	
  reads5'	
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Table	
  B.3.3:	
  Newly	
  identified	
  miRNAs	
  in	
  S.	
  ratti.

Nr ID miRDeep2	
  score Sample	
  type Sequence Seed	
  (2-­‐8) Seed	
  conservation	
  profile** Sequence Seed	
  (2-­‐8) Seed	
  conservation	
  profile** miRDeep2	
  predicted	
  mature miRNA miRNA* miRNA/miRNA*	
  ratio Precursor
1 str-­‐bantam 54929.1 mixed	
  stage/iL3 UGUGAUUUCAAAUGGACUCCAGA GUGAUUU -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ UGAGAUCAUUCUGAAAUCACGAU GAGAUCA +	
  /	
  +	
  /	
  +	
  /	
  -­‐ 3p 104573 3161 33.08 UGUGAUUUCAAAUGGACUCCAGAUUAUUUUAUAGACAUCUGAGAUCAUUCUGAAAUCACGAU
2 str-­‐lin-­‐4 33268.2 mixed	
  stage/iL3 UCCCUGAGACUCUACUUGUGA CCCUGAG +	
  /	
  +	
  /	
  +	
  /	
  + CCAAGUUAGAUGAUCAGGUACC CAAGUUA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 64696 554 116.8 UCCCUGAGACUCUACUUGUGACAGAUUUAAUAUGUCCCAAGUUAGAUGAUCAGGUACC
3 str-­‐mir-­‐1 383730.3 mixed	
  stage/iL3 CAUGCUUCUUUAUAGUGCCAUA AUGCUUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGGAAUGUAAAGAAGUAUGCA GGAAUGU +	
  /	
  +	
  /	
  +	
  /	
  + 3p 752651 16 47041 CAUGCUUCUUUAUAGUGCCAUAUAGCAAGAGAACUUAUGGAAUGUAAAGAAGUAUGCA
4 str-­‐mir-­‐1175 3800.8 mixed	
  stage/iL3 CGGUGAAGAAGAGAAUCUGACU GGUGAAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGAGAUUCUCUUUUCUUCAUUC GAGAUUC +	
  /	
  +	
  /	
  +	
  /	
  -­‐ 5p 5917 1538 3.847 CGGUGAAGAAGAGAAUCUGACUUAGAAUAUGAAUCAAGUGAGAUUCUCUUUUCUUCAUUC
5 str-­‐mir-­‐124 471.9 mixed	
  stage CGCUUUCAUCCGUGACUUUAGA GCUUUCA +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAAGGCACGCGGUGAAUGC AAGGCAC +	
  /	
  +	
  /	
  +	
  /	
  + 5p 493 434 1.136 CGCUUUCAUCCGUGACUUUAGAAGAGUCUUAUAUCACUAAGGCACGCGGUGAAUGC
6 str-­‐mir-­‐184 458.6 mixed	
  stage/iL3 ACUUAUCAACUUCAUGCCUUGU CUUAUCA -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  + UGGACGGAAGUUUGAUAAGAGA GGACGGA +	
  /	
  +	
  /	
  +	
  /	
  + 3p 903 2 452 ACUUAUCAACUUCAUGCCUUGUUUAAAAUUUUUAUAAAACUGGACGGAAGUUUGAUAAGAGA
7 str-­‐mir-­‐2 3.6 mixed	
  stage/iL3 UUCAAAAGACUGUGUUUCAGGA UCAAAAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAUCACAGUUAUUUUGAAUCUG AUCACAG +	
  /	
  +	
  /	
  +	
  /	
  -­‐ 3p 110 9 12.22 UUCAAAAGACUGUGUUUCAGGAUAUGUAAAUUAUGUAUCACAGUUAUUUUGAAUCUG
8 str-­‐mir-­‐234 2.5 mixed	
  stage AUAGGUAUUCUCAAACAAUUGCAUUA UAGGUAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UUAUUGCUUGAGAAUGCACAU UAUUGCU +	
  /	
  +	
  /	
  -­‐	
  /	
  + 3p 21 2 11 AUAGGUAUUCUCAAACAAUUGCAUUAUCUUAUAAAUUGUUAUUGCUUGAGAAUGCACAU
9 str-­‐mir-­‐236 25576.3 mixed	
  stage/iL3 CGUCAUUAUCGCAGCUAUUAGA GUCAUUA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAAUACUGUCAGGUAAUGACGCU AAUACUG +	
  /	
  +	
  /	
  +	
  /	
  + 3p 43000 7159 6.006 CGUCAUUAUCGCAGCUAUUAGAGACAUUUUGAUUGCUUUAAUACUGUCAGGUAAUGACGCU
10 str-­‐mir-­‐240 241.1 mixed	
  stage/iL3 AGAAGUUUGGUAGUCAUGAACA GAAGUUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UACUGGCCUUCAAACUUCUUA ACUGGCC +	
  /	
  +	
  /	
  +	
  /	
  + 5p 401 78 5.141 AGAAGUUUGGUAGUCAUGAACAUAAUACUUUUAAAAUGUACUGGCCUUCAAACUUCUUA
11 str-­‐mir-­‐252a 41988.9 mixed	
  stage/iL3 UUAAGUAGUUGUGCCGUAGGUCG UAAGUAG +	
  /	
  +	
  /	
  +	
  /	
  -­‐ ACCUACACACGGCUCCUUAAGA CCUACAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 82338 19 4334 UUAAGUAGUUGUGCCGUAGGUCGUCGUUAAUAGUGAAUCGACCUACACACGGCUCCUUAAGA
12 str-­‐mir-­‐252b 4918.7 mixed	
  stage/iL3 UUAAGUAGUAGUGCCGCAGGUUG UAAGUAG +	
  /	
  +	
  /	
  +	
  /	
  -­‐ ACCUUCACACCACUGCUUAAU CCUUCAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 9642 7 1377 UUAAGUAGUAGUGCCGCAGGUUGGAAAAUAUGAUAUCACAACCUUCACACCACUGCUUAAU
13 str-­‐mir-­‐255 53.7 mixed	
  stage GUAAGAAGUCAAAUCGGUUUC UAAGAAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + AAACUGAAUUGAUUCCUUACAG AACUGAA +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 95 18 5.278 GUAAGAAGUCAAAUCGGUUUCAGAGAUGUUCUUAAACUGAAUUGAUUCCUUACAG
14 str-­‐mir-­‐279 4.8 mixed	
  stage/iL3 CAAGGUAAUUUCAUAGUCAUG AAGGUAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UGACUAGAACAUUACUUUG GACUAGA +	
  /	
  +	
  /	
  +	
  /	
  -­‐ 3p 1017 15 68 CAAGGUAAUUUCAUAGUCAUGGUUUAUUGACAGGCGCAUGACUAGAACAUUACUUUG
15 str-­‐mir-­‐34a 7022.8 mixed	
  stage/iL3 UGGCAGUGUGGUUAGCUGGUUG GGCAGUG +	
  /	
  +	
  /	
  +	
  /	
  + ACAGCUCACUCAACUGCCAAG CAGCUCA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 12715 1044 12.18 UGGCAGUGUGGUUAGCUGGUUGUGAUUUUUUAGACGCUCAACAGCUCACUCAACUGCCAAG
16 str-­‐mir-­‐34b 9808 mixed	
  stage/iL3 UGGCAGUGUAGUUAGCUGGUUG GGCAGUG +	
  /	
  +	
  /	
  +	
  /	
  + ACAGCUUACCAAAUUGCCAUC CAGCUUA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 19189 43 446.3 UGGCAGUGUAGUUAGCUGGUUGAUGUUUUAAAAAUCAACAGCUUACCAAAUUGCCAUC
17 str-­‐mir-­‐34c 20855.3 iL3 UGGCAGUGUGAUUAGCUGGUUG GGCAGUG +	
  /	
  +	
  /	
  +	
  /	
  + ACAGCUCAUUAAACUGCCUCU CAGCUCA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 39427 1452 27.15358 UGGCAGUGUGAUUAGCUGGUUGAAGAAGAUUAUAAAUUCAACAGCUCAUUAAACUGCCUCU
18 str-­‐mir-­‐360 41.1 mixed	
  stage UUGUGACCGUUGUAACGGCUAUUC UGUGACC +	
  /	
  +	
  /	
  +	
  /	
  -­‐ AUGUCGGAUACAAUGAGCACAAA UGUCGGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 68 14 4.857 UUGUGACCGUUGUAACGGCUAUUCAAUAUUAGUAUAAAAGAAUGUCGGAUACAAUGAGCACAAA
19 str-­‐mir-­‐37a 65.8 mixed	
  stage/iL3 AGUGAAUGUUACUUCGGUAAUG GUGAAUG +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UCACCGGGUAUACAUUCAUCAA CACCGGG +	
  /	
  +	
  /	
  +	
  /	
  + 3p 124 5 25 AGUGAAUGUUACUUCGGUAAUGGAAUUUUUGAAAUCACAUCACCGGGUAUACAUUCAUCAA
20 str-­‐mir-­‐37b 10.1 mixed	
  stage AAGUAAUUGUUUCCAUGUUGAU AGUAAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCACCGGGAAUACAAUUACCAAU CACCGGG +	
  /	
  +	
  /	
  +	
  /	
  + 3p 26 1 26 AAGUAAUUGUUUCCAUGUUGAUUUAUUGUUAAAUAACUCACCGGGAAUACAAUUACCAAU
21 str-­‐mir-­‐40 476.8 mixed	
  stage AGAGUUUGUCGGCAUGGUGACU GAGUUUG -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  + UCACCGGGUGUACGAAUUCUCA CACCGGG +	
  /	
  +	
  /	
  +	
  /	
  + 3p 929 7 132.7 AGAGUUUGUCGGCAUGGUGACUUAUAAUUGUUUAAGUAAUUCACCGGGUGUACGAAUUCUCA
22 str-­‐mir-­‐47 1452.5 mixed	
  stage/iL3 UAGGAGAGCUGUCUUUGUCGGU AGGAGAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGUCAUGGAGUAGCUCUCUUAGA GUCAUGG +	
  /	
  +	
  /	
  +	
  /	
  + 3p 2719 122 22.29 UAGGAGAGCUGUCUUUGUCGGUUGAAUAUUAGAAAGUCUACUGUCAUGGAGUAGCUCUCUUAGA
23 str-­‐mir-­‐50 237597.9 mixed	
  stage/iL3 UGAUAUGUCUGGUAUUCUUGGGU GAUAUGU +	
  /	
  +	
  /	
  +	
  /	
  + CGAGUAAUAUUAGACAUAUCGAG GAGUAAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 465754 275 1694 UGAUAUGUCUGGUAUUCUUGGGUUGAUCUGGUCCAGCCGAGUAAUAUUAGACAUAUCGAG
24 str-­‐mir-­‐5359 10099 mixed	
  stage UCUGGGAUUGUUUAUCUUGGUA CUGGGAU +	
  /	
  -­‐	
  /	
  +	
  /	
  -­‐ CAAGAAUAAACAUUCCUUGAC AAGAAUA -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 5p 19812 1 19812 UCUGGGAUUGUUUAUCUUGGUAUCCAUGAGAUGAUACAAGAAUAAACAUUCCUUGAC
25 str-­‐mir-­‐58 32 mixed	
  stage/iL3 AUGACACUGAAUGAACUGACG UGACACU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGAGAUCAUAUUAGUGUCAUUU GAGAUCA +	
  /	
  +	
  /	
  +	
  /	
  -­‐ 5p 40 22 1.818 AUGACACUGAAUGAACUGACGUAUCAAGAGAAUCGUGAGAUCAUAUUAGUGUCAUUU
26 str-­‐mir-­‐71 53590.3 mixed	
  stage/iL3 UGAAAGACAUGGGUAGUGAGACG GAAAGAC +	
  /	
  +	
  /	
  +	
  /	
  -­‐ UAUCACUAUUCUGUUUUUCUCC AUCACUA +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 104296 811 128.6 UGAAAGACAUGGGUAGUGAGACGAUGAGUUUGAAUUCCGUAUCACUAUUCUGUUUUUCUCC
27 str-­‐mir-­‐72 14402.9 mixed	
  stage/iL3 AGGCAAGAUGUUGGCAUAGCUGA GGCAAGA +	
  /	
  +	
  /	
  +	
  /	
  + AGUUAUGCUAUAUGUUGCCAGA GUUAUGC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 28171 72 391.3 AGGCAAGAUGUUGGCAUAGCUGAUAGUCGAAAAUUAUUCAGUUAUGCUAUAUGUUGCCAGA
28 str-­‐mir-­‐76 1132.4 mixed	
  stage/iL3 CGAGUUUCGUGAUGUCGAAUA GAGUUUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUCGUUGUUACUGAAACUCGUC UCGUUGU +	
  /	
  +	
  /	
  +	
  /	
  -­‐ 3p 2204 18 122.4 CGAGUUUCGUGAUGUCGAAUAAAAGUUUGAUAAUCUAAUUCGUUGUUACUGAAACUCGUC
29 str-­‐mir-­‐7880a 277185.5 mixed	
  stage/iL3 CAGUUGGAUCGAUCAGCAAAAA AGUUGGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGCGACUGUAUCCAAACUACG UUGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 543011 681 797.4 CAGUUGGAUCGAUCAGCAAAAAACGUUUAAAAAUUUUUUGCGACUGUAUCCAAACUACG
30 str-­‐mir-­‐7880b-­‐1 78572.4 mixed	
  stage/iL3 UGGCUUGGAUCUUUCUGCAAACA GGCUUGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGCGACCGAAUCCAGGCCACG UUGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 116713 37402 3.121 UGGCUUGGAUCUUUCUGCAAACAUGUUUCAAAUACAUUUUUGCGACCGAAUCCAGGCCACG
31 str-­‐mir-­‐7880b-­‐2 62394.3 mixed	
  stage/iL3 UGGUUGGAUCGAUCUGCAAACA GGUUGGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGCGACCGAAUCCAGGCCACG UUGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 116713 5671 20.58 UGGUUGGAUCGAUCUGCAAACAUGAUAUGUAAUCGUUUUUGCGACCGAAUCCAGGCCACG
32 str-­‐mir-­‐7880b-­‐3 61770 mixed	
  stage/iL3 UGGUUGGAUCAGUUUGCAAACA GGUUGGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGCGACCGAAUCCAGGCCACG UUGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 117347 3813 30.78 UGGUUGGAUCAGUUUGCAAACAUAUAAUCUUCAAAUUUUUUUGCGACCGAAUCCAGGCCACG
33 str-­‐mir-­‐7880b-­‐4 59956.4 mixed	
  stage/iL3 UGGUUGGAUCGAUCAGCAAAUA GGUUGGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGCGACCGAAUCCAGGCCACG UUGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 117108 494 237.1 UGGUUGGAUCGAUCAGCAAAUACACAUUAGAUAAUGUCUUUGCGACCGAAUCCAGGCCACG
34 str-­‐mir-­‐7880c 58702.6 mixed	
  stage/iL3 UGGCUGGAGUUGGAGCAAAUG GGCUGGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UUUGCGACCGAAUCCAAGCCUGA UUGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 106158 8984 11.8 UGGCUGGAGUUGGAGCAAAUGUAGUUUUGUAUCCUAAAUUUGCGACCGAAUCCAAGCCUGA
35 str-­‐mir-­‐7880d 53915.3 mixed	
  stage/iL3 GAUUGGGUCAGGCAGCAAAUA AUUGGGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGCGACUGUAUCCACAUCACU UUGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 105521 231 456.8 GAUUGGGUCAGGCAGCAAAUAUACUUUUUUAAGAAUGUUUAUUUGCGACUGUAUCCACAUCACU
36 str-­‐mir-­‐7880e-­‐1 46432.5 mixed	
  stage/iL3 UGGACUGGAUAGUUGCAAACA GGACUGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UUUGCGACCAAAUCCAGGCCACG UUGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 68588 22487 3.05 UGGACUGGAUAGUUGCAAACAUAAUCUUUAUUUAUUUUUGCGACCAAAUCCAGGCCACG
37 str-­‐mir-­‐7880e-­‐2 35306.1 mixed	
  stage/iL3 UGGUUGGAAUGGUCAGCAAAUA GGUUGGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGCGACCAAAUCCAGGCCACG UUGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 68579 672 102.1 UGGUUGGAAUGGUCAGCAAAUAUAUUUUUAUAUAAGUAUAUACAUUAUUUGCGACCAAAUCCAGGCCACG
38 str-­‐mir-­‐7880f 45295.1 mixed	
  stage/iL3 GGCCUGGUUAGUCGCAAAGA GCCUGGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGCGAUUGUUUCCAGGCCAGC UUGCGAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 82925 5918 14.01 GGCCUGGUUAGUCGCAAAGAAUUUUUCAGUGAUUCUUUGCGAUUGUUUCCAGGCCAGC
39 str-­‐mir-­‐7880g 44042.4 mixed	
  stage GGUCAGAUGAGGUCUGCAAAUU GUCAGAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGCGACUAAAUUUGGACCAA UUGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 86334 54 1599 GGUCAGAUGAGGUCUGCAAAUUAAUAUUCAGAAACAUAAUUUGCGACUAAAUUUGGACCAA
40 str-­‐mir-­‐7880h 40604.6 mixed	
  stage GGUUAGGAUCAGUUUGGCAAAUA GUUAGGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UUUGCGACUGUAUCCAAAACCCA UUGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 72666 6978 10.41 GGUUAGGAUCAGUUUGGCAAAUAUAAAGUUUAAAUUAUUAUUUGCGACUGUAUCCAAAACCCA
41 str-­‐mir-­‐7880i 39651 mixed	
  stage/iL3 GGUCUAGUGAUGGUAGCAAAUU GUCUAGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGCGACCAAUCCAGGACCCG UUGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 77388 387 200 GGUCUAGUGAUGGUAGCAAAUUAGUAUAUUGAAAACUAAAUUUGCGACCAAUCCAGGACCCG
42 str-­‐mir-­‐7880j 11288.7 mixed	
  stage/iL3 UGGUCGGAAUAGUUGCAAAUU GGUCGGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGCGACCUAUUUCCAGGCUACU UUGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 16501 5640 2.926 UGGUCGGAAUAGUUGCAAAUUUUAUUCUAAUUUUUUAAUUUGCGACCUAUUUCCAGGCUACU
43 str-­‐mir-­‐7880k 8258 mixed	
  stage/iL3 GGUCAGAAAUGGUUGCAAAUUAGUAG GUCAGAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGUGACCUUUCAAUGAUCAG UUGUGAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 16008 188 85.15 GGUCAGAAAUGGUUGCAAAUUAGUAGUUUGAAGACUAAUUUGUGACCUUUCAAUGAUCAG
44 str-­‐mir-­‐7880l 6367.6 mixed	
  stage/iL3 GGCUUAGGAUGGUGCAAAUU GCUUAGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGCGACCAUAUCCAAAGCCCGU UUGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 12367 122 101.4 GGCUUAGGAUGGUGCAAAUUUAUUAUUUUUAAAUUAAUUUGCGACCAUAUCCAAAGCCCGU
45 str-­‐mir-­‐7880m 5917.5 mixed	
  stage/iL3 GGUCGGUAGAAGAAGCAAAUU GUCGGUA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGCGCUCGAUACCUGACCAC UUGCGCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 11374 233 48.82 GGUCGGUAGAAGAAGCAAAUUAAAUAUUUUUGUAAAUUCAAUUUGCGCUCGAUACCUGACCAC
46 str-­‐mir-­‐7880n 5057 mixed	
  stage/iL3 UGAUGGAUAAGGAGCAAAUU GAUGGAU -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  + UUUGCAACUUUAUCCAUUUCACU UUGCAAC +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 9292 625 15 UGAUGGAUAAGGAGCAAAUUUGAUUGAGAAAACUUUAAUUUGCAACUUUAUCCAUUUCACU
47 str-­‐mir-­‐7880o 4426 mixed	
  stage/iL3 UGGUUGGAUGAGAAGCAAAUU GGUUGGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGCGACUAUAUCCAGGCCAUU UUGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 7799 882 8.842 UGGUUGGAUGAGAAGCAAAUUUUGUUUUUACUUAUUCAAUUUGCGACUAUAUCCAGGCCAUU
48 str-­‐mir-­‐7880p 4014.5 mixed	
  stage/iL3 GGCCAGUGAUGUCUCAAGUU GCCAGUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGGGACCAUAUCUGUGCCAG UUGGGAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 7865 11 715 GGCCAGUGAUGUCUCAAGUUUGACUUUGGAUCUUAAUUUGGGACCAUAUCUGUGCCAG
49 str-­‐mir-­‐7880q 3484.8 mixed	
  stage/iL3 GGCUGGUUAGGCUGCAAAUC GCUGGUU +	
  /	
  +	
  /	
  +	
  /	
  + UUUGCGACCAAAAUCAUGCCAC UUGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 6755 79 85.51 GGCUGGUUAGGCUGCAAAUCUGGCUUUAGAUCAUAUUUGCGACCAAAAUCAUGCCAC
50 str-­‐mir-­‐7880r 2432 mixed	
  stage/iL3 UGGCUGGGUUGCUCUGCAAAAA GGCUGGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UUUGCGACCAAUCCAAGCCAAA UUGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 3872 897 4.317 UGGCUGGGUUGCUCUGCAAAAAUGUUUUUAAUAUACAGUUUUUGCGACCAAUCCAAGCCAAA
51 str-­‐mir-­‐7880s 2224.2 mixed	
  stage/iL3 UGGCUGGAAAGGCUGCAAAUU GGCUGGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UUUGCGACCUAUAUCCAGGCCACG UUGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 4311 46 93.72 UGGCUGGAAAGGCUGCAAAUUAAGCUUUUGAUUCUAAAUUUGCGACCUAUAUCCAGGCCACG
52 str-­‐mir-­‐7880t 1770.2 mixed	
  stage/iL3 GCACUUGGUUGGAAGCAAAUA CACUUGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UUUGCGACCAAAUCAUGUGCAU UUGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 3403 67 50.79 GCACUUGGUUGGAAGCAAAUAUGAUAUAAGUUAAUUUUUGUAAUUAAUUUAAAAUAUUAUUUGCGACCAAAUCAUGUGCAU
53 str-­‐mir-­‐7880u 1266.6 mixed	
  stage UGCCCCAGUAAGGCCACAAAU GCCCCAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGCGACCAUUCCAGGGCUA UUGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 2483 3 827.7 UGCCCCAGUAAGGCCACAAAUUUAGUUUUAUAGUUUAAUUUGCGACCAUUCCAGGGCUA
54 str-­‐mir-­‐7880v 962.6 mixed	
  stage GGUCGGAUGAUUAUUGCGAAUU GUCGGAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGCGAUAACAUUCAAGACCAA UUGCGAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 1025 862 1.189 GGUCGGAUGAUUAUUGCGAAUUAGUUAUUUUUAUACUUAAUUUGCGAUAACAUUCAAGACCAA
55 str-­‐mir-­‐7880w 659 mixed	
  stage/iL3 GACAGGAAUUCUAAUUGCAAAUU ACAGGAA -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ UUUGCAAAGUAUAUCCAAGUCGA UUGCAAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 1236 61 20.26 GACAGGAAUUCUAAUUGCAAAUUGAUUUUUUUAAAUGUCAAUUUGCAAAGUAUAUCCAAGUCGA
56 str-­‐mir-­‐7880x 1.2 mixed	
  stage/iL3 UGGCCUGGAUUCGGUCGCAAAGA GGCCUGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGCUGAUCGAUCCAACCAUG UUGCUGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 36 UGGCCUGGAUUCGGUCGCAAAGACAUUAUCUAAUGUGUAUUUGCUGAUCGAUCCAACCAUG
57 str-­‐mir-­‐7880y 0.5 iL3 GGUCAGAUGAUGUCCACAAAUU GUCAGAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGCGACUAAAUCUAGACC UUGCGAC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 48402 1 48402 GGUCAGAUGAUGUCCACAAAUUAGUAUUUAAGAAACUUAAUUUGCGACUAAAUCUAGACC
58 str-­‐mir-­‐81a 38004.2 mixed	
  stage/iL3 AUGGGUCUAUAUGAUUCUCAUG UGGGUCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGAGAUCAUGUUAGACUCAUAU GAGAUCA +	
  /	
  +	
  /	
  +	
  /	
  -­‐ 3p 69832 4705 14.8 AUGGGUCUAUAUGAUUCUCAUGUUAAUUGAUAAUAUCAUGAGAUCAUGUUAGACUCAUAU
59 str-­‐mir-­‐81b 25304.7 mixed	
  stage/iL3 AUGGGCCUAUGUGUGUCUCGUG UGGGCCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UGAGAUCAUAUUAGACCCAUCU GAGAUCA +	
  /	
  +	
  /	
  +	
  /	
  -­‐ 3p 45534 4022 11.32 AUGGGCCUAUGUGUGUCUCGUGGUGGAUUUUAUGAUAUAGCCAUGAGAUCAUAUUAGACCCAUCU
60 str-­‐mir-­‐81c 20433.5 mixed	
  stage/iL3 AUAGGUCUAUUUGCUUUCUCAUG UAGGUCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGAGAUCAAAUUAGACUUAUCG GAGAUCA +	
  /	
  +	
  /	
  +	
  /	
  -­‐ 3p 37127 2945 12.61 AUAGGUCUAUUUGCUUUCUCAUGUUGAUUAUAAUUUCAUGAGAUCAAAUUAGACUUAUCG
61 str-­‐mir-­‐8365 87507.9 mixed	
  stage/iL3 CACUCCUUUUCGUUUGCUAAUA ACUCCUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AUAGGAAAUGAAUAAGGAGAAU UAGGAAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 171578 66 2600 CACUCCUUUUCGUUUGCUAAUAUUUGUUUCUAGAAAAUAUAGGAAAUGAAUAAGGAGAAU
62 str-­‐mir-­‐8366a 73804.7 mixed	
  stage/iL3 ACAGUAUUGACUAACGUGUAUG CAGUAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UACCCGUAGUCCAAUGCUGUCA ACCCGUA +	
  /	
  +	
  /	
  +	
  /	
  + 3p 142504 2252 63.28 ACAGUAUUGACUAACGUGUAUGUCGUUCUUGGAAGUCCUACCCGUAGUCCAAUGCUGUCA
63 str-­‐mir-­‐8366b 2820.4 mixed	
  stage ACAGUAUUGAUAUGUGGGUGAC CAGUAUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UACCCGUAAUCCAAUGCUGCAA ACCCGUA +	
  /	
  +	
  /	
  +	
  /	
  + 3p 4388 1140 3.849 ACAGUAUUGAUAUGUGGGUGACAGAUUUUAAAUUCAUGUACCCGUAAUCCAAUGCUGCAA
64 str-­‐mir-­‐8367 37049.4 mixed	
  stage/iL3 GAGUCAAGUAAUCUUGGUUAAA AGUCAAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAACCGGAUAUAUUUGACUACAG AACCGGA +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 72670 1 72670 GAGUCAAGUAAUCUUGGUUAAAAAUAUCAAAUCUCUUUAACCGGAUAUAUUUGACUACAG
65 str-­‐mir-­‐8368 29662.6 mixed	
  stage/iL3 UCCCUGAGAUUUCAUAUAACCGG CCCUGAG +	
  /	
  +	
  /	
  +	
  /	
  + CGUAUAUGAAUGAUCAGGUACC GUAUAUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 58008 168 345.3 UCCCUGAGAUUUCAUAUAACCGGAGUUUCUGAUAUAUACUCCGUAUAUGAAUGAUCAGGUACC
66 str-­‐mir-­‐8369 11506.3 mixed	
  stage/iL3 CUGGAGCCCAGGUUGACAAUGC UGGAGCC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGGCACCAUGGGACUCUAAU UUGGCAC +	
  /	
  +	
  /	
  +	
  /	
  + 3p 22569 1 22569 CUGGAGCCCAGGUUGACAAUGCAUUACUAAAUAGCUUUGGCACCAUGGGACUCUAAU
67 str-­‐mir-­‐8370 7999.1 mixed	
  stage/iL3 AGAUGCAGGUUGGGUCUUUAUG GAUGCAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAAGGCACAACGUUGGCAUCUCU AAGGCAC +	
  /	
  +	
  /	
  +	
  /	
  + 3p 15588 96 162 AGAUGCAGGUUGGGUCUUUAUGGAAUCUAUAUCACAUAAGGCACAACGUUGGCAUCUCU
68 str-­‐mir-­‐8371 5469.3 mixed	
  stage/iL3 AGAUGGGUGAGUUUGCCAAAUU GAUGGGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGCGAACGACCCUGUCCAA UUGCGAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 10654 67 159 AGAUGGGUGAGUUUGCCAAAUUAGUAACUUUAAAUACUGAAUUUGCGAACGACCCUGUCCAA
69 str-­‐mir-­‐8372 3288.4 mixed	
  stage/iL3 ACGUUUGAUCGAGCUUUAAAUA CGUUUGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UUAAAGCUUAGAUUAAACGUCU UAAAGCU +	
  /	
  +	
  /	
  +	
  /	
  + 3p 5607 836 6.707 ACGUUUGAUCGAGCUUUAAAUAGUAUAAUUUAAAGCUAUUAAAGCUUAGAUUAAACGUCU
70 str-­‐mir-­‐8373 3282 mixed	
  stage/iL3 AGAAUAACUAUAUAUUAUCACCAGUC GAAUAAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGAUAUGUACAGUUAUUCUGU GAUAUGU +	
  /	
  +	
  /	
  +	
  /	
  + 3p 6424 7 917.7 AGAAUAACUAUAUAUUAUCACCAGUCAUAGGAAUACUAGUGAUAUGUACAGUUAUUCUGU
71 str-­‐mir-­‐8374 2221 mixed	
  stage CAACAUUCAAUUCAUAUAAAACAAUUU AACAUUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UAAAUAUGAAUGUGAAUGUUCU AAAUAUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 4356 3 1452 CAACAUUCAAUUCAUAUAAAACAAUUUUUAAAUGUUAAAUAUGAAUGUGAAUGUUCU
72 str-­‐mir-­‐8375 2048.7 mixed	
  stage UUUUAAGCAUCGGUAACAAACA UUUAAGC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUGGGACCUGUGUUUAAGUAA UUGGGAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 3964 56 70.79 UUUUAAGCAUCGGUAACAAACAUAUUUUUUAAAAAUGUUUGGGACCUGUGUUUAAGUAA
73 str-­‐mir-­‐8376 1858.6 mixed	
  stage/iL3 UACUCAGUACGUAACAAAGAUU ACUCAGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UUUGCAACGUAUCUGGGUUUAC UUGCAAC +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 2631 1016 2.59 UACUCAGUACGUAACAAAGAUUAAUUAAAUACAAAUAUCUUUGCAACGUAUCUGGGUUUAC
74 str-­‐mir-­‐8377 1601.2 mixed	
  stage/iL3 UUUAACGCGGAUAGAUGAAUU UUAACGC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUCAUUGUCCAGCGUUGAAC UCAUUGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 3122 19 164.3 UUUAACGCGGAUAGAUGAAUUGUGAUUUGAGCUAAAUUCAUUGUCCAGCGUUGAAC
75 str-­‐mir-­‐8378 1240.1 mixed	
  stage/iL3 CAUUCUGCAUUGCUUAAUAACU AUUCUGC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ UAUUAUGCAAAGUAGAAUGUA AUUAUGC +	
  /	
  +	
  /	
  +	
  /	
  -­‐ 3p 2423 13 186.4 CAUUCUGCAUUGCUUAAUAACUUAUCUGAUGAAUUAGUAUUAUGCAAAGUAGAAUGUA
76 str-­‐mir-­‐8379a 1158.3 mixed	
  stage/iL3 AGCUGUCUUUUACAGUAUCAGA GCUGUCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UAAUACUGCCUUAGACGGCUAA AAUACUG +	
  /	
  +	
  /	
  +	
  /	
  + 3p 2260 6 376.7 AGCUGUCUUUUACAGUAUCAGAUAUAUUAAAAAUUUUCUAAUACUGCCUUAGACGGCUAA
77 str-­‐mir-­‐8379b 6.1 mixed	
  stage UGAUACUGUAAAAGACAGCUAA GAUACUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAGCCGUCUAAGGCAGUAUUAGA AGCCGUC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 11 1 11 UAGCCGUCUAAGGCAGUAUUAGAAAAUUUUUAAUAUAUCUGAUACUGUAAAAGACAGCUAA
78 str-­‐mir-­‐8380 1126 mixed	
  stage/iL3 UGGGUAUGUUUUUCGUCCAAGA GGGUAUG +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUGCACGAUUUACAUACUCACA UGCACGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 1478 731 2.02 UGGGUAUGUUUUUCGUCCAAGAUAUAUUUGAUAAAAAUCUUGCACGAUUUACAUACUCACA
79 str-­‐mir-­‐8381 1124.1 mixed	
  stage/iL3 CAAAAAUUCGCAAUCAAAAGC AAAAAUU +	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ UUUUGUAUUGCUGAAUUUUUGAU UUUGUAU +	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 3p 2167 38 57.03 CAAAAAUUCGCAAUCAAAAGCUGUCUGAUAUACAUGCUUUUGUAUUGCUGAAUUUUUGAU
80 str-­‐mir-­‐8382 1054.6 mixed	
  stage/iL3 UGGAAUUCUAAGAAGCGAAACAAGAUAAU GGAAUUC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ UUUGGCACUUAAGAAUUCCACU UUGGCAC +	
  /	
  +	
  /	
  +	
  /	
  + 3p 2006 66 30.39 UGGAAUUCUAAGAAGCGAAACAAGAUAAUAAUAGUUUUGGCACUUAAGAAUUCCACU
81 str-­‐mir-­‐8383 670.8 mixed	
  stage UCGAAUCGUCUAGAAGUUAAUU CGAAUCG +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AUUGGCUUCGUGAUGAUUCAAA UUGGCUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 1315 2 658 UCGAAUCGUCUAGAAGUUAAUUUUGAUUGAGAUUAAAUUGGCUUCGUGAUGAUUCAAA
82 str-­‐mir-­‐8384 636.6 mixed	
  stage/iL3 AUGGAUCUUUGUAUGUCUCAUG UGGAUCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGAGAUUAUGAAGAUUCAUUA GAGAUUA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 959 289 3.318 AUGGAUCUUUGUAUGUCUCAUGUACAAGAGAUUCAUGAGAUUAUGAAGAUUCAUUA
83 str-­‐mir-­‐8385 633.1 mixed	
  stage/iL3 UUUGCAAAGUAUAUCCAAGUCGA UUGCAAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGGCUGGAAAGGCUGCAAAUU GGCUGGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 1236 25 49 UUUGCAAAGUAUAUCCAAGUCGAUAGUGUUUCAUUAUCAAUCAACAAAUUUUAAUAUUAAAAUACUCGUGGCUGGAAAGGCUGCAAAUU
84 str-­‐mir-­‐8386 586.5 mixed	
  stage/iL3 CGGGUUUGUUACUUGUUGAAUU GGGUUUG -­‐	
  /	
  -­‐	
  /	
  +	
  /	
  -­‐ UUCACCGGGUAGACAAACGCGCG UCACCGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 1125 26 43.27 CGGGUUUGUUACUUGUUGAAUUUAAUAAAAAUAAAAAUUCACCGGGUAGACAAACGCGCG
85 str-­‐mir-­‐8387 491.5 mixed	
  stage/iL3 AAAUUUCAUGAUUCGGUAGGA AAUUUCA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCACCGAAGUCAUGAAGUUUC CACCGAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 522 442 1.181 AAAUUUCAUGAUUCGGUAGGAACUGAAUAGAAAAUGUUUCACCGAAGUCAUGAAGUUUC
86 str-­‐mir-­‐8388 328.2 mixed	
  stage/iL3 AAGCAAAAUGGGAUGCAAAUA AGCAAAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UUUGAGACCUCAUCUUAGCUUAG UUGAGAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 646 1 646 AAGCAAAAUGGGAUGCAAAUAAAUAUAAUAAUAAAAUUUGAGACCUCAUCUUAGCUUAG
87 str-­‐mir-­‐8389 273.5 mixed	
  stage AAUAUCUGAAUUGUUUACAAAAC AUAUCUG -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ CAUGUAAACAUUUUAGAUAUACA AUGUAAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 528 9 58.67 AAUAUCUGAAUUGUUUACAAAACUAUAUGAUUAAAAAGUCAUGUAAACAUUUUAGAUAUACA
88 str-­‐mir-­‐8390 175.8 mixed	
  stage/iL3 UAUUUCAAAAGUUGCAUAUGACA AUUUCAA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAAAUGCAUCUUUUGAGAUAGA AAAUGCA +	
  /	
  +	
  /	
  +	
  /	
  -­‐ 3p 335 10 34 UAUUUCAAAAGUUGCAUAUGACAAGAUUUGUUCCAUUGUAAAUGCAUCUUUUGAGAUAGA
89 str-­‐mir-­‐8391 128.8 mixed	
  stage/iL3 UUGUGGAGUCGUGGAAAAAUG UGUGGAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCAAUCCUCGUACUUCACAACA CAAUCCU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 225 34 6.618 UUGUGGAGUCGUGGAAAAAUGUAGAAUAUGAACUCAUCAAUCCUCGUACUUCACAACA
90 str-­‐mir-­‐8392 80.9 mixed	
  stage/iL3 AACUCUUGAUUUCUGUAGAAU ACUCUUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUCACCGGAAACCAGGAGAGG UCACCGG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 146 12 12.17 AACUCUUGAUUUCUGUAGAAUUUUGUUACAUUUCUUAAUUCACCGGAAACCAGGAGAGG
91 str-­‐mir-­‐8393 47.6 mixed	
  stage/iL3 AGCAUUUGAAUCAUCGAUGAUU GCAUUUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UCACCGGGAUAUCAGAUGCUC CACCGGG +	
  /	
  +	
  /	
  +	
  /	
  + 3p 79 14 5.643 AGCAUUUGAAUCAUCGAUGAUUAAUCAAAUGAGUUACUCACCGGGAUAUCAGAUGCUC
92 str-­‐mir-­‐8394 33.6 mixed	
  stage/iL3 AAGGUGUGGUCGUCGCCAUUAUA AGGUGUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAUGGCACGUACACCAUCUUC AUGGCAC +	
  /	
  +	
  /	
  +	
  /	
  + 5p 36 32 1 AAGGUGUGGUCGUCGCCAUUAUAUCGACUGAAGUGAUAUAUGGCACGUACACCAUCUUC
93 str-­‐mir-­‐8395 0.9 mixed	
  stage/iL3 ACGACCUUAUUUUGUCUUCAA CGACCUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAAGGCAUUUUAAGGUUGUUC AAGGCAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 3p 2636 ACGACCUUAUUUUGUCUUCAACAUAAUUUUAGAGAUGUUUAAGGCAUUUUAAGGUUGUUC
94 str-­‐mir-­‐8396 0.6 mixed	
  stage/iL3 CGGGUUUAUCAUUGCCAAACU GGGUUUA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + UUUGGCACUGUAUAGGCUCCAA UUGGCAC +	
  /	
  +	
  /	
  +	
  /	
  + 3p 2632 CGGGUUUAUCAUUGCCAAACUCAAAAGCGUUUUGUAAGUUUGGCACUGUAUAGGCUCCAA
95 str-­‐mir-­‐8397 781.7 iL3 AGGUGUAGAUUGCCAUUCAACUG GGUGUAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UGAAAGACGUUCUAUAUCUCU GAAAGAC +	
  /	
  +	
  /	
  +	
  /	
  -­‐ 3p 1508 23 65.56522 AGGUGUAGAUUGCCAUUCAACUGUUAAGAAAAAACUGUUGAAAGACGUUCUAUAUCUCU
96 str-­‐mir-­‐8398 330.4 iL3 AGUUCUUUCUUUUUAGCUUUAG GUUCUUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAAGCUGCCAUGAAAGAACUAA AAGCUGC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 3p 645 5 129 AGUUCUUUCUUUUUAGCUUUAGUAUUAUAAUGUAUAUUAAGCUGCCAUGAAAGAACUAA
97 str-­‐mir-­‐8399 164.8 iL3 UUUCAGUAGGGACUUUAUUAAA UUCAGUA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAAUGAUGUCUUACGGAAAUA AAUGAUG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + 5p 333 2 166.5 UUUCAGUAGGGACUUUAUUAAAACUAAAAGAAAGUAAUUUAAUGAUGUCUUACGGAAAUA
98 str-­‐mir-­‐84 1181.7 mixed	
  stage/iL3 UGAGGUAGUGUUAAAUAUUGUU GAGGUAG +	
  /	
  +	
  /	
  +	
  /	
  + CAAUAUUUUAUUCUACUUCAUC AAUAUUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 2286 25 91 UGAGGUAGUGUUAAAUAUUGUUUUACAUGAAUUAAACAAUAUUUUAUUCUACUUCAUC
99 str-­‐mir-­‐8400 59.4 iL3 UGUGGGUUAAAUCAUCUAGAUU GUGGGUU -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  + UUCUAGGUAAUUUAAGCUACAAA UCUAGGU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 74 42 1.761905 UGUGGGUUAAAUCAUCUAGAUUCAUAGAUUAACAUACGAUUCUAGGUAAUUUAAGCUACAAA
100 str-­‐mir-­‐8401 3.3 iL3 UUGAAUCAUCACGAAGCCAAUU UGAAUCA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ AUUAACUUCUAGACGAUUCGAAU UUAACUU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 6 2 3 UUGAAUCAUCACGAAGCCAAUUUAAUCUCAAUCAAAAUUAACUUCUAGACGAUUCGAAU
101 str-­‐mir-­‐8402 0.5 iL3 UCAAAAAUUCAGCAAUACAAAAGC CAAAAAU -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUUUGAUUGCGAAUUUUUGUAA UUUGAUU +	
  /	
  +	
  /	
  +	
  /	
  + 3p 39 UCAAAAAUUCAGCAAUACAAAAGCAUGUAUAUCAGACAGCUUUUGAUUGCGAAUUUUUGUAA
102 str-­‐mir-­‐86 9236.5 mixed	
  stage/iL3 UAAGUGAAUGCUUUGCCACAGUCU AAGUGAA +	
  /	
  -­‐	
  /	
  -­‐	
  /	
  + CCUGCUGCAACAUUCACUUGGC CUGCUGC -­‐	
  /	
  +	
  /	
  -­‐	
  /	
  -­‐ 5p 17771 343 51.81 UAAGUGAAUGCUUUGCCACAGUCUUGAAUUUAGAAUCCUAGCCUGCUGCAACAUUCACUUGGC
103 str-­‐mir-­‐87a 1486.3 mixed	
  stage/iL3 CAUCGGAGACUUUUGGACUCAACCU AUCGGAG -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ GUGAGCAAGAGCUUCCGGUGUG UGAGCAA +	
  /	
  +	
  /	
  +	
  /	
  -­‐ 5p 1925 989 1.95 CAUCGGAGACUUUUGGACUCAACCUCAGAUUGUAAUAUGAAGGUGAGCAAGAGCUUCCGGUGUG
104 str-­‐mir-­‐87b 4.6 mixed	
  stage CGUUAAACAUUGGCUCAACA GUUAAAC -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UUGAGCAAUGUUUUAAUGCA UGAGCAA +	
  /	
  +	
  /	
  +	
  /	
  -­‐ 3p 15 CGUUAAACAUUGGCUCAACAUCUAAUUGAUAUAAUGUUGUUGAGCAAUGUUUUAAUGCA
105 str-­‐mir-­‐9 1626.8 mixed	
  stage/iL3 UCUUUGGUUAUUUAGCUAUAUGA CUUUGGU +	
  /	
  +	
  /	
  +	
  /	
  + UAAGCUGAACGAUCAAAGGAA AAGCUGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ 5p 2708 483 5.607 UCUUUGGUUAUUUAGCUAUAUGAAUAAUAAGAUAUUUUUUCAUAAGCUGAACGAUCAAAGGAA
106 str-­‐mir-­‐92 8422.5 mixed	
  stage/iL3 AGGUUGGAGCAUGCGCCAUAUU GGUUGGA -­‐	
  /	
  -­‐	
  /	
  -­‐	
  /	
  -­‐ UAUUGCACACGUCCCGGCCUGA AUUGCAC +	
  /	
  +	
  /	
  +	
  /	
  + 3p 16199 314 51.59 AGGUUGGAGCAUGCGCCAUAUUUUUGAUAGAUUAUAAUAAUAUUGCACACGUCCCGGCCUGA
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