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8 APPENDIX

8.1 Table 1

A complete list of quantified proteins by nanoLC-MALDI-MS/MS

DRM proteins (180/16O>6) and DRM-associated proteins (3<180/16O$6)
Synaptic vesicle proteins
Peptid
Protein Name I?IfICCBNI()) ?1/;:; M;M Peptides used for quantification m/z 15%7?600
S
’ﬁi‘lﬁ;ﬁvﬁaﬁiﬁﬁﬁff Tl aill3928826 | 96265 | 6 Sy D QLK Do | %8
isoform 1
i I R B B i e
’;Tlpfsgﬁjjzai‘;if;gﬁ;“% 2il34869154 68222 16 Il?fgégéiﬁggﬁgﬁgla ;gg‘s‘;g Zg
i el e I R -
TP B opoie | gvis | 2o | 3 NevE | gmer | e
Rab3a ¢il61098195 | 24954 | 3 YADIE%%S%FXSEESIDFK A
SRRV | e | e | 2 | Loolorovmenon ||
_ . QTTAAAAATFSEQVGGGSGG | <) o3 6
Synapsin I gil9507159 73943 10 AGR 1012.4 <6
MGHAHSGMGK
Synapsin TI 66685997 | 63417 | 5 S S ST Pyl e
eheoprotein 2a glo2027591 | 82008 | 4 GLDRVQDEYSRR 149371 | 36
Synaptophysin 2il6981622 33289 3 MD%AI\;FSS\];E(I}IEQFR i;; ;g; gi?
Synaptotagmin [ gil92791 47441 2 VF\(,S;{?ESESSIELR 19‘;19%;‘761 ;g
Thy-1 antigen gil57358 18160 3 SI\QI\I\/I;E?SDII){R 15359%237 zg
Membrane trafficking proteins
AP-2 complex, alpha ¢ill3591908 | 103979 | 3 YOOI YSVK ol e
T | s | et | 2 | AOIDOMORE | e |0
AP-3 C(:lrlrtl)[;l;i beta3B 234857415 119096 3 ATGYQELE?&’;’E{%];ZAPDPSVR 2925'5; ;?98 zg
Clathrin heavy chain 2il9506497 191477 7 SVNESZB?%I;IEIF]:}"IEEEI;(YQ ALR ;(3)255%(5)451 >6
Clathrin light chain gil14010873 26964 3 ELEEX\TAYil;AQF];{EIZELQK 19;’625.%72 zg
Dynamin 1 gil18093102 95867 11 TGI&E%%EQ%SEVK ig?giiﬁ ig
Hsc70-psl gil56385 70884 18 HN%’;’;’;@?&%?“ 131338%9 zg
Munc18-1 gil435433 67568 3 REPE,PLS\E%XESL;E SEK f(l"s%:g‘l‘ :2
N S | o | s | 5| VVNPANKNCGESERNR | 011
Rablb €il226486 22176 2 N AT&“&E%%L;K ABIK ﬂ@f; zg
SNAP-25a gil1314854 20545 5 AX%%NL%S;’L\;‘;ST%%AR 1165699d§£ zg
SR | gy | s | 0| BOGARGADQMET | e |t
Plasmalemmal and signaling proteins
BMSS antigen gil62079059 15034 4 DAQAEI;%E(%E?%GPATTK 189533?‘5083 zg
dependent proten Kinase 1 | £16978%93 | 4081 | 2 DLKPENLLLASK s | 36
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alpha subunit
Calcium/calmodulin-
L . FTDEYQLYEDIGK 1620.68 >6
dependent protein }(mase I gil11120682 60364 5 AGAYDFPSPEWDTVTPEAK 2080.9 -6
beta subunit
Calcium/calmodulin-
S . NLINQMLTINPAK 1469.84 >6
dependentgzl;z;elgl kinase II gil19424316 59001 5 DLKPENLLLASK 1340.79 <6
cAMP-dependent protein . QIEHTLNEKR 1267.69 >6
kinase catalytic subunit £il288120 38996 2 VREPSHFSSDLK 1419.75 >6
Cyclic nucleotide . AGQVFLEELGNHK 1441.6 3.63
phosphodiesterase 1 gil57977323 47239 8 ATGAEEYAQQDVVR 1536.73 3.24
14-3-3, gamma . EHMQPTHPIR 1245.65 >0
polypeptide £i9307245 28285 2 NVTELNEPLSNEER 1643.86 >6
. . YLAEVAAGDDKK 1279.55 >6
14-3-3, zeta polypeptide 2il68085421 27771 4 SVTEQGAELSNEER 1548.54 -6
. MHDSHLSSEEPK 1412.57 4.59
Glutamate transporter gil56263 61634 4 MHDSHLSSEEPKHR 1705.72 419
GTP-binding protein alpha . ITHEDGFSGEDVK 1445.69 3.47
o gil8394152 40043 12 IGAADYQPTEQDILRTR 1946.94 3.89
Guanine nucleotide-
S ] . LLVSASQDGK 1017.52 >6
bmdmgslzlr;tlilirtl, beta-1 gil13591874 37363 8 SELDQLRQEAEQLKNQIR 2240.13 -6
Guanine nucleotide
N . . EYQLNDSAAYYLNDLDR 2062.89 >6
bmdlpg protein, alpha 2il6980962 40319 2 TAQPNYIPTQQDVLR 1755.89 56
inhibiting 1
Guanine nucleotide
N . . EYQLNDSAAYYLNDLER 2076.9 >6
bmdlpg protein, alpha gill3591955 40473 2 TAQSDYIPTQQDVLR 1746 85 56
inhibiting 2
Guanine nucleotide- . AGVLAGHDNR 1009.5 5.85
binding protein, beta 2 £il29789261 37307 3 SELEQLRQEAEQLR 1770.85 >6
Guanine nucleotide
L . . AYDAVQLFALTGPAESK 1780.86 5.08
binding s&g;e;ﬁ, alpha z 2il6980966 40854 5 GQNTYEEAAVYIQR 164175 409
Growth associated protein . AEDGPAKEEPK 1170.59 >6
43 (GAP-43) gil8393415 23589 i KGDAPAAEAEAK 1157.59 >6
MEVLATDTVSQQER 1648.82 6
Paralemmin 2il18677765 41901 2 MEVLATDTVSQQERLQAIAE ,
K 2402.3 >6
Phosphodiesterase 2A, . VEDGGVVDDESYEIR 1699.84 >6
cGMP-stimulated gill3592021 ) 104597 | 4 IAELIYKEFFSQGDLEK 2030.07 6
. . . YPGQGSPGGNR 1089.52 475
Prion protein 2il6981410 27786 2 ESQAYYDGR 1088.43 492
s . ADPAAGPPPSEGEESTVR 1808.78 >6
Protein kinase C, beta 2il6981398 76799 3 IGQGTKAPEEK 1157.59 -6
S . . SGENFDKFFTR 1347.61 >6
Protein kinase C, gamma 2il6981400 78307 2 LGSGPDGEPTIR 1198.63 -6
Na+/K+ -ATPase alpha 3 } TVNDLEDSYGQQWTYEQR 2231.93 >6
subunit gil6978547 | 111664 | 10 SPDCTHDNPLETR 155562 |  >6
Na+/K+ -ATPase beta 1 . SYEAYVLNIIR 1340.61 5.06
subunit gil6978549 39211 6 FIWNSEKK 105146 | 397
. . ESAPFAVIGSNTVVEAK 171891 >6
Septin 5 gill6758814 43892 > STLVHSLFLTDLYKDR 1908.04 >6
. . ILEQQNSSR 1074.45 >6
Septin 7 gil12018296 20476 2 SPLAQMEEERREHVAK 1909.78 >6
Serine/threonine specific . EVFDNDGKPR 1176.55 >6
protein phosphatase £il4584820 >T578 3 TQEHFTHNTVR 1369.68 >6
NMDA receptor subunit . KVETIASGK 932.54 >6
NRI (GRIN1) g1 134873803 96398 7 TVPQAPDKATSAFR 1488.81 >6
Voltage-gated calcium
. YQDLYTVEPNNAR 1582.75 3.87
channel alpha?/delta—l gil11055592 123390 12 TPNKIDLYDVR 1333.73 4.09
subunit
Synaptic scaffolding proteins
HQGVMVGMGQKDSYVGDE 23511 6
Actin beta 2il71620 41724 10 AQSK 1790 é9 -6
SYELPDGQVITIGNER )
AQPGSPQALGGPHGPATAK 1741 85 6
Cask-interacting protein 1 qil18093104 150255 3 GKEQELVQAVKAEDVGTAQ ’
R 2156.06 >6
. . AGDNEAAADRVR 1244.64 3.75
Contactin 2 2il6981632 112972 6 GPPGPPGGVVVR 1088.63 368
. . SREQQPYEGNINK 1562.8 >6
Densin-180 2il16924000 167378 2 SFQNTVDLVIQR 1419.69 %6
. . ATGPAPGPSGDRETAAAPGR 1835.8 >6
Mtap6 protein 2il8850229 100423 10 AVAIETQPAQGESDAVAR 1812.83 <6
. . . HADQYKEQMEK 1406.68 >6
Myosin heavy chain 10 qil13928704 228824 11 QLLQANPILESFGNAK 1742.96 -6
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. . VTVNYPPYISEAK 1480.82 >6
Neurotrimin £il8394196 37974 3 EQSGEYECSASNDVAAPVVR | 2181.98 >6
Postsynaptic density . FIEAGQYNDNLYGTSVQSVR 2261.15 >6
protein 93 £il2497503 94875 2 GQEDLILSYEPVTR 1619.86 >6
Postsynaptic density . VNDSILFVNEVDVR 1618.81 >6
protein 95 819663227 80416 4 IIEGGAAHKDGR 1223.63 >6
Proline rich synapse . DHEGFGFVLR 1176.52 >6
associated protein 2 £1/5262748 192269 2 LFSSLGELSTISAQR 1608.77 >6
. . . QFQDAGHFDAENIKK 1747.88 >6
Spectrin alpha chain gil17380501 284462 47 HQAFEAEVQANSGAIVK 1798.84 -6
. . . KHYASEEIKEK 1361.73 >6
Spectrin beta chain 1 gil34879632 278250 34 ELEAESYHDIKR 1489.67 <6
. . . QQQLPDGTGR 1099.58 >6
Spectrin beta chain 3 gil9507135 270769 3 SSESAHVATLPAR 1325.62 <6
. EKPPPPPPGGGK 1157.66 >6
SynGAP-a gill0122138 141981 7 QQQVEKDSQIK 1330.72 -6
. . IHFPLATYAPVISAEK 1756.8795 >6
Tubulin, alpha 1 gill11560133 50104 17 VGINYQPPTVVPGGDLAK 18249021 -6
. . MSATFIGNSTAIQELFK 1857.97 >6
Tubulin, beta, 2 gil40018568 49769 17 EIVHLQAGQCGNQIGAK 1836.85 -6
. AEPAQNALPFSHSAGDR 1767.68 >6
Vesl-1L gil3452560 41323 3 FGQWADSR 966,35 56
Mitochondrial proteins
. . AKDINQEVYNFLATAGAK 1952.93 3.32
Aconitase 2 2il40538860 85380 12 SDFDPGQDTYQHPPK 173171 381
. . IMDPNIVGSEHYDVAR 1815.69 >6
ATP synthase beta subunit gil1374715 51171 12 FLSQPFQVAEVFTGHMGK 2022.85 -6
ATP synthase gamma- . THSDQFLVSFK 1308.7 >6
subunit gil310190 29915 3 NASDMIDKLTLTFNR 1738.87 >6
ATP synthase
. . ’ . EAYPGDVFYLHSR 1553.6 >6
mltochondrlal F} complex, 2il40538742 59717 4 ISVREPMQTGIK 1374.62 -6
alpha subunit, isoform 1
ATP synthase, H+
transporting, mitochondrial . HVIQSISAQQEK 1367.58 >6
FO complex, subunit b, £ill9705465 28850 2 QIQDAINR 957.39 >6
isoform 1
. f\Tft’. Symh?tse’hH* drial 10506411 18770 s ANVDKPGLVDDFKNK 1659.88 >6
ransporfing, mitochondiia & TIDWVSFVEIMPQNQK 1934.97 >6
FO complex, subunit d
ALMLQGVDLLADAVAVTMG 2113.13 -6
Chaperonin 60 gill 778213 60858 6 PK 1344.7 -6
TVIIEQSWGSPK
. . VVPGYGHAVLR 1167.64 4.82
Citrate synthase gil18543177 51833 3 AYAEGINR 89344 463
. . ILYMMDEINNPVLTVK 1892.82 >6
Cytochrome-c oxidase II gil13481 25925 2 VVLPMELPIR 1166.57 -6
Dihydrolipoamide . VAPTPAGVFIDIPISNIR 1879.98 >6
acetyltransferase £il220838 57246 2 VAPTPAGVFIDIPISNIRR 2036.09 >6
Isocitrate dehydrogenase 3 . IFDAAKAPIQWEER 1673.82 3.00
(NAD+) alpha gil16758446 39588 > APIQWEER 1028.51 3.58
Mitochondrial inner . KPIQSGPLK 967.61 >6
membrane protein £il62647466 92218 i QHIELALER 1108.6 >6
NADH dehydrogenase 1
. . IYDSFRELPGRK 1480.76 3.54
alpha subcomplex 10-like gil32996721 40519 4 KLHEYSR 9325 314
protein
NADH dehydrogenase
L . . HFRPELEDR 1198.5 >6
(ublqumone)1 flavoprotein gil55741424 50699 2 GGAGFPTGLK 004 4 -6
NADH dehydrogenase
L . . AAAVLPVLDLAQR 1336.65 >6
(ublqumone)zﬂavoprotem 2il51092268 27361 3 VAEVLQVPPMR 1238.59 -6
. . TQPPPKLPVGPSHK 1482.89 >6
NADH oxidoreductase gil27717677 12493 3 LSNNYYCTR 1204.58 <6
NADH-ubiquinone
R . VVAEPVELAQEFR 1486.65 >6
ox1dorec:l111tc):]ans§ 30 kDa gil27702072 30208 2 ILTDYGFEGHPFR 15516 -6
gil 55716040 VIAHGKDHPTAATK 1445.81 >6
Pyruvate carboxylase 129695 2 VVHSYEELEENYTR 1767.83 -6
Solute carrier family 25, . LLLQVQHASK 1136.71 >6
member 5 §il32189350 32880 3 TAVAPIER 856.51 >6
Solute carrier family 25, . LLLQVQHASK 1136.57 5.98
member 4 gil32189355 32968 2 YFPTQALNFAFK 1446.63 >6
Translocase of outer
. . . NADLSTFYQNR 1328.61 >6
mitochondrial membrane 2il47058988 67402 2
70 homolog A AAAFEQLQK 1005.53 >6
Ubiquinol-cytochrome ¢ gil34866011 13550 4 RLPENLYNDR 1289.68 >6
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reductase binding protein AGRPAVAASSK 1056.6 >6
redueti coreprointl_| 55741544 | 48366 | 3 YENYNYLOTSHUR | 1247 | 331
b | ooy | | v | larbcmac | i | e
Others
Aldolase A 2il6978487 39327 8 EgSPIYGli)F?ELNTF}I)E%?\II;KR }222;2 Zg
Carbonic anhydrase 4 2il9506449 35054 2 %YYYDDQ%ISQQE iéégig g;g
Creatine kinase gil31542401 42685 2 %i?ggfggggg i 5(5)43‘16? zg
Enolasel protein gil50926833 47098 3 i%%?{%%%}?&%%sjgg }gggég zg
Enolase 2, gamma gil26023949 47111 3 LAl\ggiﬂ\éng@%FR }ggggg zg
Fatty acid synthase gil2231054 | 272478 | 2 LIQCEVYRELR ire il e
S e | s | s | 2 | TROnLIVE e
el e R R R e
Glyceraldehyde 3- . LISWYDNEYGYSNR 1779.87 >6
phosphate-dehydrogenase gil>6188 33813 i GAAQNIIPASTGAAK 1369.79 >6
Hexokinase 1 gi6081022 | 102342 | 4 | SIPPOSELODIIALDLGGSSER | 226809 | %7
Heat shock protein 1, alpha gil28467005 84762 4 ELHIIIEEI?’I;ISI?QDR 1954;;231 iéi
| e e | 3 | gt | tnm |
Myelin basic protein gil4454311 21471 3 YEK?KSGTSI\I/“[}];%IER i;gégg ggg
eEes | e | e | + | oo | my |
b | e ||| QRGBT
Prohibitin ¢ill3037353 | 29802 | 2 F?&%kég%‘; sl B!
Phosphofructokinase gil57977273 85665 3 MFAIIYQ?I()}E,]Z\(/}IIE/EE GQIK } ?222‘2‘ 5:334
Phosphoglycerate kinase 1 2il40254752 44510 3 LGDXEIY ANIggi%AHR 1161314 7768 :g
g | anams | | 3 | neolIeN T o T
P s | s | v | o | PANGGELHOR | sl |
Pyruvate kinase gill6757994 57781 5 IIE?(]IEEANAI—YI;CI}_I\I/{R }ggz;‘g zg
hbccolodcothein | gisissodos | asms | 2 | ASSQQMHEAASK | g7 | 6
domain containing 6
Similar to grp75 gil62664205 73699 5 LRYSIP)?)%;%A(;:IZDL}I\“AKK } ZS%E Zg
T AT | o | e | 5 | Do | s |
R e I O M S o
Triosephosphate isomerase 4il12621074 26904 3 TAE;%%?}?\]%}/]?EK 194156“§3586 :g
T | gwowoe | 2w | 2 | gHTGn® | lmer |
Non-DRM proteins (3>180/16O)
Cadherin 13 gil20302073 78037 4 Sg,‘é%%%ﬁg?% i ;?ggg ?25
S:g;lrlllcrl?:rfth Z’Igﬁiﬂé’iﬁ?f‘% gi28212256 | 122127 | 9 G;g%‘ggﬁ%? iggg:gg ;}g
subunit
%2;&?:%%1%%}2?&? gi28212250 | 130694 | 8 NLL/;IS%EEE%K i 41128% ;32
Chondroitin sulfate 2il13928904 135460 3 TGFPAPGAR 873.42 2.14
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AKDVKFGADAR

proteoglycan 3 ELGGEVFYVGPAR 1393.64 2.13
TOODEPLNE | o7 | 2o
Glycoprotein m6a gil30017437 | 31174 SKSE(?IE,LTI?GD]IE%;TR ggg:gf i:;
R T | e | e R N
Fyn proto-oncogene 2il6978863 60663 AQFIIEA'{"]?J](D)I\(;];:AgFQII%-Ili{SER }g%gg; ?ég
T LR | o | o
Core sl bl | imsoi | 12206 | o | o
Tinne e e | i | o FECEEIELGTE | o | Lo
Malate dehydrogenase gil42476181 35661 VDFIIZ’ISI\)/(YQEEE\FII{(T GR 195250‘?‘785 ggg
-
S— anoTsses2 | 167378 QUAEMONAAGVK | 127565 | 2.14
FLTAGOSDR | i | 0
R JTHCTOUNT | e | 2
Eoe ST | s | TR e
e, | | 2
phosphatae, noneceptor | gi1543529 | 55621 SPIYSFIGGEHTPR 160677 | 155
type substrate 1
Sideroflexin 1 gi150927667 35565 AKY A?D';'E}]:DH‘;RDTGEK 19719%%18 i;ﬁ
Sideroflexin 3 gill2621120 | 35411 AG(‘}’];’LTPFLGI\ILHT\EQDS}%QV R iggé:;g i:gg
co:llrznylﬁ A i;lgcacsl:,a/tfbp- gil62661722 | 50274 ?1:1/1?381\1\1@128111( }?‘8‘2:3‘3‘ g:gg
forming, beta subunit
protocadberin soform | 8134856897 | 105244  SFDYBQIKDFSFQVEAR | 210899 | 097
induced differeninion | gl2648499 | 47873 LAPDEGSMY VPR 1586 | 138
associated protein 1
e beta chain | 804874487 | 4g219 INFDSNSAYR 654 | 143
S e | aib4sTIess | 49370 LDLEGVVEPYHPR A
o ember2 | ibsosso1 | 58036 O GDLOARVGPEAR | 11 | 12
piiT;Lai_JShZfiiEZfﬁiigfﬁd 0il62662656 | 50668 O ATOEDER el By
iesterase 6
Simiar topiZ?e?ﬁonglk £i62663696 39343 SLAEAEIQ{EEFLf’iEPLSR 18873%2 éigg
N it T | aissas0732 | 112143 GVGIISEGNETVEDIAAR | 132993 | 120
N it T aisa0nsst | 112982 LNIPVNQVNPR s | 109
Suclg] protein ¢i38181885 | 34995 A O s | 1
Synaptogyrin | £il9507167 25652 AGG%Z%?\I#LVR 1826646%685 %g
Synaptotagmin VIIL gil12667448 75769 L G%%lsi’i?’ggll;ggggiLR }gi? g% ;g?
_ . ALMLQGVDLLADAVAVIMG |, /5 o 074
Unnamed protein product gil1334284 57890 PK 117756 072
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8.2 Table 2

Primers used (Endo(endophilin); Amph(amphiphysin); h(human); SNX(sorting nexin)

Names Sequences Purposes
EpsinENTH-F ATAAGGATCCATGTCGACATCATCGCTGCGGCGT EpsinlENTH (1-164) Rattus
EpsinENTH-R ATAACTCGAGCTAAGCTGCTGAGGAAGCCGTGGCA EpsinlENTH (1-164aa) Rattus
EndoNBAR-F ATAAGGATCCATGTCGGTGGCAGGGCTGAAGAAGCA Endophilin]l NBAR Rattus
EndoNBAR-R ATCCCTCGAGCTACTGATATTCCCTTCTTGGTTGAGATGAAG Endophilin] NBAR (1-256aa)
EndoFL-R ATCCCTCGAGCTAATGGGGCAGAGCAACCAGAATTTCTAC Endophilinl FL
AmphNBAR-F ATAAGGATCCATGGCCGACATCAAGACGGGCATCT Amphiphysin 1 NBAR
AmphNBAR-R ATATCTCGAGCTAAATGCTGAAGGCCTTGTCAGCGTG Amphiphysin 1 NBAR (1-
AP180ANTH-F AATACCCGGGTATGTCGGGCCAAACGCTCACGGAT f\t’SlaSa()) ANTH (1-289aa)
AP180ANTH-R AATTTAAGGCGGCCGCCTATTTCTTTCCTTCTAGGGTATTTAGATG AP180 ANTH (1-289aa)
hSNX9-PXBAR-F ATAAGGATCCACCTCTACTTTTGACTGTGTGGTAGCA SNX9-PXBAR (human 247-
hSNX9-PXBAR-R ATAACTCGAGCTACATCACTGGAAAGCGGCTGAG é(I;LS)?ZTPXBAR (human 247-
hSNX9-PX-R ATAACTCGAGCTATCGGAAATTTAGGAACTGCTGGAAAACT g?\ls)?;)fPX (human 247-357aa)
hSNX9-BAR-F ATAAGGATCCGATGAGAAGGAATGGAAAACTGGAAAGAGG SNX9-BAR-(human 358-595aa)
hPXBAR-LF ATAAGGATCCGATGCAGGCGGCGCTCAGCGA SNX9-PXBAR (human 185-

595aa)

Arf6-V4QLSE-Ndel-F

CATCCCATATGGGGAAGCAGGAATCCAAAATCTTCGGGAACAAG

PET-21b

Arf6-V4QLSE-EcoRI-F

GTACGAATTCATGGGGAAGCAGGAATCCAAAATCTTCGGGAACAAG

pcHAMK and pEGFP-3

Arf6-V4QLSE-Notl-R AAAATGCGGCCGCAGATTTGTAGTTAGAGGTTAACCATGTGAGCC pcHAMK
Arf6-V4QLSE-BamHI-R ACTGGGATCCAGATTTGTAGTTAGAGGTTAACCATGTGAGCC pEGFP-N3
Arfl-14QF5E-Ndel-F AATCCCATATGGGGAACCAAGAAGCCAACCTCTTCAAGGGCCTT pET-21b

Arf1-I4QF5E-EcoRI-F

AAACGAATTCATGGGGAACCAAGAAGCCAACCTCTTCAAGGGCCTT

pcHAMK and pEGFP-N3

ArfIT-4QF5E-Notl-R

AAAATGCGGCCGCCTTCTGGTTCCGGAGCTGATTGGACAG

pcHAMK

Arfl-I4QF5E-BamHI-R

AATGGGATCCCTTCTGGTTCCGGAGCTGATTGGACAG

PEGFP-N3 and pcHAMK

EGFP-Arf114Q-F

AAACGAATTCATGGGGAACCAATTCGCCAACCTCTTC

pEGFP-N3 and pcHAMK

EGFP-ArflF5Q-F

AAACGAATTCATGGGGAACATCCAAGCCAACCTCTTC

PEGFP-N3 and pcHAMK

EGFP-ArflL8Q-F

AAACGAATTCATGGGGAACATCTTCGCCAACCAATTCAAGGGCCTT

PEGFP-N3 and pcHAMK

EGFP-ArflF9Q-F

AAACGAATTCATGGGGAACATCTTCGCCAACCTCCAAAAGGGCCTTTT

pEGFP-N3 and pcHAMK

EGFP-Arf14Q5Q-F

CCACGAATTCATGGGGAACCAACAAGCCAACCTCTTCAAG

pEGFP-N3 and pcHAMK

EGFP-Arf18Q9Q-F

AAACGAATTCATGGGGAACATCTTCGCCAACCAACAAAAGGGCCTTTTT

pEGFP-N3 and pcHAMK

pET21b-Arfl L8QFIE-F-
Nhel

AATCCCATATGGGGAACATCTTCGCCAACCAAGAGAAGGGCCTTTTT

PET21b

pET21b-Arf6 ISQFIE-F-
Nhel

CATCCCATATGGGGAAGGTGCTATCCAAACAGGAGGGGAACAAGGAA

PET21b

Arfl LSQF9E-F

AAACGAATTCATGGGGAACATCTTCGCCAACCAAGAGAAGGGCCTTTTT

pEGFP-N3 and pcHAMK

Arf6 ISQF9E-F

CATCCCATATGGGGAAGGTGCTATCCAAACAGGAGGGGAACAAGGAA

pEGFP-N3 and pcHAMK

Arf6-VAQ-F GTACGAATTCATGGGGAAGCAGCTATCCAAAATCTTC PEGFP-N3 and pcHAMK
Arf6-L5Q-F GTACGAATTCATGGGGAAGGTGCAATCCAAAATCTTCGG PEGFP-N3 and pcHAMK
Arf6-I18Q-F GTACGAATTCATGGGGAAGGTGCTATCCAAACAATTCGGGAACAAGG PEGFP-N3 and pcHAMK
Arf6-FOQ-F GTACGAATTCATGGGGAAGGTGCTATCCAAAATCCAAGGGAACAAGGAA | pEGFP-N3 and pcHAMK
Arf6-4Q5Q-F GTACGAATTCATGGGGAAGCAGCAATCCAAAATCTTCGG PEGFP-N3 and pcHAMK
Arf6-8Q9Q-F GTACGAATTCATGGGGAAGGTGCTATCCAAACAACAAGGGAACAAGGAA | pEGFP-N3 and pcHAMK
PET21b-ArfILSQF9Q-F AATCCCATATGGGGAACATCTTCGCCAACCAACAAAAGGGCCTTTTT pET21b

PET21b-ArfoISQFIQ-F CATCCCATATGGGGAAGGTGCTATCCAAACAACAAGGGAACAAGGAA pET21b




Appendix List of abbreviations 110

8.3 List of abbreviations

Amp Ampicillin

AP alkaline phosphate

APS ammonium persulfate

ARF ADP-ribosylation factor

AP-2 Adaptor (Assemly) protein 2

16-BAC benzyldimethyl-n-hexadecyl-ammonium chloride

BCA bicinchoninic acid

BCIP 5-bromo-4-chloro-3-indolyl-phosphate

BFA Brefeldin A

BSA bovine serum albumin

CHC Clathrin heavy chain

CIP calf intestine alkaline phosphatase

DAPI 4'.6-diamidino-2-phenylindole

dH,0O distilled water

DIV day in vitro

DMSO dimethylsulfoxid

DNA deoxyribonucleic acid

dNTP deoxynucleosidetriphosphate

DTT Dithiothreitol

EB ethidium bromide

E.Coli Escherichia coli

EDTA ethylenediaminetetraacetic acid

EEA1 Early endosome antigen 1

EGTA ethylene glycol tetraacetic acid

EM electron microscopy

EPR electro paramagnetic resonance

ER endoplasmic reticulum

ES embryonic stem

et al and others (et alii)

FAD flavin adenine dinucleotide

FBS fetal bovine serum

FCS fetal calf serum

FRET fluorescent resonance electron transfer

g acceleration of gravity

GoataMouse goat against mouse

GoataRabbit goat against rabbit

GAP GTPase activating protein

GEF guanine nucleotide-exchange factor

GDP Guanosine-5’-diphosphate

GGA Golgi localized, gamma-adaptin ear containing, ARF-
binding

GFP Green fluorescence protein

GPI glycosylphosphatidylinositol

GSDB goat serum dilution buffer

GSH glutathione

GST glutathione S-transferase

GTP Guanosine-5’-triphosphate

GTPYyS Guanosine-5’-O-(3-thiotriphosphate)

HA hemagglutinin
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HEPES
His6
HRP
IB

IF

IgG
IPTG
Kan

LB
LUV

PIPKIy
PMSF
RFP
SV2
2-ME
MBCD
MPa

P2

PA

PC

PE

PFA

PI

PS
PI(4,5)P,
PI(4)P
PI(3)P
RabbitaMouse
rpm

RT

SDS

sec
SNARE
SP2
Taq

4-(2-hydroxyethyl) piperazine- 1-ethanesulfonic acid

6x histidine tag

horse radish peroxidase
immunoblot

immunofluorescence
immunglobulin G
isopropyl-B-D-thiogalactopyranoside
Kanamycin

liter

Luria-Bertani

large unilamillar vesicle

milli

micro

molar

milliampere

minute

nano

nitro blue tetrazolium

National Center of Biotechnology Information
nuclear magnetic resonance

optical density

polyacrylamide gel-electrophoresis
Phosphate-buffered salt
polymerase chain reaction
paraformaldehyde

preponderance of hydrogen ions
pleckstrin homology

phosphatidylinositol-4-phosphate-5-kinase I gamma

phenylmethylsulphonylfluoride

red fluorescence protein

synaptic vesicle 2

2-mercaptoethanol
methyl-B-cyclodextrin

mega pascal

synaptosomes

phosphatidic acid

phosphatidylcholine
phosphatidyliethanolamine
paraformaldehyde
phosphatidylinositol
phosphatidyserine
phosphatidylinositol (4,5)-bisphosphate
phosphatidylinositol 4-monophosphate
phosphatidylinositol 3-monophosphate
rabbit against mouse

rounds per minute

room temperature

sodium dodecyl sulfate

second

soluble NSF-attachment proteins
crude synaptic vesicle

Thermus aquaticus
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112

TBE
TBS
TEMED
TFA
TGN
™

Tris
Triton X-100
uv

A%

w

w/o

WT

Tris-boronacid-EDTA

Tris buffered saline
N,N,N,N-tetramethylenediamin
trifluoroacetic acid

trans-Golgi network

trademark
Tris-(hydroxymethyl)-aminoethan
octylphenol ethylene oxide condensate
ultraviolet

Volt

Watt

without

wild type



