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Bp   Basenpaar 

C  constant 

CLA  kutanes lymphozytenassoziiertes Antigen 

CTCL  kutanes T-Zell-Lymphom 

CD  cluster of differentiation 

cons  konsensus 

D  diversity 

DNA  Desoxyribonukleinsäure 

dNTP  desoxy-Nukleosidtriphosphat 

EORTC European Organization for Research and Treatment of Cancer 

HLA  humanes Leukozytenantigen 

ICAM  intercellular adhesion molecule 
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