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6. Annex

6.1 Sequence alignment of MECP2 and NEFH

MECP2        ------------------------------------------------------------
NEFH         MMSFGGADALLGAPFAPLHGGGSLHYALARKGGAGGTRSAAGSSSGFHSWTRTSVSSVSA
                                                                            
MECP2        ------------------------------------------------------------
NEFH         SPSRFRGAGAASSTDSLDTLSNGPEGCMVAVATSRSEKEQLQALNDRFAGYIDKVRQLEA
                                                                            
MECP2        ------------------------------------------------------------
NEFH         HNRSLEGEAAALRQQQAGRSAMGELYEREVREMRGAVLRLGAARGQLRLEQEHLLEDIAH
                                                                         
MECP2        ------------------------------------------------------------
NEFH         VRQRLDDEARQREEAEAAARALARFAQEAEAARVDLQKKAQALQEECGYLRRHHQEEVGE
                                                                         
MECP2        ------------------------------------------------------------
NEFH         LLGQIQGSGAAQAQMQAETRDALKCDVTSALREIRAQLEGHAVQSTLQSEEWFRVRLDRL
                                                                         
MECP2        ------MVAGMLGLREEKSEDQDLQGLKDKPLKFKKVKKD--------------------
NEFH         SEAAKVNTDAMRSAQEEITEYRRQLQARTTELEALKSTKDSLERQRSELEDRHQADIASY
                    . .* . :** :* :     : . *:  * .**                    
MECP2        ------------------------------------------------------------
NEFH         QEAIQQLDAELRNTKWEMAAQLREYQDLLNVKMALDIEIAAYRKLLEGEECRIGFGPIPF
                                                                         
MECP2        ---------------------------------------------------KKEEKEGKH
NEFH         SLPEGLPKIPSVSTHIKVKSEEKIKVVEKSEKETVIVEEQTEETQVTEEVTEEEEKEAKE
                                                                ::****.*.
MECP2        EPVQPSAHHSAEPAEAGKAETSEGSGSAPAVPEASAS---PKQRRSIIRDRGPMYDDPTL
NEFH         EEGKEEEGGEEEEAEGGEEETKSPPAEEAASPEKEAKSPVKEEAKSPAEAKSPEKEEAKS
             *  : .   . * **.*: **.. ... .* ** .*.    :: :*  . :.*  ::.. 
MECP2        PEGWTRKLKQRKSGRSAGKYDVYLINPQGKAFRSKVELIAYFEKVGDTSLDPNDFDFTVT
NEFH         PAEVKSPEKAKSPAKEEAKSPPEAKSPEKEEAKSPAEVKSPEKAKSPAKEEAKSPAEAKS
             *   .   * :...:. .*      .*: :  :* .*: :  :  . :. :.:.   : :
MECP2        GR------------------------------------GSPSRREQKPPKKPKSPKAP--
NEFH         PEKAKSPVKEEAKSPAEAKSPVKEEAKSPAEVKSPEKAKSPTKEEAKSPEKAKSPEKEEA
              .                                     **::.* *.*:*.***:    
MECP2        GTGRGRGRPKGSGTTRPKAATSEGVQVKRVLE--KSPGKLLVKMP-FQTSPGGKAEGGGA
NEFH         KSPEKAKSPVKAEAKSPEKAKSPVKAEAKSPEKAKSPVKEEAKSPEKAKSPVKEEAKSPE
              : .    *  : :. *: *.*      :  *  *** *  .* *   .**  :   .  
MECP2        TTSTQVMVIKRPGRKRKAEADPQAIPKKRGRKPGSVVAAAAAEAKKKAVKESSIRSVQET
NEFH         KAKSPVKEEAKTPEKAKSPVKEEAKSPEKAKSPEKAKTLDVKSPEAKTPAKEEARSPADK
             .:.: *    :. .* *: .. :* . ::.:.* .. :  . ..: *:  :.. **  :.
MECP2        VLPIKKRKTRETVSIEVKEVVKPLLVSTLGEKSGKGLKTCKSPGR--------KSKESSP
NEFH         FPEKAKSPVKEEVKSPEKAKSPLKEDAKAPEKEIPKKEEVKSPVKEEEKPQEVKVKEPPK
             .    *  .:* *.   *        :.  **.    :  *** :        * **.. 
MECP2        KGRSSSASSPPKKEHHHHHHHSESPKAPVP---LLPPLPPPPPEPESSEDPTSPPEPQDL
NEFH         KAEEEKAPATPKTEEKKDSKKEEAPKKEAPKPKVEEKKEPAVEKPKESKVEAKKEEAEDK
             *.....*.:.**.*.::. ::.*:**  .*   :     *.  :*:.*:  :.  *.:* 
MECP2        SSSVCKEEKMPRGGSLESDGCPKEPAKTQPAVATAATAAEKYKHRGEG----ERKDIVSS
NEFH         KKVPTPEKEAPAKVEVKEDAKPKEKTEVAKKEPDDAKAKEPSKPAEKKEAAPEKKDTKEE
             ..    *:: *   .::.*. *** ::.    .  *.* *  *   :     *:**  ..
MECP2        SMPRPNRE----------------EPVDSRTPVTERVS----------------------
NEFH         KAKKPEEKPKTEAKAKEDDKTLSKEPSKPKAEKAEKSSSTDQKDSKPPEKATEDKAAKGK
             .  :*:.:                ** ..::  :*: *
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