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6.1 Sequence alignment of MECP2 and NEFH

MECP2
NEFH

MECP2
NEFH

MECP2
NEFH

MECP2
NEFH

MECP2
NEFH

MECP2
NEFH

MECP2
NEFH

MECP2
NEFH

MECP2
NEFH

MECP2
NEFH

MECP2
NEFH

MECP2
NEFH

MECP2
NEFH

MECP2
NEFH

MECP2
NEFH

MECP2
NEFH

MECP2
NEFH

SEAAKVNTDAMRSAQEEITEYRROQLOARTTELEALKSTKDSLERQRSELEDRHQADIASY
. * .

* e kKX .k * * *

QEATIQQLDAELRNTKWEMAAQLREYQDLLNVKMALDIEIAAYRKLLEGEECRIGFGPIPF

——————————————————————————————————————————————————— KKEEKEGKH
SLPEGLPKIPSVSTHIKVKSEEKIKVVEKSEKETVIVEEQTEETQVTEEVTEEEEKEAKE

s e kKKK K

EPVQPSAHHSAEPAEAGKAETSEGSGSAPAVPEASAS---PKQRRSIIRDRGPMYDDPTL
EEGKEEEGGEEEEAEGGEEETKSPPAEEAASPEKEAKSPVKEEAKSPAEAKSPEKEEAKS

* . * Kk k. k%K * k% * .. . % . X

PEGWTRKLKQRKSGRSAGKYDVYLINPQGKAFRSKVELIAYFEKVGDTSLDPNDEDFTVT
PAEVKSPEKAKSPAKEEAKSPPEAKSPEKEEAKSPAEVKSPEKAKSPAKEEAKSPAEAKS
* * . . * *o . . . .. ..

.k * . .

GR= === mm e GSPSRREQKPPKKPKSPKAP-~-
PEKAKSPVKEEAKSPAEAKSPVKEEAKSPAEVKSPEKAKS PTKEEAKSPEKAKSPEKEEA

KKk e o K kK Kek KkKko.

GTGRGRGRPKGSGTTRPKAATSEGVQVKRVLE--KSPGKLLVKMP-FQTSPGGKAEGGGA
KSPEKAKSPVKAEAKSPEKAKSPVKAEAKSPEKAKSPVKEEAKSPEKAKSPVKEEAKSPE

* . . * . X Kx . * * kK Kk *  x * %

TTSTQVMVIKRPGRKRKAEADPQAIPKKRGRKPGSVVAAAAAEAKKKAVKESSIRSVQET
KAKSPVKEEAKTPEKAKSPVKEEAKSPEKAKSPEKAKTLDVKSPEAKTPAKEEARSPADK

* A I Coeln * HE
VLPIKKRKTRETVSIEVKEVVKPLLVSTLGEKSGKGLKTCKSPGR-—-—————— KSKESSP
FPEKAKSPVKEEVKSPEKAKSPLKEDAKAPEKEIPKKEEVKSPVKEEEKPQEVKVKEPPK

* kK * . * K . KKK . * kK

KGRSSSASSPPKKEHHHHHHHSESPKAPVP---LLPPLPPPPPEPESSEDPTSPPEPQDL
KAEEEKAPATPKTEEKKDSKKEEAPKKEAPKPKVEEKKEPAVEKPKESKVEAKKEEAEDK

oo, A S I : *. HEH H
SSSVCKEEKMPRGGSLESDGCPKEPAKTQPAVATAATAAEKYKHRGEG----ERKDIVSS
KKVPTPEKEAPAKVEVKEDAKPKEKTEVAKKEPDDAKAKEPSKPAEKKEAAPEKKDTKEE
ki ¥ N I : Koxx
SMPRPNRE—=—=—==—=—=————~ EPVDSRTPVTERVS———=—=—=—=————————————
KAKKPEEKPKTEAKAKEDDKTLSKEPSKPKAEKAEKSSSTDQKDSKPPEKATEDKAAKGK

eke . * x .. ek e X

97



