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branen und deren Änderung durch porenbildende Proteine mit Hilfe von elektri-
schen und optischen Methoden. Doktorarbeit, Christian-Albrechts-Universität zu
Kiel, 2003.

Hornemann, S. und Glockshuber, R. 1998. A scrapie-like unfolding intermediate of
the prion protein domain PrP(121–231) induced by acidic pH. Proc. Natl. Acad.
Sci. USA, 95: 6010–6014.
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Koradi, R.; Billeter, M. und Wüthrich, K. 1996. MOLMOL: a program for display
and analysis of macromolecular structures. J. Mol. Graph., 14: 51–55, 29–32.

151



Literaturverzeichnis

Kozin, S. A.; Bertho, G.; Mazur, A. K.; Rabesona, H.; Girault, J.-P.; Haertle, T.;
Takahashi, M.; Debey, P. und Hoa, G. H. B. 2001. Sheep prion protein synthe-
tic peptide spanning helix 1 and β-strand 2 (residues 142–166) shows β-hairpin
structure in solution. J. Biol. Chem., 276: 46364–46370.

Kretzschmar, H. A.; Stowring, L. E.; Westaway, D.; Stubblebine, W. H.; Prusiner,
S. B. und DeArmond, S. J. 1986. Molecular cloning of a human prion protein
cDNA. DNA, 5: 315–324.

Krimm, S. und Bandekar, J. 1986. Vibrational spectroscopy and conformation of
peptides, polypeptides, and proteins. Adv. Protein Chem., 38: 181–364.

Kubelka, J. und Keiderling, T. A. 2001. Differentiation of β-sheet-forming struc-
tures: ab initio-based simulations of IR absorption and vibrational CD for model
peptide and protein β-sheets. J. Am. Chem. Soc., 123: 12048–12058.

Lansbury, J.; P. T. 1999. Evolution of amyloid: What normal protein folding may
tell us about fibrillogenesis and disease. Proc. Natl. Acad. Sci. USA, 96: 3342–
3344.

Lashuel, H. A.; Hartley, D.; Petre, B. M.; Walz, T. und Lansbury, J.; P. T. 2002.
Neurodegenerative disease: amyloid pores from pathogenic mutations. Nature,
418: 291.

Leclerc, E.; Peretz, D.; Ball, H.; Sakurai, H.; Legname, G.; Serban, A.; Prusiner,
S. B.; Burton, D. R. und Williamson, R. A. 2001. Immobilized prion protein un-
dergoes spontaneous rearrangement to a conformation having features in common
with the infectious form. EMBO J., 20: 1547–1554.

Lee, S. und Eisenberg, D. 2003. Seeded conversion of recombinant prion protein to
a disulfide-bonded oligomer by a reduction-oxidation process. Nat. Struct. Biol.,
10: 725–730.

Legname, G.; Baskakov, I. V.; Nguyen, H. O.; Riesner, D.; Cohen, F. E.; DeArmond,
S. J. und Prusiner, S. B. 2004. Synthetic mammalian prions. Science, 305: 673–
676.

Levinthal, C. 1968. Are there pathways for protein folding? J. Chim. Phys., 65:
44–45.

Liu, H.; Farr-Jones, S.; Ulyanov, N. B.; Llinas, M.; Marqusee, S.; Groth, D.; Cohen,
F. E.; Prusiner, S. B. und James, T. L. 1999. Solution structure of Syrian hamster
prion protein rPrP(90–231). Biochemistry, 38: 5362–5377.

Lu, B.-Y.; Atanasov, I.; Zhou, Z. H. und Chang, J. Y. 2003. Reversible aggregation
of mouse prion protein derivatives with PrPSc-like structural properties. J. Protein
Chem., 22: 115–126.

152



Literaturverzeichnis

Lu, B.-Y. und Chang, J.-Y. 2001. Isolation of isoforms of mouse prion protein with
PrPSc-like structural properties. Biochemistry, 40: 13390–13396.

Lu, B.-Y. und Chang, J.-Y. 2002. Isolation and characterization of a polymerized
prion protein. Biochem. J., 364: 81–87.

Ma, J.; Wollmann, R. und Lindquist, S. 2002. Neurotoxicity and neurodegeneration
when PrP accumulates in the cytosol. Science, 298: 1781–1785.

Maiti, N. R. und Surewicz, W. K. 2001. The role of disulfide bridge in the folding
and stability of the recombinant human prion protein. J. Biol. Chem., 276:
2427–2431.

Makhatadze, G. I.; Clore, G. M. und Gronenborn, A. M. 1995. Solvent isotope
effect and protein stability. Nat. Struct. Biol., 2: 852–855.

Mallucci, G.; Dickinson, A.; Linehan, J.; Klohn, P. C.; Brandner, S. und Collinge,
J. 2003. Depleting neuronal PrP in prion infection prevents disease and reverses
spongiosis. Science, 302: 871–874.

Masuch, R. und Moss, D. A. 2003. Stopped flow apparatus for time-resolved Fourier
transform infrared difference spectroscopy of biological macromolecules in 1H2O.
Appl. Spectrosc., 57: 1407–1418.

Mauser, H. Formale Kinetik. Bertelsmann Universitätsverlag, Düsseldorf, 1974.
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