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7.1 AbklUrzungen

AA
AP
BMP
BrdU
Cbfa
col-1l
Col-X
Dhh
DNA
DUF
ECM
EST
Ext
Hh
19G
Ilhh
mAb
nr
ORF
Osx
PAGE
PCR
PERP
PMP22
Ptc
PthR
PTHrP
RCAS
RNA
RPA
SDS
Shh
tsg
viv
wiv
ZPA

Aminoacid

alkaline phosphatase
Bone morphogenetic
5’-Bromo-2’-deoxy-uridine
Core binding factor
Collagen type Il

Collagen type X
Desert-Hedgehog
Desoxyribonucleic-acid
Domain of unknown function
extracellular matrix
Expressed sequence tag
Exostosin

Hedgehog
Immunoglobuline G
Indian-Hedgehog
Monoclonal Antibody
Non-redundand

Open reading frame
Osterix

Polyacrylamide-geleelectrophoresis

Polymerase-chain reaction
p53 effector related to PMP22

Peripheral myelin protein 22 kDa

Patched

Parathyroid hormone receptor

Parathyroid related peptide

Replication-comptent ASLV long terminal repeat with a splice acceptor

Ribonucleic-acid
RNAse-Protection Assay
Sodiumdodecylsulphate
Sonic-Hedgehog

Twisted gastrulation protein
Volumen pro Volumen
Gewicht pro Volumen

Zone of polarizing activity
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7.2 Genverzeichnis
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