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6.1 Abbreviations

°C

A
ATP
BSA
bp
cDNA
DEPC
DNA
DNase
DTT
dNTP
EDTA
EGTA
FADH
e.g.

g

GTP
HEPES
h

ie.

kb

1

LB
LMP
M

m

u

Min
NaCl
NADH
No.
PCR
pH
PMSF
RNA
RNase
rpm
RT
sec
SDS
Taq
Tris

Celcius

Ampere

Adenosine 5'-triphosphate

Bovine serume albumine

base pairs

complementary DNA

Diethylene pyrocarbonate

Deoxyribonucleic acid

Deoxyribonuclease

Dithiothreitol

Deoxy-nucleoside triphosphate
Ethylendiamine-N,N,N’ N’-tetraacetate
Ethylene glycol-bis(beta-aminoethyl ether)-N,N,N',N'-tetraacetic acid
Reduced form of Flavin Adenine Dinucleotide
exempli gratia

Gram

Guanosine 5'-triphosphate
4-(2-hydroxyethyl)-1-piperazineethanesulfonic acid
hour

id est

kilo bases

Litre

Luria Bertani

low-melting point

Molar

Milli

Micro

Minute

Sodium chloride

Reduced form of fNicotinamide Adenine Dinucleotide
Number

Polymerase chain reaction

Logarithm of the reciprocal of the hydrogen ion concentration
Phenyl-methyl-sulphonyl-fluoride

Ribonucleic acid

Ribonuclease

revolutions per minute

Reverse transcriptase

second

Sodium dodecyl sulfate

Thermophilus aquaticus
Tris-(hydroxymethyl)-aminomethane

Unit

Volt
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