I]

100
70

73 Heliotropium amplexicaule
Heliotropium microstachyum

IHELIOTROPIUM |
Tournefortia hirsutissima

Ceballosia fruticosa
Argusia sibirica

75

100

Heliotropium lineare ll Rutidotheca
Argusia sogdiana

Heliotropium zeylanicum I Zeylanica

99

—
=
Heliotropium nelsonii

—
o
Heliotropium ciliatum

I Pseudocoeloma

/

HELIOTROPIUM Il

L

e ]

Heliotropium supinum

Nogalia drepanophyllum I "Chamaetropium®

95

95

— 10

Heliotropium giessii, H
Heliotropium aegyptiacum, H
Heliotropium oliverianum, H
Heliotropium tubulosum, H
— Heliotropium europaeum, H

e

Heliotropium (H), Pleurolasia (P),
Odontotropium (O) clade

57
72

—— Heliotropium hirsutissimum, O
— Heliotropium crassifolium, H

97

L—— Heliotropium suaveolens, H
— Heliotropium digynum, P

L—— Heliotropium arbainense, O

100

Heliotropium amplexicaule
Heliotropium microstachyum j§ HELIOTROPIUM |

i|

100

71

Tournefortia hirsutissima

100

Ceballosia fruticosa

Argusia sibirica

HELIOTROPIUM II

Heliotropium zeylanicum || Zeylanica
Heliotropium lineare Wl Rutidotheca
Argusia sogdiana
Heliotropium nelsonii

64

I Pseudocoel.

Heliotropium ciliatum

g —

100

74 Hel. supinum
Nogalia drepanophyllum
100 [— Heliotropium giessii, H
Heliotropium aegyptiacum, H
99— Heliotropium oliverianum, H

I "Chamaetropium"

99

69 Heliotropium tubulosum, H

Heliotropium suaveolens, H

Heliotropium hirsutissimum, O

Heliotropium crassifolium, H
Heliotropium europaeum, H

Heliotropium digynum, P

Heliotropium arbainense, O

100

Heliotropium (H), Pleurolasia (P),
Odontotropium (O) clade

Fig. 6-7. (a) Majority-rule consensus tree of the analyzed species of the HELIOTROPIUM I clade, computed
from the 84 most parsimonious trees of thecombined ##nL and ITS1 datasets (=373 steps, CI=0.751, RI=0.748,
HI=0.249). Important clades are indicated. The numbers above the branches are bootstrap percentages.
Percentages <50% are not shown. The numbers below the branches are majority percentages <100%.

(b) Corresponding neighbor-joining tree. Important clades are indicated. The numbers above the branches are
bootstrap percentages (1000 replicates, percentages <50% are not shown, scale bar 10% distance).



