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7. Anhang

Tab. 20: Polymorphe Primer für die Genom-Analyse.

Primer Sequenz sense Primer Sequenz antisense Primer Annealing-
Temperatur

D1Rat1 GCAATGCCATGGGTTTACTC AAAAGTTATCCCCTTCCCCC 55° C
D1Rat9 TTGAAAAGGGAAACAGGGTG AGCCTCATCCTGGGATTTTT 55° C
D1Rat136 ATCATTAGCACCCACCCATG CAGGTAAATGTAGCTCACGCC 55° C
D1Rat20 GGCCCTCACACTGTCTTCTT GTTCGGAGGACAAACCAGAA 55° C
D1Rat27 TCTCTCCAGCTGCAGGATTT GGGCAAGCAAAGTACATGGT 55° C
D1Rat31 TCCCATCTTCATTTCATCTTGA AATAAATGCCTGAGCGATGC 55° C
D1Rat38 TCCATCCCGAAACATTACCT CCTGCAATCACAAGCTCAAA 55° C
D1Rat236 CTTTCCCTTTTCTGCACAGC CGATTTCCATTGTGATTATTTCG 55° C
D1Rat51 CCCTCAGTTCAAGAGTAACCTCA TTGCCTGAGAGACTGTGCC 55° C
D1Rat53 CAGATGAAATTCCAACTTTCTCA TAGGCTCCGGTCTCCATATG 55° C
D1Rat59 CGTTTGATGTTTTAAAGGATTTG AGGAGATCTGATGCCCCTTT 55° C
D1Rat216 TGATGAACCAACTCTCTGAAAGC TGCAGGTCAGTGTCATACAGG 55° C
D1Rat159 CAGCTTCCGGCCAATAGTAT TGAAGACATGGGTAAATGTTGG 55° C
D1Rat71 TCTCTCCTTCTTCTTTACTGCCA GTACACCGGTCAGGTCAGGT 55° C
D1Rat123 TTTCTTTTCTGCGACAAACTAAA TGAAGATTTGGAAGCAATCATG 55° C
D1Rat75 GCAGTTTGTTCTTGTGATGAATAA TGTTTCCAAATTTGAATACACTGA 55° C
D1Rat151 ACCTCGGATGGGACATTTG CAACCCCTCGGACACTCTTA 55° C
D1Rat89 ACTCTGTTCCACCGGTTGAG CCATTAACCCTAGCCATCAC 55° C
D1Rat90 AACCTAAGGTGAAGGGAGGC AATTAAACTTCCTCAGAAGTAAGGG 55° C
D2Rat3 ACATGATGTGGAATTCCCCC TCTCTGGTGGATACCTCACAAA 55° C
D2Rat128 TGTGACCTCTACATACATTCATCCA GCATGCTACCAACCTCTGCT 55° C
D2Rat18 CTTCTCTTCCTCACCCTCCC GGAGTGATCTGTTTCGTATAAATGC 55° C
D2Arb6 ATAATCTAGTATCCAGGACGCC TTTCTTAAGCACACTCAAGCCC 55° C
D2Rat135 GCATGCATGCAGGTATGTTT CTGCCTGGCACAAAGTTTCT 55° C
D2Rat136 CTGCAGTGCTCTCTTGAGACA TTCTGCAGGTGTATGCTTGG 55° C
D2Rat147 TGGTTTGAATGTCAGGGTCA GCTGCAAAGACAGAAGGGTC 55° C
D2Rat181 GACGAATAGGCTGCTTGGTC AAAAAGACACTGTCCCCCTC 55° C
D2Rat40 TTGGCTTTGTGAGTGAGAGTG TGGAACCCTTAACATCGAGG 55° C
D2Rat186 ACTGTGGGCATCCACTTTTC TTTGGTGATAGGTGCACGAG 55° C
D2Rat118 TGACCTAACCCAGGTGGGTA CCTCATGAGTCTCTCCCCAT 55° C
D2Rat61 AATGTCGAGAGTTTGCTGGT CCTTTTCTCTGCTGATACATGAA 55° C
D2Rat86 AGGAGCTCCATATTTGCCAA CTGCCCTCTCATTCTTGCAT 55° C
D2Rat66 AACATGCCCATGAAAGTCTTG ATTGCACATACACACGTGCC 55° C
D2Rat70 CATGGGAACATAAACGCACA TGCTACTGGAAAATCTGGCA 55° C
D3Rat53 TTGTCTCTGGTTCCAGGTCC GCTGGAAGGTACCTGTGGAA 55° C
D3Rat47 CACATACGCACACACACAGAA ACAAGTAGCACAGTGTGCCC 55° C
D3Rat88 CAGTTTGTCTTTTCCCTTCCA CGGAATGATCAAAAACTAAGTAACA 55° C
D3Rat186 CCTGCATCCTCTTGTGGACT TTCCTGTCATTTCATGTTATTGAA 55° C
D3Rat43 TCGACAGAAACAGGCATCTG AGCGTGGGATAAAATGATTAGA 55° C
D3Rat37 TTGATGAAAATTTGGGGGAC AAAATCATCATGCTCCCTGG 55° C
D3Rat28 TTGTTGTTGTTATTTTTGTTTTGG ATTTGAAAGATCCTGCCCTG 55° C
D3Mit6 CTGTCTCCTCCAGTCATGCA CACATCCAGAGAAATGTGAGG 55° C
D3Mit14 CTGGACTCAACCTCCAGCAT CTGCTGACTGACGAGCTGAG TD63-58° C
D3Rat63 ACCAGGGGAGAAAAGCATCT TGATACCCAAGGCTTCAATTG 55° C
D3Rat114 CAGGTGTAGCCTTCTCACACA CTCAATGCCTGCATCTGAAG 55° C
D3Rat97 AAATTCAAAGCTTCCCCCAG CCTCTCCTAGTACGCTTGCG 55° C
D4Rat2 TAGGATGAGAATGCCCAAGG CAAGGCTCAAATGTGTTCCA 55° C
D4Rat125 TGTCACCTCTGTGTCTCGCT AGAATACTTTTGAATAGGGCTTTCT 55° C
D4Rat115 CCGTGGTTTAGATACTATGCCTTC CCAGCTCACGAACACACATT 55° C
D4Rat134 TTCATCAAGGATTGCTTGGC TCAGGGGAGGGAGATTTAGG 55° C
D4Rat33 GACACAAGAGAGCCTGCCTC TGATTGTTTTAACAATGACGATTTG 55° C
D4Rat41 GGCTTCTCCATGTGTGCTTA CCTTTCTGTCTTTGCCCCTA 55° C
D4Rat116 TGAAGCACTACTGGCAGGTG GCAAATCGGTAAACCATTGC 55° C
D4Rat196 CCTTGGGTAAAGGTCCTTCC CAGGAACATGTTAGCACACACA 55° C
D4Rat141 TCTTCTGCTCTCACAGTCGG TAATCGCAGATCCCCCAATA 55° C
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Fortsetzung Tab. 20

Primer Sequenz sense Primer Sequenz antisense Primer Annealing-
Temperatur

D4Rat62 TGGAGTCCAGTGTGGGTGTA AGAAAAGGCAATGGGAGTGA 55° C
D4Mgh11 CTCAACGAACAGGTTTCATTATG AGAAGGGATGACAATTGGTACG TD55-50° C
D5Rat125 ACGTTGTATTGGCCAACATG TCCACAGTATTCCCTGGTCC 55° C
D5Rat123 TCCAAGTGAAAGCATTCCAC TTCAGTCCCTCACTCCAGGT 55° C
D5Mgh4 GGGACATCTTCCACATTTTCA GGCAAAAATGTCATAGAGGACC TD55-50° C
D5Mgh5 GAACCAAGAAGGATGAAAATGG AATTGTAGTTGAGCCATTCTGAA TD55-50° C
D5Mit10 GAAAGAGGAGACCTATGTGCA AACAGGTCAGTTGTCAATACTGG TD63-58° C
D5Rat68 TGGGCTTGATTCAAGATGGT TTGAGGGAATCATACATTTTTGTG 55° C
D5Mit5 CACTGTCAGCATTACAGGATACG CATGCTAAACCACATTTTGCA TD63-58° C
D5Rat28 CCATATCAAACCTCACTCCCT CCACCTTTCCTAGGAAGTGAT 55° C
D5Rat65 GGGTATGGGATATGGGATGTT CCAAGAAGATGTCTATGACAAATG 55° C
D5Rat32 TTATTGGTGTGTGTCACCAGG CAGTTGCCCATGCTTCAGTA 55° C
D5Rat35 GTGTGGGAGGGACTGAGAGA CAGCCAGAGAAAAAGCCAAG 55° C
D5Rat41 AAAAGCATGTCCCCATCATC CTGTGGTCTGGGTGAGGTCT 55° C
D5Rat99 TAAGTCAGGATGGTGGGCTC GCGTTTGCTAGCAGGGTAAG 55° C
D5Mgh16 GCATACAGCTTTACAGTGCTGC AGACAAGGGACATGCTCGAG 55° C
D5Rat111 ACCTGTCAGTGCCCAAGAAG ATCCAGGAACCTGTGTGGAG 55° C
D6Rat149 TTGAAAGTAGCAGGAGGGAAA GAAGAACAAATTTCTATTAAAGGCA 55° C
D6Rat105 GCATGAGGCAGAGCCAATTA GCCAGTTTGCCTTCACTTTC 55° C
D6Mit9 AGAGTCAGCGAAAGGCTGG TTAATTACAATAGGGAAACATTTGT TD58-53° C
D6Rat33 GGGAAACCGACTCCCTAAAG TGGAATGGCATAAGTGCAGA 55° C
D6Rat95 AAGCTGACCTCTGACCTCCA GGTTCCGATTAGAAGCCACA 55° C
D6Mgh5 ATAGGAATAAAGAGTGCACGTTTG CAGTTAGCATAGAAAGCAAAGGG TD55-50° C
D6Rat18 TGTGGCTCCCTTCAGTCTTC CACAAATACCCTGGCTGGTT 55° C
D6Rat14 GGACATTGAGAAAACAGACCAG CGTGTGCTCCAGTGAGGTT 55° C
D6Rat71 TTGAACTCGTCCCTGAGTCC ATGCGTGCATAGCACAGAAA 55° C
D6Rat12 TCAAATAGAAGAGTGGGGGC GCAAACTCCCTGATCCTCTG 55° C
D6Rat75 TGGGGATAAGTTGACTTTTTCCT GTGGCCTGCACCTATGTTTC 55° C
D6Rat4 CTAATTTCCCTTCCTTAGACACC TTCCACCCACCTCTATCTGG 55° C
D7Rat36 GTAGGAGCTGAGGGTCCACA TTTCAAAACGAGGTTGGAGG 55° C
D7Rat66 GAGGCCAGTGGTATGGAAAA CTGAGTTCAATCCCCTGGAC 55° C
D7Rat32 TTCATTGTATCTCCTCCCGG CAGAGTGGAATGCAGGTGAA 55° C
D7Rat30 TGATTGGACAACAGGGAACA GCCATTTTGGTTCTCAAGGA 55° C
D7Rat73 ACCTCAGAAACCACAGCTGG CCAATGTACCCCTCCACAAG 55° C
D7Rat144 ACAGGTACGCACGCACGT CCATCCAGCCTTTCATTTTG 55° C
D7Rat112 GCTGATTGTTCAGCACCTGA CCCATGGTGCACTCTGAAG 55° C
D7Rat138 AGTTTCAACTTCTCTTTTTGGATG TCTGTCTACCAAGCCTGATGC 55° C
D7Rat67 AACAGATGCCAGTTTGACCC TCACATTGCAGACAAGAGGC 55° C
D7Rat111 GGACTTTAATCCAGCAGGCA AAGATTGCAAAAGAGGGCAG 55° C
D7Mit9 AGGTGAGATGAACCGCTTGA ATCTCCCTCTATGTCCCGCT 55° C
D8Rat58 TTTCTAAGGTTCCAGCAAGAGTG CCTCCCTCCTTCTCTTCCTG 55° C
D8Rat54 AACCTGGGCCCTAAGGTAGA CTGCAGCCATCAGCATATGT 55° C
D8Rat162 TCACTGGCAGCAATTTACCA TCTGAGACCTCTTCAACTCTGTTG 55° C
D8Rat39 TGGGGGAGTTCTGAGTTGTT ACAGAGCCTGTCAGCCAATT 55° C
D8Rat91 CATCTACATTCACACACTCTCTCTC TTGACCCTTGAGTGCTGATG 55° C
D5Rat179 CGTATTTTGCCTGTACGTATGC GGGCATCCACATGATACACA 55° C
D8Rat86 TCTCCTACTCTCGGTGTCAGG TGTTTCATTTTTCTGGAACGG 55° C
D8Rat19 ATAACGGGTGCTGAACCATC GGGGATGCATTTAGGACTGA 55° C
D8Rat16 TTTTAAATTGCTGTTTGATTGGTT TCTGCACTTTAACAAGGTGTGA 55° C
D8Rat14 GCCCATACGTTGCATCAAGT GGCCGGTCTAATTATTTCTTCA 55° C
D8Rat12 TATGCATGGGAGGAAGAAGG ACTGTAGCCGGGTGGTGAC 55° C
D8Rat59 GGTTTGGGAACTTCTTTAAGAATC CCATCCTGGGTCAGTCCTAA 55° C
D8Rat5 GGTTTTTACTTTTCCTTGAAACAA CACATGGAGACACCCACACT 55° C
D9Rat101 TCCTGGGCTGCTAAGGATAG TGAGGTGCAGTGGTGTTAGC 55° C
D9Rat87 ACCAGCAGACCTATTGGTGG CAACTCACCTTCCTCCCAAC 55° C
D9Rat29 TTTTTGTACTAGGGTGGGGG AACATCACATTAACCCATGGC 55° C
D9Rat158 AATTAATTGGCCTGCTGCTG TACTCCAGAGCAGTGGCAGA 55° C
D9Rat123 TGTATTGGCTGACGAGATGG CCTGGCCAGCGTGATTATAA 55° C
D9Rat11 TAAAACTGGGATGCATGGGT CATTCCCAATTTTTGGTTAAGG 55° C
D9Rat5 TGCATTTCTTGTCTGTCTCCA CCTCTACACATGTGCCATGG 55° C
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Fortsetzung Tab. 20

Primer Sequenz sense Primer Sequenz antisense Primer Annealing-
Temperatur

D9Rat4 GTCCAAACCTATGCAGGCAT TTGCTGCTGTCCTAGTTCCA 55° C
D9Rat71 CAAGCCAAATCTATTTACCATGC GCCTGGCTACATTTTTGCTT 55° C
D10Rat115 CAATCAGGATGTGGTTTTTGTG ACATGTAGCCCTCAGCTTTACT 55° C
D10Rat181 AATGTTTCTGGTTTGCCAGG CTAGGACACACGCATGCCT 55° C
D10Rat45 TTGCATACACATAGAAACATGCA TTCCTGGAACAGTGGGAAAC 55° C
D10Rat174 CAGAAACAAAACAAACAGGGAA CCAAGGACTGAGCTAGAACTGAA 55° C
D10Rat73 CCTGTCGCTCATAAGCACAC GGTCTGCAAGGATTTTACGC 55° C
D10Rat28 TGCACACACAAACATAGAGAGAGA ATGGGCTGATGCATAGCTGT 55° C
D10Rat93 TGCCTTAAGCAGAATGCAATT TCTGACATAAGGTCACTTTGGAGA 55° C
D10Rat17 TCTTTTCTTTGTCTTTGGGCA CCATTCTCGTGTTGTGATGTG 55° C
D10Rat16 CAG CCC TCA GCC TAA GAG AA AGAGCCATCCAATCTCTCCA 55° C
D10Rat7 AACGTAAAGGTGGTAGGGTTTTC GAGCCAAGTTGTCCAAGACC 55° C
D10Rat2 CCACTTAAGAGCCCAGCAAA TGAGAACAGTCAAGGGGACA 55° C
D11Rat28 GATTTCCCTCCTCACTGCAA ATATTCTCACCCGGAGCTGA 55° C
D11Rat44 GGTCTACTTCAATCTAAAAAGGGC TCCGTTGTACTGTCTCATGGA 55° C
D11Rat10 ACATGGAGGACACATGATGG GTGTACCAGGAAGCCGAGTG 55° C
D11Rat6 GTGCAGCCATACCATTCAAA TCTGGGGATTTGAAAGATGC 55° C
D11Rat4 GGTTGCCATTTCTGCTTTGT GCTCTGTTTTAACCGTGGGT 55° C
D11Rat37 GGCATAAGGCCAAGCACATA TTTTATCCTGCCTTAGGAGATACAT 55° C
D11Mgh1 GGTGGCTCTTCATCCTAGCA ACTCTGAGACTCTTGACTGTGGG 55° C
D12Rat59 TGGGGTCCTGGTCTTTGATA CAGCAATTTTCAGACCTTTCC 55° C
D12Rat37 AAGTCTCCAGGGGCTTCAAT CGTAAGATGGGGAGCAAGAG 55° C
D12Rat7 GGCGACTCTGCTTCAATAGG CACATTTTCTGCAACTCTGGG 55° C
D12Mgh5 CCACCCCTCAATACTTGTGG TGAAGAGTTTAAAGCACAGGAGG TD55-50° C
D12Rat17 CATCTCCCCAGCTCTCATTC TCAAGAATAGCCATCACACCA 55° C
D12Rat36 GAGGGACTTGGGAAGAGTGTT TGTAGAGAATCTAAAGCCCTCTTG 55° C
D12Rat21 CCACCTCTGACTGTGGGAGT CACACGCGCCAATAGATAGA 55° C
D13Rat53 GGTATGTGTGCGTGTGCAT CATCACCCATTGCCCTTATC 55° C
D13Rat87 CATGGTGAGGCAAACCTCTT TTCAAGTGTGGAACTGCTGG 55° C
D13Rat62 GATAAACACACACGCCACCA TCTCTCTCGTCTGTAGGCTCTTC 55° C
D13Rat132 CTGTCATACATGTGCATGCG TACCTCCCCACACAGCTCTC 55° C
D13Rat86 CCATCCCCAACTGTCCATTA TGGATTTGGTGGAAGTAGGG 55° C
D14Rat1 CAGTCCCTGGGTTTTCACAT CTCCAAGACACAAAACGATCA 55° C
D14Rat6 TTGTCTTGTGATGTTCTGTCAGG CAGGAACCAACTCATTTGCA 55° C
D14Rat55 CACAAATTTCAACCTTGGGC GCAAAATTTTGATGGGTTTG 55° C
D14Rat10 CCAGGTTCCATGAGACCCTA GCTTGAATTTGCATGGAGCT 55° C
D14Rat44 CTCAAACCAGTGAGAGACTCCA TGTCCCTCTGTGCAATGTTC 55° C
D14Rat90 CCTGGGAATGTTAGGTCAATTC TGACAGTTTTTCCCACTGCA 55° C
D14Rat39 GGCTGATCCCCAAGTGTCTA TGAATCAAAAGGGGCATTTC 55° C
D14Rat59 AGGACAGGGTTGAGCCTTTT TAACTAAATACTGCCCCGCC 55° C
D14Rat51 TACATTAGACCTGGGTGGGG AAGCCCTTCTCAGCTCACTG 55° C
D14Rat22 TCCTCCTGTGCCAAATCTCT TCACTTGTCCATCGTGTGGT 55° C
D15Rat73 TCTAGCTAAGCCCGGATTCA GATGGTCTCCCAAAACAGGA 55° C
D15Rat77 CATGTGGGGAAAGCATTACC ACAGAGGGAACCCATCACAG 55° C
D15Rat2 GGGGAGGGGAAGAGAAAAA TGCAGAGTTCAGGACACACA 55° C
D15Rat3 TCCATAATGTAAAGAAGAAGGCAA TGGAGAGGATCACTGTGTGC 55° C
D15Rat6 AACACCAGGGGGTGTCTCTT AATAAGGCTGATCCCTGCCT 55° C
D15Rat10 GGGCAAGAAACTGAAGAGGTT TTGCAGGGACTCTCATACCC 55° C
D15Rat61 ACCCAGTGGATAAAAAGGCC GTTTCCCTTTGTTTTGGGGT 55° C
D15Rat18 TGCATGGTGCTCATATAGAACA TCGGTCTCATCATTGGTTCTC 55° C
D15Rat22 TCACAGGTCTGCATCAGGTC ATACACATGGCCCCCTGTTA 55° C
D15Rat71 GCCATGGAGCAGATCTGTTT CCTCTGCGGTCACTCACATA 55° C
D15Rat26 CCAAATGATTAGATATTGATCATGA CCTCATTTTCTTCCTGCCAA 55° C
D15Rat29 AGAGGTGATGCCAAGTGCTT TGACCTATTTGCATTTGGCA 55° C
D16Rat35 CCAAATCAGGGGCATAAACA GGGAAATGTGAACCCTGAGA 55° C
D16Mgh1 GACCTCCAGGATTGGTGAGA ACAACCCATGAGGCAGACAG TD55-50° C
D16Rat40 GACCAATTTCAAAACCTGAAGA TCCTGCTCCAAGAGATCCAG 55° C
D16Rat53 TGCCTTTCCATCTCCCATTA TTCAGTGCTACTGGACTGCC 55° C
D16Rat14 CAATACTGGATCTGGGGGTG ATGGTGCGCTGCTATGTCTA 55° C
D17Rat104 CAAGCATCTCTTTAAGGTTTCAA TGGGCATGTATATGTGTGGG 55° C
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Primer Sequenz sense Primer Sequenz antisense Primer Annealing-
Temperatur

D17Rat8 TTCTCTGAGGGCTCTGGAAA GAAGCATTGCCAGACAACAC 55° C
D17Rat84 CCAATCCCAAGTCTCCAGAG TCGTCAGCCAGACTCCCTAT 55° C
D17Rat17 GGTCACATGTACCTGCTTGAGA TTGAGGCTCCAGCATATGTG 55° C
D5Rat110 TCAGGCCCCAAAGTTTGTAC AAAGTGGGAGGAGAGATGGC 55° C
D17Rat33 ATTGGGTCAAATGTGGGTTT AGCCAACTTGGGAAGGATTT 55° C
D17Rat58 TGCCAGGTTTCTGATTTCTG GGTAAATTCCACATGGATGAAGA 55° C
D17Rat47 CCCTGCTTTCTGCTTTGAAC TGCATATACGAATTACAGCTCAA 55° C
D17Rat133 AGTACTGTATCCCCACAACCG CAGAATAACCAACAACAGGGAA 55° C
D18Rat62 CAGAGGCTGAGATGGTGGAT GTTGATGTGCATGCGCTAAC 55° C
D18Rat23 GAGATCCTCTGCCTCTGCTG GACCCTGCCTCAAATGAAAA 55° C
D18Rat55 CAACAAAGCAGCCCTCTCTC TGCCTTTTTGTGCAATTCAA 55° C
D18Mit8 AAAGCCAAGGTCTTAACTGAAGC TCGACCACACACCTCCCT 55° C
D18Rat10 TTGGAAAACCCTTCAGCAAC GCTGGGACGAGAATGAGTGT 55° C
D18Rat5 ACACTATGCATACAACACATCTGA CATTGCCATCCCTTCAGATT 55° C
D18Mit6 TGGCACAACTGTGGGAACT TTCATATGCCTCTGCTGCTC TD60-55° C
D19Rat19 ACCACTGACCTTCACATGCA TGAGAGCGCTCTGCTTTTAA 55° C
D19Rat15 GCTGAGGCTGAGAAAAAGGA GGTCTCACTGTGCTTTTCCC 55° C
D19Rat13 GACTCAAACCCAAGCCTTGT GTGTCCTGGACTGTCCCTGT 55° C
D19Rat70 TGTGTAGGTCAGAGGACAACCT AAGCTGGACAACCTGCTTTG 55° C
D19Mit7 AGGGCTTTGCTGAATGCTTA AGAGTGGTGGTGAAAGTGGG TD55-50° C
D19Rat6 TGTGAGCATACAAGGAAACTGG ACTGGTAGAAAGCAGGGGGT 55° C
D4Rat71 AGAAGGCTCCTTCCTTTTGC CCTCAAAGACACTAAAGGATGAA 55° C
D20Rat47 AGGTTTGAGCCCCAGGATAC TGTCTCTTCAACCTCTCTGGC 55° C
D20Rat3 CCTAATACTGTGAAGACAGCGTG ATACCCAAAATGGTTGCCAG 55° C
D20Rat33 GAATGAGCCAATCCCATGAC CTTGTGCCTGTCGCACAGT 55° C
D20Rat8 CCC CAC TTC CAG GTA CAT TG CTGTTTTGAAAAAAAACCCAAT 55° C
D20Rat55 ACCCAGACTTCTTGCCTCCT CCTACACACCTGTGCACACA 55° C
D20Rat16 TGAGACCAGGATCGCTTTTT CTAGATTCAGGCCAGCCAAG 55° C
DXRat44 TAACTGTGCCCCCAATAAGG CTGGGTTCTGTCCTGATGCT 55° C
DXRat8 TCTAATTGAGGATGGTGGGG TCTTTTTGTGGAAGCAGCG 55° C
DXRat36 CAAAGGATAGCACCATGCCT CTCCCCTGACCTCTACTGGC 55° C
DXRat11 AGCATGTTGTGGCTTCTCAA TTTGTATGTATAAATGTGAGTGGGA 55° C
DXRat96 TTCATTTGGGACATCTGCAA GGGTTTTTCTAGCTCTATGTACCC 55° C
DXRat66 AGCGGTGGGGAAACACTGT CCCCCAGAGAGATAGACCAG 55° C
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Tab. 21: Differentiell exprimierte Genprodukte der Mikroarray-Analyse, die keine Ko-

Lokalisationen zu QTL der Kopplungsanalyse aufweisen.

Genprodukt Accession-
Nr. Signifikanz

Chromosom
und Marker-

position

differentielle
Expression

pyruvate carboxylase precursor (ec 6.4.1.1)
(pyruvic carboxylase) (pcb), p52873 rattus
norv., 7/1999

U32314_g_at p=0,00086 1, D1Rat112 Lew>MWF

glutathione s-transferase p (ec 2.5.1.18)
(gst 7-7) (chain 7) (gst class-pi), p04906
rattus norv., 11/1995

X02904cds_s_
at p=0,00045 1, D10262 MWF>Lew

excitatory amino acid transporter 3 (sodium-
dependent glutamate/aspartate transporter
3) (excitatory amino-acid carrier 1), p51907
rattus norv., 7/1998

D63772_at p=0,00014 1, D63772 MWF>Lew

dihydropyridine-sensitive l-type, calcium
channel alpha-2/delta subunits precursor,
p54290 rattus norv., 7/1999

M86621_at p=0,00001 4, D13907 MWF>Lew

sodium- and chloride-dependent gaba
transporter 2, p31646 rattus norv., 7/1998

M95762_at p=0,00003 4, D4Rat63 MWF>Lew

heparin-binding growth associated molecule
mrna, m55601 rattus norv., 3/2000

rc_AI102795_
at p=0,00017 4, D4Rat102 MWF>Lew

mRNA for serine protease, complete cds
/cds=(246,2330) /gb=d88250 /gi=3080541
/ug=rn.4037 /len=2908, rattus norv.

D88250_at p=0,0008 4, D88250 MWF>Lew

complement component c8 beta chain
(fragment), p55314 rattus norv., 11/1997

U20194_at p=0,0001 5, D5Rat78 Lew>MWF

vascular protein tyrosine phosphatase-1
rdep-1 mrna, complete cds /cds=(146,3796)
/gb=u40790 /gi=1117991 /ug=rn.10278
/len=6292, rattus norv.

U40790_at p=0,00034 5, D5Rat13 MWF>Lew

cdna, 3` end /clone=ui-r-c2-nn-f-11-0-ui
/clone_end=3` /gb=ai072634 /ug=rn.11104
/len=333, ui-r-c2-nn-f-11-0-ui.s1 rattus norv.

rc_AI072634_
at

p=0 5, D5Mgh27 MWF>Lew

vasoactive intestinal polypeptide receptor 2
precursor (vip-r-2) (pituitary adenylate
cyclase activating polypeptide type iii
receptor) (pacap type iii receptor) (pacap-r-
3), p35000 rattus norv., 7/1998

U09631 p=0,00007 6, D6Rat3 Lew>MWF

cystatin c precursor (fragment), p14841
rattus norv., 7/1998

AI231292 p=0,0001 6, D6Rat3 Lew>MWF

DNA clone rx02424 3`, mRNA sequence
[rattus norv.], rat mixed-tissue library rattus
norv.

rc_AI639085_
at

p=0,00002 6, D6Rat5 MWF>Lew

best hit: m80675 akt8 provirus v-akt
oncogene, complete cds. 3/2000 e=0.0e+00
i=88%

rc_AA799664_
at

p=0,00014 6, D6Got178 MWF>Lew

5`-amp-activated protein kinase, beta-1
subunit (ampk beta-1 chain) (40 kda
subunit), p80386 rattus norv. 12/1998

X95577_at p=0,00023 12, D12Rat25 MWF>Lew

renal sodium-dependent phosphate
transport protein 2 (sodium/phosphate
cotransporter 2) (na(+)/pi cotransporter 2)
(renal sodium-phosphate transport protein
2) (renal na+-dependent phosphate
cotransporter 2)., q06496 rattus norv.,
7/1998

AB013455 p=0,00006 17, D16302 Lew>MWF
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